
Gene: LPAL13_3500497009

Supplementary Figure 1
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 35 (Positive strand)  

N-terminal extension 1: Zinc carboxypeptidase

Zinc carboxypeptidase

Gene: LPAL13_350049500

Qb-SNARE Carboxypeptidase Hypothetical
Current gene: LPAL13_350049600

1,463,989 1,464,822 1,467,070 1,470,816

1,466,086 1,470,816

1,471,867 1,473,168

N-terminal 1          MFPTSTTWGRRVTSTRGLKRKRREREVGARRGIKPHPRPLLMSRSQDVKRKAAYPPPPAY 60
LPMP_354140           -----------------------------------------MSRSQDVKRKAAYPPPPAY 19
LbrM.35.2.004270      -----------------------------------------MSRSQDVKRKAAYPPPPAY 19
                                                               *******************
N-terminal 1          ATLRTNVPSFSALQTSARVNAAGGLDGSGTPRQRQRAAERLLLQQQLQAEGVVKAKSDVH 120
LPMP_354140           ATLRTNVPSFSALQTSARVNAAGGLDGSGTPRQRQRAAERLLLQQQLQAEGVVKAKSDVH 79
LbrM.35.2.004270      ATLRTNVPSFSALQTSARVNAAGGLDGSGTPRQRQRAAERLLLQQQLQAEGVVKAKSDVH 79
                      ************************************************************
N-terminal 1          SNYGHHGRDSAVFMVAANDARSRVSHPTPGLSNSESILPSAARPASVSSTLPFGLASVAV 180
LPMP_354140           SNYGHHGRDSAVFMVAANDARSRVSHPTPGLSNSESILPSAARPASVSSTLPFGLASVAV 139
LbrM.35.2.004270      SNYGHHGRDSAVFMVAANDARSRVSHPTPGLSNSESIFSSAARPASVSSTLPFGLASVVV 139
                      *************************************:.*******************.*
N-terminal 1          QKVKVPEGYGSNQPPTSQPLRRTSMARITSLRPPARLHAHSPPVVAPKVGPRDSLASGVT 240
LPMP_354140           QKVKVPEGYGSNQPPTSQPLRRTSMARITSLRPPARLHAHSPPVVAPKVGPRDSLASGVT 199
LbrM.35.2.004270      QRVKVPEGHGSNQPPTSQPLRRTSMARITSLRPPARLHAHSPPVVAPKVGPRDSLASGVT 199
                      *:******:***************************************************
N-terminal 1          TPGRVYAASTSPPLSASAEAASAREAHPCDASVPRRNRNRDALLATGISPRPHSGVAVQG 300
LPMP_354140           TPGRVYAASTSPPLSASAEAASAREAHPCDASVPRRNRNRDALLATGISPRPHSGVAVQG 259
LbrM.35.2.004270      TAGRVYAASTSPPLSASAEAASAREAHPCDASVPRRNRNRNALLATGISPRPHSGVAVQG 259
                      *.**************************************:*******************
N-terminal 1          SSINSCSSQRSLQHDTPSFITVARHRPNMAPVMLPTQQLLESGYYVASDESANSSFSDTP 360
LPMP_354140           SSINSCSSQRSLQHDTPSFITVARHRPNMAPVMLPTQQLLESGYYVASDESANSSFSDTP 319
LbrM.35.2.004270      SSINSCSSQRSLQHDTPSFITVARHRPNMAPVMLPTQQLLESGYYVASDESANSSFSDTP 319
                      ************************************************************
N-terminal 1          QSARRISLTSSFSLRTTTQRLDVNSGGAVGEGRSATVATGASLPGVRSLRDSRDPNSSGR 420
LPMP_354140           QSARRISLTSSFSLRTTTQRLDVNSGGAVGEGRSATVATGASLPGVRSLRDSRDPNSSAR 379
LbrM.35.2.004270      QSARRISLTSSSSLRTTTQRLDVNSGGAVGEGGSATVATGASLPGVRSLRDSRDPNCSGR 379
                      *********** ******************** ***********************.*.*
N-terminal 1          GGCSDDNSDSRFEEEKDVGNFDEENEEQAVLTYMDSGVEGSRASGPPSSNKAPPPPLARQ 480
LPMP_354140           GGCSDDNSDSRFEEEKDVGNFDEENEEQAVLTYMDSGVEGSRASGPPSSNKAPPPPLARQ 439
LbrM.35.2.004270      GGCSDDNSDSRFEEEKDVGNFDEENEEQAVLTYMDSGVEGSRASGPPSSNKAPPPPLARQ 439
                      ************************************************************



Gene: LPAL13_350026500

Supplementary Figure 2
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Current Annotation

Leishmania panmensis MHOM/COL/81/L13 Chromosome 35 (Negative strand)  

N-terminal extension 2: TLD (Tolloid) protein

TLD (Tolloid) protein

Gene: LPAL13_350026300

MSH8 Tolloid PMM
Current gene: LPAL13_350026400

743,613 746,657 748,231 748,683

747,568 748,683

750,360 751,103

N-terminal            MTQSKSAVDVEEELTQTIQTMEFHSVLVFSRSYSPPPTNDICLFIHTDLAPMGHSFSTQW 60
LPAL13_350026400      ------------------------------------------------------------
LPMP_352030           MTQSKSAVDVEEELTQTIQTMEFHSVLVFSRSYSPPPTNDICLFIHTDLAPMGHSFNTQW 60
LbrM.35.2.002170      MTQSKSAVDVEKELTQTIQTMGFHTVFVFSRSYSPPPTNDICLFIHTDLAPMGHSFNTQW 60
                                                                                  
N-terminal            PGSDGSKCVDYNATEDAKVYGVPLELPSPEIVGVDDSEKNMLVLNAKLAARLADALPSSC 120
LPAL13_350026400      ------------------------------------------------------------
LPMP_352030           PGSDGNKCVDYNATEDAKVYGVPLELPSPEIVGVDDSEKNMLVLNAKLAARLADALPSSC 120
LbrM.35.2.002170      PGSDGNKCVDHNATEDAKVYGVPLELPSPEIVGVDDSEKNMLVLNAKLAARLADALPSSC 120
                                                                                  
N-terminal            KCATFSEVAKWYLLYSSYLNGKSFQRLVQRITSRGPTIIVIKVKDSPRVLGAFCESDWLT 180
LPAL13_350026400      ------------------------------------------------------------
LPMP_352030           KCATFSEVAKWYLLYSSYLNGKSFQRLVQRITSRGPTIIVIKVKDSPRVLGAFCESDWLT 180
LbrM.35.2.002170      KCATFSEVAKWYLLYSSYLNGKSFQRLVQRITSRGPTIIVIKVKDSPRVLGAFCESDWLT 180
                                                                                  
N-terminal            VTQREKNAKRAAAASTRAVREGQKQRTATAPLNQNKAFFGNMNCFVFRAHTDGIDNVSTE 240
LPAL13_350026400      -----------------------------------------MNCFVFRAHTDGIDNVSTE 19
LPMP_352030           VTQREKNAKRAAAASTRAVREGQKQRTATAPLNQNKAFFGNMNCFVFRAHADGIDNVSTE 240
LbrM.35.2.002170      VTQREKNAKRAAAASTRAVREGQKQRTATAPSNQNKAFFGNMNCFVFRAHADGIDNVSTE 240
                                                               *********:*********
N-terminal            GEIYHSHSSSNSNFMYLFDTHPHEEKIGIGMGGQPGYFGWFIDRWLENGTSYGSRCTTFQ 300
LPAL13_350026400      GEIYHSHSSSNSNFMYLFDTHPHEEKIGIGMGGQPGYFGWFIDRWLENGTSYGSRCTTFQ 79
LPMP_352030           GEIYHSHSSSNSNFMYLFDTHPHEEKIGIGMGGQPGYFGWFIDRWLENGTSYGSRCTTFQ 300
LbrM.35.2.002170      GEIYHSHSSSNSNFMYLFDTHPHEEKIGIGMGGQPGYFGWFIDRWLENGTSYGSRCTTFQ 300
                      ************************************************************
N-terminal            SPRLSSTESWVVESVEVYAVKKDIVEQLLRTGNECASGVSCIDCNPDSKADQMLLELNGN 360
LPAL13_350026400      SPRLSSTESWVVESVEVYAVKKDIVEQLLRTGNECASGVSCIDCNPDSKADQMLLELNGN 139
LPMP_352030           SPRLSSTESWVVESVEVYAVKKDIVEQLLRTGNECASGVSCIDCNPDSKADQMLLELNGN 360
LbrM.35.2.002170      SPRLSSTESWVVESVEVYAVKKEIVEQLLRTGNECASGVSCIDCNPDSKADQMLLELNGN 360
                      **********************:*************************************
N-terminal            HEFNRWDRTEC 371
LPAL13_350026400      HEFNRWDRTEC 150
LPMP_352030           HEFNRWDRTEC 371
LbrM.35.2.002170      HEFNLWDRTEC 371
                      **** ******



Gene: LPAL13_300028700

Supplementary Figure 3
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Current Annotation

Leishmania panmensis MHOM/COL/81/L13 Chromosome 30 (Negative strand)  

N-terminal extension 3: Heat Shock Protein 70 Partial

Heat Shock Protein 70

Gene: LPAL13_300028500

HSP70.4 HSP70 HSP70
Current gene: LPAL13_300028600

827,476 829,383 831,090 831,467

830,640 831,467

831,592 832,788

N-terminal            ------------------------------------------------------------
LPAL13_300028600      ------------------------------------------------------------
LPMP_302470           VNLPFITANADGAQHIQMHISRSKFEGITTRLIERSIAPCKQCIKDAGVELKEINDVVLV 360
LbrM.30.2440          VNLPFITANADGAQHIQMHISRSKFEGITTRLIERSIAPCKQCIKDAGVELKEINDVVLV 360
                                                                                  
N-terminal            ------------------------MNPDEAVALGAATLGGVLRGDVKGLVLLDVTPLSLG 36
LPAL13_300028600      ------------------------------------------------------------
LPMP_302470           GGMTRMPKVVEEVKRFFQKEPFRGVNPDEAVALGAATLGGVLRGDVKGLVLLDVTPLSLG 420
LbrM.30.2440          GGMTRMPKVVEEVKRFFQKEPFRGVNPDEAVALGAATLGGVLRGDVKGLVLLDVTPLSLG 420
                                                                                  
N-terminal            IETLGGVFTRMIPKNTTIPTKKSQTFSTAADNQTQVGIKVFQGEREMAADNQMMGQFDLV 96
LPAL13_300028600      ------------------------------------------------------------
LPMP_302470           IETLGGVFTRMIPKNTTIPTKKSQTFSTAADNQTQVGIKVFQGEREMAADNQMMGQFDLV 480
LbrM.30.2440          IETLGGVFTRMIPKNTTIPTKKSQTFSTAADNQTQVGIKVFQGEREMAADNQMMGQFDLV 480
                                                                                  
N-terminal            GIPPAPRGVPQVEVTFDIDANGICHVTAKDKATGKTQNITITAHGGLSKEQIEQMVRDSE 156
LPAL13_300028600      ------------------------------------------------------MVRDSE 6
LPMP_302470           GIPPAPRGVPQVEVTFDIDANGICHVTAKDKATGKTQNITITAHGGLSKEQIEQMVRDSE 540
LbrM.30.2440          GIPPAPRGVPQVEVTFDIDANGICHVTAKDKATGKTQNITITAHGGLSKEQIEQMVRDSE 540
                                                                            ******
N-terminal            QHAEADRVKRELVEARNNAETQLTTAERQLGEWKYVSDAEKENVKTHVAELRKAMENPNV 216
LPAL13_300028600      QHAEADRVKRELVEARNNAETQLTTAERQLGEWKYVSDAEKENVKTHVAELRKAMENPNV 66
LPMP_302470           QHAEADRVKRELVEARNNAETQLTTAERQLGEWKYVSDAEKENVKTHVAELRKAMENPNV 600
LbrM.30.2440          QHAEADRVKRELVEARNNAETQLTTAERQLGEWKYVSDAEKENVKTHVAELRKAMENPNV 600
                      ************************************************************
N-terminal            AKEDLAAATDKLQKAVMECGRTEYQQAAAANSGSSSNSGEQQQQQQGDQQQQQQSSEKK 276
LPAL13_300028600      AKEDLAAATDKLQKAVMECGRTEYQQAAAANSGSSSNSGEQQQQQQGDQQQQQQSSEKK 126
LPMP_302470           AKEDLAAATDKLQKAVMECGRTEYQQAAAANSGSSSNSGEQQQQQQGDQQQQQSSEKN- 659 
LbrM.30.2440          AKDDLVAATDKLQKAVMECGRTEYQQAAAANSGSSSNSGEQQQQQQGDQQQQQNSEKK- 659
                      **:**.***********************************************.*.::



Gene: LPAL13_190018000

Supplementary Figure 4
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Current Annotation

Leishmania panmensis MHOM/COL/81/L13 Chromosome 19 (Positive strand)  

N-terminal extension 4: FCF1 (FCF1 RRNA-Processing Protein)

FCF1 (FCF1 RRNA-Processing Protein)

Gene: LPAL13_190017800

Hypothetical Fcf1 Hypothetical
Current gene: LPAL13_190017900

474,993 475,587 475,595 475,945

475,130 475,945

477,041 477,922

N-terminal              MFPVNLTSLSHPSFLFLGHPSSAFHVACRLRALLVSVALCVALYGRRVRLHGDRSRVRAA 60
LPAL13_190017900        ------------------------------------------------------------
LBRM2903_190020100      ------------------------------------------------------------
LPMP_191070             ------------------------------------------------------------
                                                                                    

N-terminal              AAMGKVKRQDNHAIKKILMKEKSLAMKKKREAESYHESPEPNTTKQATKDYAAVLFRKAQ 120
LPAL13_190017900        ------------------------------------------------------------
LBRM2903_190020100      --MGKVKRQDNHAIKKILMKEKSLAMKKKREAESYHESPEPNTTKQATKDYAAVLFRKAQ 58
LPMP_191070             --MGKVKRQDNHAIKKILMKEKSLAMKKKREAESYHESPEPNTTKQATKDYAAVLFRKAQ 58

N-terminal              VTQAAPMHTAHFLSYNTALGPPYRIWLDTNFINFSMQNKLDIVQGLMDCLLAKVIPCICD 180
LPAL13_190017900        -----------------------------------MQNKLDIVQGLMDCLLAKVIPCICD 25
LBRM2903_190020100      VTQAAPMHTAHFLSYNTALGPPYRIWLDTNFINFSMQNKLDIVQGLMDCLLAKVIPCICD 118
LPMP_191070             VTQAAPMHTAHFLSYNTALGPPYRIWLDTNFINFSMQNKLDIVQGLMDCLLAKVIPCICD 118
                                                           *************************

N-terminal              CVFAELEKLGKKFRIALKLARDKRFERLTCDSKYADDCVVRTVTQHPIYIVATCDQELKR 240
LPAL13_190017900        CVFAELEKLGKKFRIALKLARDKRFERLTCDSKYADDCVVRTVTQHPIYIVATCDQELKR 85
LBRM2903_190020100      CVFAELEKLGKKFRIALKLARDKRFERLTCDSKYADDCVVRTVTQHPIYIVATCDQELKR 178
LPMP_191070             CVFAELEKLGKKFRIALKLARDKRFERLTCDSKYADDCVVRTVTQHPIYIVATCDQELKR 178
                        ************************************************************

N-terminal              RLRKVPGVPIMYISKHRYTIERLPEAYGAPA 271
LPAL13_190017900        RLRKVPGVPIMYISKHRYTIERLPEAYGAPA 111
LBRM2903_190020100      RLRKVPGVPIMYISKHRYTIERLPEAYGAPA 199
LPMP_191070             RLRKVPGVPIMYISKHRYTIERLPEAYGAPA 199
                        *******************************



Gene: LPAL13_100005400

Supplementary Figure 5
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Current Annotation

Leishmania panmensis MHOM/COL/81/L13 Chromosome 10 (Positive strand)  

N-terminal extension 5: Gryzun, putative trafficking through Golgi

No domain found

Gene: LPAL13_100005200

Hypothetical Gryzun Dos2-interacting transcription 
regulator of RNA-Pol-II

Current gene: LPAL13_100005300

2,499 2,723 8,525 10,900

7,631 10,900

11,635 14,481

N-terminal 5           MNFLTTVYSDASYRFYCDVSPRFCVAVVASPVEDAETVSQMLQQASPRMIVVCTDKVATN 60
LPMP_100010            MNFLTTVYSDASYRFYCDVSPRFCVAVVASPVEDAETVSQMLQQASPRMIVVCTDKVATN 60
LPAL13_100005300       ------------------------------------------------------------
LMJSD75_100005300      MNVLSGIYSDASYRFYWDTNPRFCVAAVASHVEEAEKVSQVLQQVSPRMTIVCTDKIGLD 60
                                                                                   

N-terminal 5           TAIKSEPSCGARQLLRSNWCHKHQSSLFSCIVLVCFLDRLGADATAEKAAEELVLCLGAA 120
LPMP_100010            TAIKSEPSCGARQLLRSNWCHKHQSSLFSCIVLVCFLDRLGADATAEKAAEELVLCLGAA 120
LPAL13_100005300       ------------------------------------------------------------
LMJSD75_100005300      TSRKAASSSDASQLLRSDWCLKRQKSVFSCIVLVCFLDRLSVNVTAAKLSEELVLCLGAS 120
                                                                                   

N-terminal 5           VESIHCDIVFAPVLKAPADGKERLSDNIEKRLRSLLGSRFAGCALQTREDGMWRGTAALQ 180
LPMP_100010            VESIHCDIVFAPVLKAPADGKERLSDNIEKRLRSLLGSRFAGCALQTREDGMWRGTAALQ 180
LPAL13_100005300       ------------------------------------------------------------
LMJSD75_100005300      LESMRCDVVFAPVVESTAESKEELRDSIEKSLRSLLGSRLAGSALQTIENGVWRGIAALQ 180
                                                                                   

N-terminal 5           HLVFESTVAYHKGEVHRLRDRKKRIKDDPEQQLLLPRLHFKIGWHYLVLHDFSSARVQML 240
LPMP_100010            HLVFESTVAYHKGEVHRLRDRKKRIKDDPEQQLLLPRLHFKIGWHYLVLHDFSSARVQML 240
LPAL13_100005300       ------------------------------------------------------------
LMJSD75_100005300      SLVFDSTVAYHKGEVRRLRDRKEMLNDDSNQRLALPGLHFKIGWHYLVLHDFSSTRQQML 240
                                                                                   

N-terminal 5           SGLRKIKSLFPLFPSFQARLCGSVFLWHFLFCISMSGGHLSSSSEVYEEIRSFTAWVSLA 300
LPMP_100010            SGLRKIKSLFPLFPSFQARLCGSVFLWHFLFCISMSGGHLSSSSEVYEEIRSFTAWVSLA 300
LPAL13_100005300       ----------------------------------MSGGHLSSSSEVYEEIRSFTAWVSLA 26
LMJSD75_100005300      SGLRKIKTLFPLFPSFEARLCGSVFLWHFLFCISVSEGHLSSSSEVYQEIRCFVDWIGTA 300
                                                         :* **********:***.*. *:. *

N-terminal 5           YGGSVKDECQTVVFVLTKAMEAEWLEYLARKTENLAVRQRCDYLVAAAQALQDCDAFLPS 360
LPMP_100010            YGGSVKDECQTVVFVLTKAMEAEWLEYLARKTENLAVRQRCDYLVAAAQALQDCDAFLPS 360
LPAL13_100005300       YGGSVKDECQTVVFVLTKAMEAEWLEYLARKTENLAVRQRCDYLVAAAQALQDCDAFLPS 86
LMJSD75_100005300      YGGGVKDECQTVVLVLTKVMEAEWLEYLARKTENLEARQCCDYLVAAAQALQDCDAFLPS 360
                       ***.*********:****.**************** .** ********************



Gene: LPAL13_340050500

Supplementary Figure 6
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Current Annotation

Leishmania panmensis MHOM/COL/81/L13 Chromosome 34 (Positive strand)  

N-terminal extension 6: Mitochondrial phosphate transporter

Mitochondrial phosphate transporter 

Gene: LPAL13_340050300

AAT11 MPT Hypothetical
Current gene: LPAL13_340050400

1,584,274 1,585,848 1,586,710 1,587,510

1,586,593 1,587,510

1,590,504 1,591,202

N-terminal            ------------MNPDHPHDSTYYMKCIGGGILACGTTHTAVCPLDVVKCNMQVCPERFK 48
LPAL13_340050400      ---------------------------------------------------MQVCPERFK 09
LbrM.34.2.211080      MTASTKPWDARYVNPDHPHDSTYYMKCIGGGILACGTTHTAVCPLDVVKCNMQVCPERFK 60
                                                                         *********

N-terminal            SLAQGISLIMKEEGIGANGLLKGWLPTLCGYSAQGAFKFGLYEYFKDFYANMVGRENAKK 108
LPAL13_340050400      SLAQGISLIMKEEGIGANGLLKGWLPTLCGYSAQGAFKFGLYEYFKDFYANMVGRENAKK 69
LbrM.34.2.211080      SLAQGISLIMKEEGIGANGLLKGWLPTLCGYSAQGAFKFGLYEYFKDFYANMVGRENAKK 120
                      ************************************************************

N-terminal            YEGVIWLAGSASAEFFADMGLCPFEMVKVKVQTSPKGTFPTGMLAAMSAMRADPSSGFPY 168
LPAL13_340050400      YEGVIWLAGSASAEFFADMGLCPFEMVKVKVQTSPKGTFPTGMLAAMSAMRADPSSGFPY 129
LbrM.34.2.211080      YEGVIWLAGSASAEFFADMGLCPFEMAKVKVQTSPKGTFPTGMLAAMSAMRADPSSGFPY 180
                      **************************.*********************************

N-terminal            KSLAPLWGRQIPYTMAKFFFFEKVVRMFYEYVFTKPKEQYNKATQLSITFASGYIAGVIC 228
LPAL13_340050400      KSLAPLWGRQIPYTMAKFFFFEKVVRMFYEYVFTKPKEQYNKATQLSITFASGYIAGVIC 189
LbrM.34.2.211080      KSLAPLWGRQIPYTMAKFFFFEKVVRMFYEYVFTKPKEQYNKATQLSITFASGYIAGVIC 240
                      ************************************************************

N-terminal            AIVSHPADTLVSARGKTSNAGKSYGQIAKEMGYMNVCTKGLGTRILMIGTLTGLQWWIYD 288
LPAL13_340050400      AIVSHPADTLVSARGKTSNAGKSYGQIAKEMGYMNVCTKGLGTRILMIGTLTGLQWWIYD 249
LbrM.34.2.211080      AIVSHPADTLVSARGKTSNAGKSYGQIAKEMGYMNVCTKGLGTRILMIGTLTGLQWWIYD 300
                      ************************************************************

N-terminal            TYKTTLGMGTSGGSGKK 305
LPAL13_340050400      TYKTTLGMGTSGGSGKK 266
LbrM.34.2.211080      TYKTTLGMGTSGGSGKK 317
                      *****************



Gene: LPAL13_230020800

Supplementary Figure 7
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Current Annotation

Leishmania panmensis MHOM/COL/81/L13 Chromosome 23 (Positive strand)  

N-terminal extension 7: Ribosomal protein S9/S16

No domain found

Gene: LPAL13_230020600

Hypothetical Ribosomal S9/S16 UPF0546
Current gene: LPAL13_230020700

503,255 503,605 504,115 505,170

503,803 505,170

505,574 505,939

N-terminal            MQLSKAFLSVCLRKMKQLLSPKTARHARLFRLANSLASQKGVPQSDGERLSWVNSHVKRT 60
LPAL13_230020700      ------------------------------------------------------------
LbrM.23.2.001270      --------------MKQLLSPKTARHARLFRLANSLASQKGVPQSDGERLSWVNSHVKRT 46
LPMP_231310           --------------MKQLLSPKTARHARLFRLANSLASQKGVPQSDGERLSWVNSHVKRT 46
                                                                                  
N-terminal            QDMELSRAEEALRERMMPLEVGDNAVITNNQATHGNLFHFREYPMYPGEYVPAGHNTLSS 120
LPAL13_230020700      --------------------------------------------MYPGEYVPAGHNTLSS 16
LbrM.23.2.001270      QDMELSRAEEALRERMMPLEVGDNAVITNNQATHGNLFHFREYPMYPGEYVPAGHNTLSS 106
LPMP_231310           QDMELSRAEEALRERMMPLEVGDNAVITNNQATHGNLFHFREYPMYPGEYVPAGHNTLSS 106
                                                                  ****************
N-terminal            LKDELRSDLTAQSLKEAWMRVSGGMYFKSIDDYYASVDGLDEEQLGEIVSALLPDLRKYE 180
LPAL13_230020700      LKDELRSDLTAQSLKEAWMRVSGGMYFKSIDDYYASVDGLDEEQLGEIVSALLPDLRKYE 76
LbrM.23.2.001270      LKDELRSDLTAQSLKEAWMRVSGGMYFKSIDDYYASVDGLDEEQLGEIVSALLPDLRKYE 166
LPMP_231310           LKDELRSDLTAQSLKEAWMRVSGGMYFKSIDDYYASVDGLDEEQLGEIVSALLPDLRKYE 166
                      ************************************************************
N-terminal            SQALVTKVLESLSKPADSPSRQLSRTITADAVGLDNAPGHYTNFLEWMGRMTETKAFKTE 240
LPAL13_230020700      SQALVTKVLESLSKPADSPSRQLSRTITADAVGLDNAPGHYTNFLEWMGRMTETKAFKTE 136
LbrM.23.2.001270      SQALVTKVLESLSKPADSPSRQLSRTITADAVGLDNAPGHYTNFLEWMGRMTETKAFKTE 226
LPMP_231310           SQALVTKVLESLSKPADSPSRQLSRTITADAVGLDNAPGHYTNFLEWMGRMTETKAFKTE 226
                      ************************************************************
N-terminal            HALFEFTRRKFNRDDVRVMFENYNLMSKATLEADSSDSYSHFYTVLNDFSRKVAGEDTRH 300
LPAL13_230020700      HALFEFTRRKFNRDDVRVMFENYNLMSKATLEADSSDSYSHFYTVLNDFSRKVAGEDTRH 196
LbrM.23.2.001270      HALFEFTRRKFNRDDVRVMFENYNLMSKATLEADSSDSYSHFYTVLNDFSRKVAGEDTRH 286
LPMP_231310           HALFEFTRRKFNRDDVRVMFENYNLMSKATLEADSSDSYSHFYTVLNDFSRKVAGEDTRH 286
                      ************************************************************



Gene: LPAL13_170009300

Supplementary Figure 8
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 17 (Negative strand)  

N-terminal extension 8: Hypothetical protein

N6-adenineMlase domain

Gene:LPAL13_170009100

Hypothetical Hypothetical Hypothetical
Current gene: LPAL13_200022900

152,125 155,571 156,723 158,006

156,396 158,006

160,723 164,700

N-terminal              -----------MTAASGASRTVFNAGHTKVEFNQYWYSRNTIHHLVREVCHHATACAFLS 49
LPAL13_170009200        ------------------------------------------------------------
LPMP_170380             MPNTHGSAAAVVTAASGASRTVFNAGHTKVEFNQYWYSRNTIHHLVREVCHHATACAFLS 60
LBRM2903_170010000      MPNTQGSAAAVVTAASGASRTVFNAGHTKVEFNQYWYSRNTIHHLVREVCHHATACAFLS 60
                                                                                    

N-terminal              TPSLFFALDERRGDETTEDESRLKQLRHSSRVFEYDLQWSSDPCFVHYDFHQPEQVPVQY 109
LPAL13_170009200        ------------------------------------------------------------
LPMP_170380             TPSLFFALDERRGDETTEDESRLKQLRHSSRVFEYDLQWSSDPCFVHYDFHQPEQVPVQY 120
LBRM2903_170010000      TPSLFFALDDRRGDETAEDESRLKQLRHSSRVFEYDLQWSSDPCFVHYDFHQPEQVPVQY 120
                                                                                    

N-terminal              MAAFDYVVADPPFITADVWTQYAATAKLLLKEGGKLLFTTVPENHSLLENLLDRPLFIAD 169
LPAL13_170009200        MAAFDYVVADPPFITADVWTQYAATAKLLLKEGGKLLFTTVPENHSLLENLLDRPLFIAD 60
LPMP_170380             MAAFDYVVADPPFITADVWTQYAATAKLLLKEGGKLLFTTVPENHSLLENLLDRPLFIAD 180
LBRM2903_170010000      MAAFDYVVADPPFITADVWTQYAATAKLLLKEGGKLLFTTVPENHSLLENLLDRPLFIAD 180
                        ************************************************************

N-terminal              FYPLVEHLTYQYVCFLSYEPTCLAQPNAELPEVDAKMAAAIHMANDLRSSEKEFALQMAQ 229
LPAL13_170009200        FYPLVEHLTYQYVCFLSYEPTCLAQPNAELPEVDAKMAAAIHMANDLRSSEKEFALQMAQ 120
LPMP_170380             FYPLVEHLTYQYVCFLSYEPTCLAQPNAELPEVDAKMAAAIHMANDLRSSEKEFALQMAQ 240
LBRM2903_170010000      FYPLVEHLTYQYVCFLSYEPTCLAQPNAELPEVDAKMVAAIHMANDLRSSEKEFALQMAQ 240
                        *************************************.**********************

N-terminal              RKREGEERLPTVAFERDNELARNPKVRERVKAERNAVNWDTIPIEKMEWGYIPEGLTVYP 289
LPAL13_170009200        RKREGEERLPTVAFERDNELARNPKVRERVKAERNAVNWDTIPIEKMEWGYIPEGLTVYP 180
LPMP_170380             RKREGEERLPTVAFERDNELARNPKVRERVKAERNAVNWDTIPIEKMEWGYIPEGLTVYP 300
LBRM2903_170010000      RKREGEERLPTAAFERDNELARNPKVRERVKAERNAVNWDTIPIEKMEWGYIPEGLTVYP 300
                        ***********.************************************************



Gene: LPAL13_200023000

Supplementary Figure 9

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 20 (Negative strand)  

N-terminal extension 9: Hypothetical protein

No domain found

Gene: LPAL13_200022800

tRNA Hypothetical Protein kinase
Current gene: LPAL13_200022900

675,141 675,212 684,084 689,675

684,084 689,675

691,396 692,553

N-terminal            MYTSAPFQKKPRAKAQTSTTATGASSSAKHLCPLPLLSRTDGTCTPSPPVPPSTSLNGSP 60
LPAL13_200022900      ------------------------------------------------------------
LPMP_201750           MYTSAPFQKKPRAKAQTSTTATGASSSAKHLCPLPLLSRTDGTCTPSPPVPPSTSLNGSP 60
LbrM.20.2.001570      MYTSAPFQKKPRAKTQTSTTATGASSSAKHLCPLPLLSRTDGTCTPSPPVPPSTSLNGSP 60
                                                                                 

N-terminal            RATRSLSILPILPHRASAFPSPDEGERTRHVVMDPLAALRRCLQYVCSHPEIYGTDVRGL 120
LPAL13_200022900      --------------------------------MDPLAALRRCLQYVCSHPEIYGTDVRGL 28
LPMP_201750           RATRSLSILPILPHRASAFPSPDEGERTRHVVMDPLAALRRCLQYVCSHPEIYGTDVRGL 120
LbrM.20.2.001570      RATRSLSILPILPHRASAFPSPDEGERTRHVVMDPLAALRRCLQYVCSHPEIYGTDVRGL 120
                                                      ****************************

N-terminal            LDREVMHVMRLKTSELSLTNGQRPLFVNPLESVTVRHAARSLIGAQAYPTIPTQSTASSG 180
LPAL13_200022900      LDREVMHVMRLKTSELSLTNGQRPLFVNPLESVTVRHAARSLIGAQAYPTIPTQSTASSG 88
LPMP_201750           LDREVMHVMRLKTSELSLTNGQRPLFVNPLESVTVRHAARSLIGAQAYPTIPTQSTASSG 180
LbrM.20.2.001570      LDREVMHVMRLKTSELSLTNGQRPLFVNPLESVTVRHAARSLIGAQAYPTIPTQSTASNG 180
                      **********************************************************.*

N-terminal            GVPGSAAAGDLFGYGNVSFLPVSSVGFSALLQDFRGDRARADLTGDCRQADGRETLFGGA 240
LPAL13_200022900      GVPGSAAAGDLFGYGNVSFLPVSSVGFSALLQDFRGDRARADLTGDCRQADGRETLFGGA 148
LPMP_201750           GVPGSAAAGDLFGYGNVSFLPVSSVGFSALLQDFRGDRARADLTGDCRQADGRETLFGGA 240
LbrM.20.2.001570      GVPGSASAGNLFGYGNVSFLPVSSVGFSALLQDFRGDRARADLTGDCRQADGRETLFGGA 240
                      ******:**:**************************************************

N-terminal            PSTSWPAAVPAPPLEESIQWSGTLPPSLTSTRVRGTRSVVHDDEAVKGSGFSENVGANGG 300
LPAL13_200022900      PSTSWPAAVPAPPLEESIQWSGTLPPSLTSTRVRGTRSVVHDDEAVKGSGFSENVGANGG 208
LPMP_201750           PSTSWPAAVPAPPLEESIQWSGTLPPSLTSTRVRGTRSVVHDDEAVKGSGFSENVGANGG 300
LbrM.20.2.001570      PSTSWPAAVPAPPLEESIQWSGTLPPSLTSTSVRGIRSVVHDDEAVKGGGFSENVGVNGG 300
                      ******************************* *** ************.*******.***

N-terminal            GVHSGETHGTSQFLSRMSASAVQDKLNPQLQRLVLDPSEDTASGFSAALP-NAFCAAEGM 360
LPAL13_200022900      GVHSGETHGTSQFLSRMSASAVQDKLNPQLQRLVLDPSEDTASGFSAALP-NAFCAAEGM 268
LPMP_201750           GVHPGETHGTSQFLSRMSASAVQDKLNPQLQRLVLDPSEDTASGFSAALP-HAFCAAEGM 360
LbrM.20.2.001570      GVHPGETHGRSQFLSRMSASAVQDKLNPQLQRLVLDPSEDTASGLSAALPNAFYCAVEGM 360
                      ***.***** **********************************:*****   :**.***



Gene: LPAL13_180014100

Supplementary Figure 10

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 18 (Positive strand)  

N-terminal extension 10: Vacuolar protein sorting-associated protein 16

Vacuolar protein sorting-associated protein 16

Gene: LPAL13_180013900

Hypothetical Hypothetical PKAC3
Current gene: LPAL13_180014000

351,792 352,085 358,989 360,905

358,131 360,905

361,847 362,845

LbrM.18.2.001170      MPHRRHFDRTSRLGSWISLGTEALFRFAELEDYSNTLPFKFDNSLMAHSGYGGLVALFSP 60
LbrM.18.1170          MPHRRHFDRTSRLGSWISLGTEALFRFAELEDYSNTLPFKFDNSLMAHSGYGGLVALFSP 60
N-terminal            MPHRRHFDRTSRLGSWISLGTEALFRFAELEDYSNTLPFKFDNSLMAHSGYGGLVALFSP 60
LPAL13_180014000      ------------------------------------------------------------
                                                                                  

LbrM.18.2.001170      RACNFSTNENSIFLFHLAGTPLQKRPRIQLKAIERVIYMTWNKAADHLIVVLNTGFVHFY 120
LbrM.18.1170          RACNFSTNENSIFLFHLAGTPLQKRPRIQLKAIERVIYMTWNKAADHLIVVLNTGFVHFY 120
N-terminal            RACNFSTNENSIFLFHLAGTPLQKRPRIQLKAIERVIYMTWNKAADHLIVVLNTGFVHFY 120
LPAL13_180014000      ------------------------------------------------------------
                                                                                  

LbrM.18.2.001170      NYCGAAAAPSLPMEIPIACTSCDNGFVALVDTATEAKLVLVHLGRQKEYTMRELSLPQSI 180
LbrM.18.1170          NYCGAAAAPSLPMEIPIACTSCDNGFVALVDTATEAKLVLVHLGRQKEYTMRELSLPQSI 180
N-terminal            NYCGAAAAPSLPMEIPIACTSCDNGFVALVDTATEAKLVLVHLGRQKEYTIRELSLPQSI 180
LPAL13_180014000      ------------------------------------------------------------
                                                                                  

LbrM.18.2.001170      RQFMTTIALVALESVDKEETKEVFLSYTPWSSNSFICRCLFGASNSSFLELAVPVEGGRV 240
LbrM.18.1170          RQFMTTIALVALESVDKEETKEVFLSYTPWSSNSFICRCLFGASNSSFLELAVPVEGGRV 240
N-terminal            RQFMTTIALVALESVDKEETKEVFLSYTPWSSNSFICRCLFGASNSSFLELAVPVEGGRV 240
LPAL13_180014000      ------------------------------------------------------------
                                                                                  

LbrM.18.2.001170      LGMCRSPTSRAVAFMMLDGSLYSTSSGFSEVSLLRRTDVTLESFLQMTWCGGHCVAYLQR 300
LbrM.18.1170          LGMCRSPTSRAVAFMMLDGSLYSTSSGFSEVSLLRRTDVTLESFLQMTWCGGHCVAYLQR 300
N-terminal            LGMCRSPTSRAVAFMMLDGSLYSTSSGFSEVSLLRHTDVTLESFLQMTWCGGHCVAYLQR 300
LPAL13_180014000      ----------------------------------------------MTWCGGHCVAYLQR 14
                                                                    **************

LbrM.18.2.001170      MQYGGALDEGEDCPCSLFLMNVDEPDNNDCISDLPFDACLLPEKDGAWVLSREKLFFLQV 360
LbrM.18.1170          MQYGGALDEGEDCPCSLFLMNVDEPDNNDCISDLPFDACLLPEKDGAWVLSREKLFFLQV 360
N-terminal            IQYGGALDEGEDCPCSLFLMNVDEPDNNDCISDLPFDACLLPEKDGAWVVSREKLFFLQV 360
LPAL13_180014000      IQYGGALDEGEDCPCSLFLMNVDEPDNNDCISDLPFDACLLPEKDGAWVVSREKLFFLQV 76
                      :************************************************:**********



Gene: LPAL13_270018200

Supplementary Figure 11

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 27 (Negative strand)  

N-terminal extension 11: Hypothetical

No domain found

Gene: LPAL13_270018000

Emopamil binding protein Hypothetical MRP1
Current gene: LPAL13_270018100

455,168 455,758 456,660 458,282

456,300 458,282

460,216 460,923

LPMP_271090           MRSWLLRCSPGLATAQVVPRAAYALCLHTPHRCVFVRELSTPVTLESSNRSVTPFPARLL 60
LbrM.27.2.001190      MRSWLLRCSPGLATAQVVPRAAYALCLHTPHRCVFVRELSTPVTLESSNRSVTPFPARLL 60
N-terminal            MRSWLLRCSPGLATAQVVPRAAYALCLHTPHRCVFVRELSTPVTLESSNRSVTPFPARLL 60
LPAL13_270018100      ------------------------------------------------------------
                                                                                  

LPMP_271090           WQFSSKRPRHLVLCVRKPLPAVVPLASEDAFEEWSDAEAAEALPKRTAVVDGAPRTPEDY 120
LbrM.27.2.001190      WQFSSKRPRHLVLCVRKPLPAVVPLASEDAFEEWSDAEAAEALTKRTAAVDGAPRTPEDY 120
N-terminal            WQFSSKRPRHLVLCVRKPLPAVVPLASEDAFEEWSDAEAAEALPKRTAVVDGAPRTPEDY 120
LPAL13_270018100 ------------------------------------------------------------
                                                                                  

LPMP_271090           MYGRLFLRPYNVAQLLTVLQGWSDLPAVVERPRSSLTLSAVPPASTSAKLAKRSNVDVRP 180
LbrM.27.2.001190      MYGRLFLRPYNVAQLLTVLQGWSDLPAVVERPRSSLTLSAVPPASTSAKLAKRSNVDVRP 180
N-terminal            MYGRLFLRPYNVAQLLTVLQGWSDLPAVVERPRSSLTLSAVPPASTSAKLAKRSNVDVRP 180
LPAL13_270018100      MYGRLFLRPYNVAQLLTVLQGWSDLPAVVERPRSSLTLSAVPPASTSAKLAKRSNVDVRP 60
                      ************************************************************

LPMP_271090           REVMLTARLTRKMFSATLGGSGRATIAEAATHPSADSDPATEEDYPDSVYVDGDVCTLRV 240
LbrM.27.2.001190      REVMLTARLTRKMFSATLGGSGRATIAEAATHPSADSDPATEEDYPDSVYVDGDVCTLRV 240
N-terminal            REVMLTARLTRKMFSATLGGSGRATIAEAATHPSADSDPATEEDYPDSVYVDGDVCTLRV 240
LPAL13_270018100      REVMLTARLTRKMFSATLGGSGRATIAEAATHPSADSDPATEEDYPDSVYVDGDVCTLRV 120
                      ************************************************************

LPMP_271090           VLRDADLILFTVHLESVLSDLFAIEHYSRKLERCNTFDSQPSRVCHRTGARLSSFVRSSA 300
LbrM.27.2.001190      VLRDADLILFTVHLESVLSDLFAIEHYSRKLERCNTFDSQPSRVCHRTGARLSSFVRSSA 300
N-terminal            VLRDADLILFTVHLESVLSDLFAIEHYSRKLERCNTFDSQPSRVCHRTGARLSSFVRSSA 300
LPAL13_270018100      VLRDADLILFTVHLESVLSDLFAIEHYSRKLERCNTFDSQPSRVCHRTGARLSSFVRSSA 180
                      ************************************************************

LPMP_271090           RPPQYLSHRYTPGSRAHGDTMEPRYRSHRPQRSNHGSSHHHNATTAAANTAATGPTESGK 360
LbrM.27.2.001190      RPPQYLSHRYTPGSRAHGDTMEPRYRSHHPQRSNHGSSHHHNATTAAANTAATGPTESGK 360
N-terminal            RPPQYLSHRYTPGSRAHGDTMEPRYRSHRPQRSNHGSSHHHNATTAAANTAATGPTESGK 360
LPAL13_270018100      RPPQYLSHRYTPGSRAHGDTMEPRYRSHRPQRSNHGSSHHHNATTAAANTAATGPTESGK 240
                      ****************************:*******************************



Gene: LPAL13_080007800

Supplementary Figure 12

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 27 (Negative strand)  

N-terminal extension 12: Ribosomal protein L2

Ribosomal protein L2

Gene: LPAL13_080007600

Hypothetical Ribosomal FESODA
Current gene: LPAL13_080007700

93,342 93,569 93,616 94,620

93,310 94,620

95,402 96,094

LPMP_080290           ---------MLRRQLQFFTIGGVSAVSAAELTGMGPSSVAAAATGPSLSSPTTLSIVAGA 51
LbrM.08.0320          ---------MLRRQLQFFTIGGVSAVSAAELTGMGPSSVAAAATGPSLSSPTTLSIVAGA 51
LPAL13_080007700      ------------------------------------------------------------
N-terminal            MWVLCRACVSQCSAGNFSSSPSAACRLCQRRSSRAWGSVAAAATGPSLSSPTTLSIVAGA 60
                                                                                  
LPMP_080290           SALIVPRRGVKLVNPIGKQGSQHYGLEPKLEAGKDTQLKHTEMYDGYTDDFGVFKEGPPV 91
LbrM.08.0320          SALIVPRRGVKLVNPIGKQGSQHYGLEPKLEAGKDTQLKHTEMYDGYTDDFGVFKEGPPV 91
LPAL13_080007700      ------------------------------------------MYDGYTDDFGVFKEGPPV 18
N-terminal            SALIVPRRGVKLVNPIGKQGSQHYGLEPKLEAGKDTQLKHTEMYDGYTDDFGVFKEGPPV 120
                                                                ******************
LPMP_080290           TLRLEYVRSPDHGYSQHILQKDIWSPFQVGANMMSYTPLYYDWKGFSSRDYFGHRSGTNP 121
LbrM.08.0320          TLRLEYVRSPDHGYSQHILQKDIWSPFQVGANMMSYTPLYYDWKGFSSRDYFGHRSGTNP 121
LPAL13_080007700      TLRLEYVRSPDHGYSQHILQKDIWSPFQVGANMMSYTPLYYDWKGFSSRDYFGHRSGTNP 78
N-terminal            TLRLEYVRSPDHGYSQHILQKDIWSPFQVGANMMSYTPLYYDWKGFSSRDYFGHRSGTNP 180
                      ************************************************************
LPMP_080290           GSKVLLGHYRRDEERSWGYRIMVNHKPQKRIPKWLACVVHNRRKKTFLGFFLYANGAYVA 181
LbrM.08.0320          GSKVLLGHYRRDEERSWGYRIMVNHKPQKRIPKWLACVVHNRRKKTFLGFFLYANGAYVA 181
LPAL13_080007700      GSKVLLGHYRRDEERSWGYRIMVNHKPQKRIPKWLACVVHNRRKKTFLGFFLYANGAYVA 138
N-terminal            GSKVLLGHYRRDEERSWGYRIMVNHKPQKRIPKWLACVVHNRRKKTFLGFFLYANGAYVA 240
                      ************************************************************
LPMP_080290           ELLTYKQLPRIIYNKAFQGCLPTVGQTVSLTEVTYGKEMHSVEMYPGHGGVICRASGTAA 241
LbrM.08.0320          ELLTYKQLPRIIYNKAFQGCLPTVGQTVSLTEVTYGKEMHSVEMYPGHGGVICRASGTAA 241
LPAL13_080007700      ELLTYKQLPRIIYNKAFQGCLPTVGQTVSLTEVTYGKEMHSVEMYPGHGGVICRASGTAA 198
N-terminal            ELLTYKQLPRIIYNKAFQGCLPTVGQTVSLTEVTYGKEMHSVEMYPGHGGVICRASGTAA 300
                      ************************************************************
LPMP_080290           VVLRGSEPNLVPLLLPSKEVRLFDSTCHAVFGRRAGVMYNKQRNFSKRSIEENMPHRPKV 301
LbrM.08.0320          VVLRGSEPNLVPLLLPSKEVRLFDSTCHAVFGRRAGVMYNKQRNFSKRSIEENMPHRPKV 301
LPAL13_080007700      VVLRGSEPNLVPLLLPSKEVRLFDSTCHAVFGRRAGVMYNKQRNFSKRSIEENMPHRPKV 258
N-terminal            VVLRGSEPNLVPLLLPSKEVRLFDSTCHAVFGRRAGVMYNKQRNFSKRSIEENMPHRPKV 360
                      ************************************************************
LPMP_080290           HSKTKRVSSHPAGGGNGGSPNLLTPLDWRIHPRNCVKTKYWLSGYILRGRQYNRNQTVAD 361
LbrM.08.0320          HSKTKRVSSHPAGGGNGGSPNLLTPLDWRIHPRNCVKTKYWLSGYILRGRQYNRNQTVAD 361
LPAL13_080007700      HSKTKRVSSHPAGGGNGGSPNLLTPLDWRIHPRNCVKTKYWLSGYILRGRQYNRNQTVAD 318
N-terminal            HSKTKRVSSHPAGGGNGGSPNLLTPLDWRIHPRNCVKTKYWLSGYILRGRQYNRNQTVAD 420
                      ************************************************************
LPMP_080290           LKSKTYSWANRDPVYR 377
LbrM.08.0320          LKSKTYSWANRDPVYR 377
LPAL13_080007700      LKSKTYSWANRDPVYR 334
N-terminal            LKSKTYSWANRDPVYR 436
                      ****************



Gene: LPAL13_100010300

Supplementary Figure 13

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 10 (Negative strand)  

N-terminal extension 13: GP63, leishmanolysin

GP63, leishmanolysin

Gene: LPAL13_100010100

GP63 GP63 Leishmanolysin
Current gene: LPAL13_100010200

177,866 178,855 179,751 181,070

179,469 181,070

183,867 184,076

N-terminal            ------------------------------------------------------------
LPAL13_100010200      ------------------------------------------------------------
LPMP_100420           MSRDRSSTHRRRSVAARLMRLAAAGLVMAVGAAAVWAQAAGHHCIHDRLQTRVLQSVAQQ 60
                                                                                  

N-terminal            -----------------------------MADSTSPSVARAADWGTLRIAVSTADLTDLC 31
LPAL13_100010200      ------------------------------------------------------------
LPMP_100420           RRPPGSVSALGLPYVSTDPISSAHAVDWALADSTSPSVARAADWGTLRIAVSTADLTDLC 120
                                                                                  

N-terminal            SHCTRVGQRVNNHNGEIATCTAEDILTEEKRDILVSYLIPQALQLHTERLKVKQVQGSWK 91
LPAL13_100010200      ------------------------------------------------------------
LPMP_100420           SHCTRVGQRVNNHNGEIATCTAEDILTEEKRDILVSYLIPQALQLHTERLKVKQVQGSWK 180
                                                                                  

N-terminal            VTGMTGSICGDYVVPTAHLTVGVSNADFVLYVASVPSEPGVLAWATICQVFSDKQPAVAV 151
LPAL13_100010200      ---MTGSICGDYVVPTAHLTVGVSNADFVLYVASVPSEPGVLAWATICQVFSDKQPAVAV 57
LPMP_100420           VTGMTGSICGDYVVPTAHLTVGVSNADFVLYVASVPSEPGVLAWATICQVFSDKQPAVAV 240
                         *********************************************************

N-terminal            INIPPANIHSPYDQVLTRAVAHEVAHALGFSRMYFERAGLLTNASHVRGKFFSVPVMNSS 211
LPAL13_100010200      INIPPANIHSPYDQVLTRAVAHEVAHALGFSRMYFERAGLLTNASHVRGKFFSVPVMNSS 117
LPMP_100420           INIPPANIHSPYDQVLTRAVAHEVAHALGFSRMYFERAGLLTNASHVRGKFFSVPVMNSS 300
                      ************************************************************

N-terminal            TVVAKAREQYGCSNLTYVELEDLGDSRTTASHFKGRNAKDELMAPASAAGYYTALTMAVF 271
LPAL13_100010200      TVVAKAREQYGCSNLTYVELEDLGDSRTTASHFKGRNAKDELMAPASAAGYYTALTMAVF 177
LPMP_100420           TVVAKAREQYGCSNLTYVELEDLGDSRTTASHLKGRNAKDELMAPASAAGYYTALTMAVF 360
                      ********************************:***************************

N-terminal            EDLGFYKADFAKVEVMPWAQNASCDFLTKKCMENNITQWPEMFCNTTEMVPQCTTDRLRL 331
LPAL13_100010200      EDLGFYKADFAKVEVMPWAQNASCDFLTKKCMENNITQWPEMFCNTTEMVPQCTTDRLRL 237
LPMP_100420           EDLGFYKADYNLAEIMPWAQNASCDFLTKKCMENNITQWPEMFCNTTEMVPQCPTDRLRL 420
                      *********:  .*:**************************************.******

N-terminal            GTCLIIDVGRPMSMIYQYFTNDSLSGRSPFLDYCPVIVGSSNSACDQDPSMASPSLQAFN 391
LPAL13_100010200      GTCLIIDVGRPMSMIYQYFTNDSLSGRSPFLDYCPVIVGSSNSACDQDPSMASPSLQAFN 297
LPMP_100420           GTCLIIDVGRPMSMIYQYFTNDSLSGRSPFLDYCPVIVGSSNSACDQDPSMASPSLQAFN 480
                      ************************************************************



Gene: LPAL13_340016300

Supplementary Figure 14

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 34 (Positive strand)  

N-terminal extension 14: NADH-dependent fumarate reductase

NADH-dependent fumarate reductase

Gene: LPAL13_340016100
NADH-dependent 

fumarate reductase
NADH-dependent 

fumarate reductase
Pre-mRNA splicing factor 

ATP-dependent RNA helicase

Current gene: LPAL13_100010200

391,186 392,205 396,984 398,009

396,573 398,009

183,867 184,076

N-terminal              ------------------------------------------------------------
LPAL13_340016200        ------------------------------------------------------------
LBRM2903_340017200      MRRRNSSANARTSSRTATVGCGRRHRWGSPAVGQKRLVSSLPRRRVLVPVCLGLALLMSF 60
LAMAPH8_000829100       ------------------------------------------------------------
                                                                                   

N-terminal              ------------------------------------------------------------
LPAL13_340016200        ------------------------------------------------------------
LBRM2903_340017200      VWVTHRSSETSRGNPTSWWRLSSSETKAFSSSTPLPHPTLTPALDQLNAAESQAAPSDLS 120
LAMAPH8_000829100       ------------------------------------------------------------
                                                                                   

N-terminal              ---------------------------------------------MIEKETRLGGNSAKA 15
LPAL13_340016200        ------------------------------------------------------------
LBRM2903_340017200      LSTTSAPAAMSDIASSLNRVVVIGSGLAGQCAAIEAARHGAKEVVIIEKETRLGGNSAKA 180
LAMAPH8_000829100       ---------MSRVAPSVNRVVIIGSGLAGQSAAIEAAREGAKEVVLIEKEARLGGNSAKA 51
                                                                                   

N-terminal              TSGINAWGTAVQKAAGVHDSGELFEKDTFASGKGGSCQPELVRTLSDHSAEAIEWLSSFG 75
LPAL13_340016200        ------------------------------------------------------------
LBRM2903_340017200      TSGINAWGTAVQKAAGVHDSGELFEKDTFASGKGGSCQPELVRTLSDHSAEAIEWLSSFG 240
LAMAPH8_000829100       TSGINGWGTAVQKAAGVNDSGELFEKDTFVSGKGGTCQAELVRTLSDHSAESIEWLSSFG 111
                                                                                   

N-terminal              IPLTALTQLGGASRKRCHRAPDNPDGTPLPIGFTIVRALENYIRTNLSDIVRIETNARLI 135
LPAL13_340016200        ------------------------------------------------------------
LBRM2903_340017200      IPLTALTQLGGASRKRCHRAPDNPDGTPLPIGFAIVRALENYIRTNLSDIVRIETNARLI 300
LAMAPH8_000829100       IPLTVITQLGGASRKRCHRAPDKPDGTPLPIGFTIVRALENYIRTNLSGTVLIETSARLI 171
                                                                                   

N-terminal              SLMHSKEDDAVVVQGITYATQTASGEGKIRKLQARAVILATGGFSNDHTANSLLQQYAPQ 195
LPAL13_340016200        --MHSKEDDAVVVQGITYATQTASGEGKIRKLQARAVILATGGFSNDHTANSLLQQYAPQ 58
LBRM2903_340017200      SLMHSKEDNAVVVQGITYATQTASGEGKIRKLQARAVILATGGFSNDHTANSLLQQYAPQ 360
LAMAPH8_000829100       SLTHRKEGDVEVVRGITYATQTGGGEEQTRELHADAVILATGGFSNDHTPNSLLQQYAPQ 231
                           * **.:. **:********..** : *:*:* **************.**********

N-terminal              LSSFPTTNGVWATGDGVKAARELGVKLVDMDKVQLHPTGLLDPKDPSNRTKYLGPEALRG 255
LPAL13_340016200        LSSFPTTNGVWATGDGVKAARELGVKLVDMDKVQLHPTGLLDPKDPSNRTKYLGPEALRG 118
LBRM2903_340017200      LSSFPTTNGVWATGDGVKAARELGVELVDMDKVQLHPTGLLDPKDPSNRTKYLGPEALRG 420
LAMAPH8_000829100       LSSFPTTNGVWATGDGVKAARELGVALVDMDKVQLHPTGLLDPKDPNAKTLFLGPEALRG 291
                        ************************* ********************. :* :********



Gene: LPAL13_320029500

Supplementary Figure 15

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 32 (Negative strand)  

N-terminal extension 15: Hypothetical protein

No domain found

Gene: LPAL13_320029300
Complex 1 protein 

(LYR family)
Hypothetical Hypothetical

Current gene: LPAL13_320029400

842,470 843,090 844,828 846,348

844,828 846,348

846,781 849,035

N-terminal              ------------------------------------------------------------
LPAL13_320029400        ------------------------------------------------------------
LBRM2903_320031300      RHEQHIHLQQTKLQHYAENERSTSDVIKNLEQHHDTQIAKLNQQIIELRDELNKACRREQ 480
                                                                                   

N-terminal              ------------------------------------------------------------
LPAL13_320029400        ------------------------------------------------------------
LBRM2903_320031300      ELHDQVQASNTETQATIAATTEQYNHHQQHISSLTHSMAAEREQHESRVAELQRAHAAQV 540
                                                                                   

N-terminal              ------------------------------------------------------------
LPAL13_320029400        ------------------------------------------------------------
LBRM2903_320031300      AEVQQAHAAQVAELQQRLEVERDHAAANQSTAAECESALQQRLSELRTSMAAEREQHESR 600
                                                                                   

N-terminal              MAELQQAHAAQVAELQQAHAAQVAELQQAHAAQVAELQQGRELNVLRDDAAEKFWVTSQP 60
LPAL13_320029400        ------------------------------------------------------------
LBRM2903_320031300      VAELQRAHATQVAEVQQAHAAQVAEVQQAHAAQVAELQQRRELNVLRDESAEKFWVTSQP 660
                                                                                   

N-terminal              VDWLKEENESLKVQVREWEEKHTEVTNEKVSAVVKVGEVEEMLSCCKCELQRLKAEYSSL 120
LPAL13_320029400        -----------------------------------------MLSCCKCELQRLKAEYSSL 19
LBRM2903_320031300      VDWLKEENESLKVQVREWEEKHTEVTKEKVNAVVKVGEVEEMLSCCKCELQRLKAEYSSL 720
                                                                 *******************

N-terminal              QKTMSKSLEDRDIAVKRLKESVHLTEEAEANVVRLETLRKELQEVQERLEITDKDRALVV 180
LPAL13_320029400        QKTMSKSLEDRDIAVKRLKESVHLTEEAEANVVRLETLRKELQEVQERLEITDKDRALVV 79
LBRM2903_320031300      QKTMSKSLEERDIAVKRLKESAHLTEEAEANAVRLETLRKELQEVQERLEITDKDRALVV 780
                        *********:***********.*********.****************************

N-terminal              SRYRRATTEKEECADAARRLLTEYKEMAATREKLVAQLAAAEALAAERSREVEELTRAAP 240
LPAL13_320029400        SRYRRATTEKEECADAARRLLTEYKEMAATREKLVAQLAAAEALAAERSREVEELTRAAP 139
LBRM2903_320031300      SRYRRATTEKEECADAARRLLTEYKEMAATREKLVAQLAAAEALAAERSREVEELTRAAP 840
                        ************************************************************

N-terminal              AGASLKSSGPRDDALEAVGQKVVQSTVSEKQERIEALVCELEAVTRENKRLRSELEVAQV 300
LPAL13_320029400        AGASLKSSGPRDDALEAVGQKVVQSTVSEKQERIEALVCELEAVTRENKRLRSELEVAQV 199
LBRM2903_320031300      AGASLKSSGPKDDALEAVGQKVVQSTVSEKQERIEALVGELEAVTRENKRLRSELEVAQV 900
                        **********:*************************** *********************



End of Chromosome 28

Supplementary Figure 16

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 28 (Negative strand)  

N-terminal extension 16: Hypothetical protein

No domain found

Gene: LPAL13_280038900

Hypothetical Hypothetical
Current gene: LPAL13_280039000

1,120,399 1,120,614 1,121,132 1,121,132

1,120,925 1,121,132

1,122,430

LPMP_283190           MSQPAKLCTSHNLGNPAENHLPVNNLFQPHNDNIHTEISSVKSKNVAFPKKDTFYEQIDQ 60
LbrM.30.0440          MSQPAKPCTSHNLGNPAENHLPVNNLFQPHNDNIHTEISSVKSKNIAFPKKDTFYEQIDQ 60
LPAL13_280039000      ------------------------------------------------------------
N-terminal            ------------------------------------------------------------
                                                                                

LPMP_283190           INSAALSAALPKGEGGEATQRVCVGPEGVWRCCVCHKVKDLKGPHLNGKASVRSDCWPCA 120
LbrM.30.0440          TNSAALSAALPKGEGGEATQRVCVGPEGVWRCCVCHKVKDLKGPHLNGKASVRSDCWPCA 120
LPAL13_280039000      ------------------------------------------------------------
N-terminal            -----------------------MGPEGVWRCCVCHKVKDLKGPHLNGKASVRSDCWPCA 37
                                                                                

LPMP_283190           KKTTFVHESSGDGPLEDAGRRAGRVAAAADVERLSVCGEHRTTVFKAPVVPSEAEEPSCM 180
LbrM.30.0440          KKTTFVHESSGDGPLEGAGRPAGRVAVAADVERLSVCGEHRTTVFKAPVVPSEAEEPSCM 180
LPAL13_280039000      -----------------------------------------------------------M 1
N-terminal            KKTTFVHESSGDGPLEDAGRRAGRVAAAADVEKLSVCGEHRTTVFKAPVVPSEAEEPSCM 97
                                                                               *

LPMP_283190           LPVTKAGRGQGSAAEGAGLAPLSGNVLWRCAVCHKVKDLKGPHLSGKTSVRSDCWPCAKK 240
LbrM.30.0440          LPVTKAGKGQGSAAEGAGLAALSGNVLWRCAVCHKVKDLKGPHLSGKTSVRSDCWPCAKK 240
LPAL13_280039000      LPVTKAGRGQGSAAEGAGLAPLSGNVLWRCAVCHKVKDLKGPHLSGKTSVRSDCWPCAKK 61
N-terminal            LPVTKAGRGQGSAAEGAGLAPLSGNVLWRCAVCHKVKDLKGPHLSGKTSVRSDCWPCAKK 157
                      *******:************.***************************************

LPMP_283190           TTFLRDTCAIAGSGAAAEPVSSAPKMPPTAEGATPATSDAKASVLADHNIPPFLQTTACP 300
LbrM.30.0440          TTFLRDTCAIAGSGAAAELVSSAPKTAPTAEGATPATSDAKASVLAEHNIPPFLQTTACP 300
LPAL13_280039000      TTFLRDTCAIAGSGAAAEPVSSAPKMPPTAEGATPATSDAKASVLADHNIPPFLQTTACP 121
N-terminal            TTFLRDTCAIAGSGAAAEPVSSAPKMPPTAEGATPATSDAKASVLADHNIPPFLQTTACP 117
                      ****************** ****** .*******************:*************



Gene: LPAL13_300013200

Supplementary Figure 17

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 30 (Positive strand)  

N-terminal extension 17: Heat shock protein grpe

Heat shock protein grpe

Gene: LPAL13_300013000

co-chaperone GrpE GRPE Hypothetical
Current gene: LPAL13_300013100

234,953 235,609 236,828 237,055

236,168 237,055

237,356 237,871

N-terminal            MRKSRRTDAALKTYIARAQVLRVEKKNSHIESIFIYTFMIVRFSHRLIINDTLVLCSTRV 60
LPAL13_300013100      ------------------------------------------------------------
LPMP_300770           --------------------------------------MIVRFSHRLIINDTLVLCSTRV 22
LbrM.30.2.000830      --------------------------------------MIVRFSRRLIINDTLVLCSTRV 22
                                                                                  

N-terminal            IPLALSIPLLFQLSTTDSFLEHIPRDQHKIMYRRVGTHVTPLLCSCCLIQRKCATQDGAT 120
LPAL13_300013100      ------------------------------------------------------------
LPMP_300770           IPLALSIPLLFQLSTTDSFLEHIPRDQHKIMYRRVGTHVTPLLCSCCLIQRKCATQDGAT 82
LbrM.30.2.000830      IPLALSIPLLFQLSTTDSFLEHIPRDQHKIMYRRVGTHVTPLLCSCCLIQRKCATQDGAT 82
                                                                                  

N-terminal            TLSVVDLKTKYEVLRAQLRESKKQIQQLQSENLYTAASCENIRKATQEQAKQAHNDAVRS 180
LPAL13_300013100      ------------------------------------------------------------
LPMP_300770           TLSVVDLKTKYEVLRAQLRESKKQIQQLQSENLYTAASCENIRKATQEQAKQAHNDAVRS 142
LbrM.30.2.000830      TLSVVDLKTKYEVLRAQLCESKKQIQQLQSENLYTAASCENIRKATQEQAKQAHNDAVRS 142
                                                                                  

N-terminal            FAQDMLDVCDALQVVTRKVGEYRQRNSSIPQSEASILTGVMLTEEVALKVLKRYGVTQMN 240
LPAL13_300013100      ----------------------------------------MLTEEVALKVLKRYGVTQMN 20
LPMP_300770           FAQDMLDVCDALQVVTRKVGEYRQRNSSIPQSEASILTGVMLTEEVALKVLKRYGVTQMN 202
LbrM.30.2.000830      FAQDMLDVCDALQVVTRKVGEYRQRNSSIPQSEASILTGVMLIEEVALKVLKRYGVTQMN 202
                                                              ** *****************

N-terminal            TVVGAPFDETKEEKIFTVPSTLSLQEGSVAEIVKKGYHMNESVLRRAEVGLSEDP 295
LPAL13_300013100      TVVGAPFDETKEEKIFTVPSTLSLQEGSVAEIVKKGYHMNESVLRRAEVGLSEDP 85
LPMP_300770           TVVGAPFDETKEEKIFTVPSTLSLQEGSVAEIVKKGYHMNESVLRRAEVGLSEDP 262
LbrM.30.2.000830      TVVGAPFDEAKEEKIFTVPSTLSLQEGSVAEIVKKGYHMNESVLRRAEVGLSEDP 262
                      *********:*********************************************



Gene: LPAL13_260025300

Supplementary Figure 18

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 26 (Positive strand)  

N-terminal extension 18: Hypothetical protein

No domains found

Gene: LPAL13_260025100

Hypothetical Hypothetical Serine/threonine 
protein phosphatase

Current gene: LPAL13_260025200

729,565 730,515 733,770 734,111

732,918 734,111

737,128 740,187

N-terminal                 MNSCAVMAANGRVETKCIVSVLAGEEMYFLAAFCWLRSLRGSHSVWCFAA 60
LPAL13_260025200           --------------------------------------------------
LSCM1_04222                --------------------------------------------------
LMARLEM2494_260025000      --------------------------------------------------
                                                                             
N-terminal                 ALLCRHLFLSYLCHSFFSSAWELPCTRPRALHPYPLACRGTCVFMCACFY 120
LPAL13_260025200           --------------------------------------------------
LSCM1_04222                --------------------------------------------------
LMARLEM2494_260025000      --------------------------------------------------
                                                                             
N-terminal                 SCACLSLFLSLSGGAWHPGHTHTATHILWCPSGPLPYTLPQVTTTGIQFS 180
LPAL13_260025200           --------------------------------------------------
LSCM1_04222                --------------------------------------------------
LMARLEM2494_260025000      --------------------------------------------------
                                                                             
N-terminal                 AARVPDEPWGCTPTPIDISAARDQTISWLSHAESVLVIEWAEGERARQAQ 240
LPAL13_260025200           --------------------------------------------------
LSCM1_04222                -----------MPTPIDVSAARDVTISWLSHAESVLVLEWAEEGRAQQAQ 39
LMARLEM2494_260025000      -----------MPTPIDVSAARDVTISWLSHAESVLVLEWAEEGRAQQAQ 39
                                                                             
N-terminal                 LLQQ-------EQQSATTADELLAKAAVAGLRCID-VSPHSSSSLSEVDP 293
LPAL13_260025200           --------------------------------------------------
LSCM1_04222                LQAQSQDVKETQQRPATTADALLAEAVAAGLRYTGGASSSCSFSSSADDP 99
LMARLEM2494_260025000      LQAQSQDVKETQQRPATTADALLAEAVAAGLRYTGGASSSCSFSSSADDP 99
                                                                             
N-terminal                 DDERRAQGLVPLKCDHAPFPFHRSSGVAFALPPSDGSGDTTAMNVAALSR 353
LPAL13_260025200           ------------------------------------------MNVAALSR 8
LSCM1_04222                DEERRTQGLVPLHCDHTPFPFHRSSGVVFALPPGSGGRASPAVSAAMPSD 159
LMARLEM2494_260025000      DEERRTQGLVPLHCDHTPFPFHRSSGVVFALPPGSGGRASPAVSAAMPSD 159
                                                                     :..*  * 
N-terminal                 LIEGAPIMIDSVPVGIDYYAALQKAWSRAPERPPSLPPLAMVSDVNLHTI 413
LPAL13_260025200           LIEGAPIMIDSVPVGIDYYAALQKAWSRAPERPPSLPPLAMVSDVNLHTI 68
LSCM1_04222                CGEWAPGVIDKVPVGADYYAALQKAWARTPEQPPRLPPLATESEVNLADI 219
LMARLEM2494_260025000      CGEWAPGVIDKVPVGADYYAALQKAWARTPEQPPRLPPLATESEVNLADI 219
                             * ** :**.**** **********:*:**:** *****  *:***  *
N-terminal                 EEMLSGDSEGEELRPPVPLGLIITYFIEDWRDSGLYDIVRKREETLSQQP 473
LPAL13_260025200           EEMLSGDSEGEELRPPVPLGLIITYFIEDWRDSGLYDIVRKREETLSQQP 128
LSCM1_04222                EEVLSGDSDYEELRPPVPLGLMISYFTVDWRDSGLYDVVQRREETLLQQS 279
LMARLEM2494_260025000      EEVLSGDSDYEELRPPVPLGLMISYFTVDWRDSGLYDVVQRREETLLQQS 279
                           **:*****: ***********:*:**  *********:*::***** **.
N-terminal                 HKWKP 533
LPAL13_260025200           HKWKP 188
LSCM1_04222                SKRGL 339
LMARLEM2494_260025000      SKRGL 339
                            *   



Gene: LPAL13_350063200

Supplementary Figure 19

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 35 (Negative strand)  

N-terminal extension 19: Hypothetical protein

No domain found

Gene: LPAL13_350063000

Hypothetical Hypothetical Hypothetical
Current gene: LPAL13_350063100

1,964,328 1,964,543 1,965,420 1,969,307

1,965,210 1,969,307

1,970,940 1,972,055

N-terminal              MPLCVLPLLTSPVTTGAVMEPIFHEAPRVQEAILESRVQTFYIAPRPPNRHLLDAHGGHR 60
LPAL13_350063100        ------------------------------------------------------------
LBRM2903_350067000      ------------------------------------------------------------
LTRL590_360064800       ------------------MGSVIHEAPRVREAVLENPVQAFYIVPRPPYQHSLDAHSGSR 42
                                                                                   

N-terminal              STQGVTDSSSLPRRAPGQLPLPAVRKASAVTQPDSRPMFVPVRPLGALSGGAAAVQQRRH 120
LPAL13_350063100        -------------------------------------MFVPVRPLGALSGGAAAVQQRRH 23
LBRM2903_350067000      -------------------------------------MFVPVRPLGALSGGAAAVQQQRH 23
LTRL590_360064800       LMHGGTGRSGSPRQADLQPLPPAARKSSTATHLDSRSALAPVRPLNALPGCAAAAQRCRY 102
                                                             :.*****.**.* ***.*: *:

N-terminal              RSPHSTMEEEAAAAASQTLVRLQVAQPTASLRQDRQGHLLPHEAWQPLILTAVPDHTPQK 180
LPAL13_350063100        RSPHSTMEEEAAAAASQTLVRLQVAQPTASLRQDRQGHLLPHEAWQPLILTAVPDHTPQK 83
LBRM2903_350067000      CSPHSTMEEEAAAAASQTLARLQVAQPTASLRQDRQGHLLPHEAWQPLILTAVPDHTPQK 83
LTRL590_360064800       RSPPSATERKAAAAANQTLARLQVAPPSASLRHDRQAHLLSLEAWQPLILTAAPDHAPRQ 162
                         ** *: *.:*****.***.***** *:****:***.***. **********.***:*::

N-terminal              PVASVSSPLHFEFLASGTTLDAPGCDSAGAEGAGTISSRWRLRRGDPRAAQFSLPCEERN 240
LPAL13_350063100        PVASVSSPLHFEFLASGTTLDAPGCDSAGAEGAGTISSRWRLRRGDPRAAQFSLPCEERN 143
LBRM2903_350067000      PVASVSSPLHFEFLASGTTLDAPGCDSAGAEGAGTISSRWRLRRGDRRAAQFSLPCEERN 143
LTRL590_360064800       PVASVSSPQRSQFLTFSPTWAAPGGSSSGAEGLRKISLRWQLRRGDRGAAPFPPTFGEPD 222
                        ******** : :**: ..*  *** .*:****  .** **:*****  ** *. .  * :

N-terminal              GYAAGSRQPPHRVLHLLGSAIFNNSPLGTFLPCLNLRMASCHASKTAQNIDREPTSQLSL 300
LPAL13_350063100        GYAAGSRQPPHRVLHLLGSAIFNNSPLGTFLPCLNLRMASCHASKTAQNIDREPTSQLSL 203
LBRM2903_350067000      GYAAGSWQPPHRVLHLLGSAIFNNSPLGTFLPCLNLRMASCHASKTAQNIDREPTSQLSL 203
LTRL590_360064800       GHAAENQQHPLQVLHFLGATAFSDSPLCTFLPCLSLRMASSHASTTVQSTDRPSTSRPSL 282
                        *:** . * * :***:**:: *.:*** ******.*****.***.*.*. ** .**: **



Gene: LPAL13_260012400

Supplementary Figure 20

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 26 (Negative strand)  

N-terminal extension 20: Hypothetical protein

No domain found

Gene: LPAL13_260012200

RNA recognition motif Hypothetical RNA recognition motif

Current gene: LPAL13_260012300

216,838 217,329 218,092 219,069

218,092 219,069

221,567 222,031

N-terminal            MEHSHSQRVSYDMPQKQLDYFSSRARTFPAFEQSAQANHLYDKPTFGRIHKIHHRFQQQP 60
LPAL13_260012300      ------------------------------------------------------------
LPMP_260750           MEHSHSQRVSYDMPQKQLDYFSSRARTFPAFEQSAQANHLYDKPTFGRIHKIHHRFQQQP 60
LbrM.26.2.000780      MEHSHSQRVSYDMPQKQLDYFSSRARTFPAFEQSAQANHLYDKPTFGRIHKIHHRFQQQP 60
                                                                                  
N-terminal            ESQEIEHTAVAQQGRFSERYQLHLGEHIPVDSKSHSLIAESTASQSYQTEESQFHKAPAP 120
LPAL13_260012300      ------------------------------------------------------------
LPMP_260750           ESQEIEHTAVAQQGRFSERYQLHLGEHIPVDSKSHSLIAESTASQSYQTEESQFHKAPAP 120
LbrM.26.2.000780      ESQEIEHTAVAQQGRLSERYQLYFGEHIPVDSKSHSLIADSTASRSYQTEESQFHKAPAP 120
                                                                                  
N-terminal            KAASQKPPSEVSSHAPSTRHRYFSVEPKKSSHPRTHREAVVNTIDFNSSYNALPSWHSSI 180
LPAL13_260012300      ------------------------------------------------------------
LPMP_260750           KAASQKPPSEVSSHAPSTRHRYFSVEPKKSSHPRTHREAVVNTIDFNSSYNALPSWHSSI 180
LbrM.26.2.000780      KAASQKPPSEVSSHAQSTRHRYFSVEPKKSSHPRTHREAVVNTIDFNSSYNALPSWHSSI 180
                                                                                  
N-terminal            SQEQSTNNMNPAHGDMTQQTEDQPWTSKRGYKQTRGDHQAPIAELFASRSTLVSYDPRSE 240
LPAL13_260012300      ------------------------------------------------------------
LPMP_260750           SQEQSTNNMNPAHGDMTQQTEDQPWTSKRGYKQTRGDHQAPIAELFASRSTLVSYDPRSE 240
LbrM.26.2.000780      SQEQSTNNMNPAHGNMTQQTEDQPWTSKRGYKQTRGDHQAPIAELFASRSTLVSHDPRSE 240
                                                                                  
N-terminal            MSASFRSQHHEALTKPPAQERPAAALSYVPQQMGRIHPMRKALDRQEPDYSARHPAARGQ 300
LPAL13_260012300      MSASFRSQHHEALTKPPAQERPAAALSYVPQQMGRIHPMRKALDRQEPDYSARHPAARGQ 60
LPMP_260750           MSASFRSQHHEALAKPPAQERPAAALSYVPQQMGRIHPMRKALDRQEPDYSARHPAARGQ 300
LbrM.26.2.000780      MSASFRSQHHEALAKPPAQERPAAALSYVPQQMGRIHPMRKALDRQEPDYSARHPAARGQ 300
                      *************:**********************************************
N-terminal            ADEYERMRDEEENCTFQPSIVNPSRPRKGNVQGPMHCESESTNLPHASRGDYVQDLYNKM 360
LPAL13_260012300      ADEYERMRDEEENCTFQPSIVNPSRPRKGNVQGPMHCESESTNLPHASRGDYVQDLYNKM 120
LPMP_260750           ADEYERMRDEEENCTFQPSIVNPSRPRKGNVQGPMHCESESTNLPHASRGDYVQDLYNKM 360
LbrM.26.2.000780      ADEYERMRDEEENCTFQPSIVNPSRPRKGNDQGPTYCESERTNLQHASRGDYEQDLYNKM 360
                      ****************************** *** :**** *** ******* *******
N-terminal            HGDADTAKRRKDSRRAQKEIDDAEIEQNTRRGPRSTFANPRRTAVDCDTDPEEVFVRLYE 420
LPAL13_260012300      HGDADTAKRRKDSRRAQKEIDDAEIEQNTRRGPRSTFANPRRTAVDCDTDPEEVFVRLYE 180
LPMP_260750           HGDADTAKRRKDSRRAQKEIDDAEIEQNTRRGPRSTFANPRRTAVDCDTDPEEVFVRLYE 420
LbrM.26.2.000780      HGDADTAKRRKDSRRAQKEIDDAEIERNTRRGPRSTFANPRRTAVDCDTDPEEVFVRLYE 420
                      **************************:*********************************
N-terminal            DAQRYNKEKSEQERLIELKRQQELHDAPHELKKGNKHKEGTLDNDNEGAVSGNEKPAEGK 480
LPAL13_260012300      DAQRYNKEKSEQERLIELKRQQELHDAPHELKKGNKHKEGTLDNDNEGAVSGNEKPAEGK 240
LPMP_260750           DAQRYNKEKSEQERLIELKRQQELHDAPHELKKGNKHKEGTLDNDNEGAVSGNEKPAEGK 480
LbrM.26.2.000780      DAQRYNKEKSEQERLIELKRQQELHDAPYELKKGSKHKEGTLDNDNEGAVSGNEKPAEGK 480
                      ****************************:*****.*************************
N-terminal            PTSSIARKSASEIRQFFERLSQPNSIAIKFEKLKEQAEQEKREKEEKEAESKKNEMEKIA 540
LPAL13_260012300      PTSSIARKSASEIRQFFERLSQPNSIAIKFEKLKEQAEQEKREKEEKEAESKKNEMEKIA 300
LPMP_260750           PTSSIARKSASEIRQFFERLSQPNSIAIKFEKLKEQAEQEKREKEEKEAESKKNEMEKIA 540
LbrM.26.2.000780      PTSSIARKSASEIRQFFERLSQPNSIAIKFEKLKEQAEQEKREKEEKEAESKKNEIEKIA 540
                      *******************************************************:****
N-terminal            RYKWMIPAKSFTFSDLQSHNAIYAS 565
LPAL13_260012300      RYKWMIPAKSFTFSDLQSHNAIYAS 325
LPMP_260750           RYKWMIPAKSFTFSDLQSHNAIYAS 565
LbrM.26.2.000780      RYKWMIPAKGFTFSDLQSHNAIYSS 565
                      *********.*************:*



Gene: LPAL13_290020800

Supplementary Figure 21

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 29 (Negative strand)  

N-terminal extension 21: Hypothetical protein

No domain found

Gene: LPAL13_290020600

XPC-binding domain Hypothetical Endomembrane protein 70

Current gene: LPAL13_290020700

628,220 629,425 630,211 632,337

630,025 632,337

636,759 637,955

LAEL147_000532600      ---------------------------------------------------MPPPRRSLQ 9
LTRL590_290022900      ---------------------------------------------------MPPPRHSLQ 9
N-terminal             MHLHTRAKRECRIKPADKRIFSFVSFQLRVKGVTSLICCLVRAYWSFRRCWMPPPRSQLQ 60
LPAL13_290020700       ------------------------------------------------------------
                                                                                   
LAEL147_000532600      PRFTEQTPSLKAAPELAATHGDTLSLVPPPSASLVWAKAPRVVAKGESLCRAGQAHAQVS 69
LTRL590_290022900      PRFTEQTPSLKAALELAATHGDTLSLVPPPSASLVWAKAPRVVTKGESLCRAGQAHAQVS 69
N-terminal             PRSTEQASALRAAPGLADAHGDTASLAPTPRFSIPRVKRPRFAAKGESPHRTRQADAHAS 120
LPAL13_290020700       ------------------------------------------------------------
                                                                                   
LAEL147_000532600      PIVSPSHNGRHNTRWTSARGTTETLKSTGAFMGCSAPRSSALTAESDRETTARVTSARSS 129
LTRL590_290022900      PIVSPSHNGRHNTRWTSARGTTETLKSTGASMGCSAPRSSALTAESDRETTARVMSARSS 129
N-terminal             HIVTSSHNGLQATRETSAQGMIATSKSTGAYSGRSSLCNASLASENNRGGTTRVVCTRLP 180
LPAL13_290020700       ------------------------------------------------------------
                                                                                   
LAEL147_000532600      VRARSAEPCPCPSSQTFDRAAALRYATAAFAGESEEALRAP---DHLARATRPASAQAHY 186
LTRL590_290022900      VRARSAEPCPCPSAQTFNRAAALRYATAAFAGESEEALRAP---DHLARATRPASSQAHY 186
N-terminal             ARARSAEPCQYTSSLTADRAASLRFAPAWLAGKNGEATEVPCVTRCRARTPRPTSSLVDH 240
LPAL13_290020700       ------------------------------------------------------------
                                                                                   
LAEL147_000532600      NARPSAYARPQLSEASDAVVVGRQSRAVCGSPARDVSYTHSISSPVLHPSGSASFAEAAP 246
LTRL590_290022900      NARPSADARPQLSEASDAVAAGRQSRAVCGSPARDVSYTHSISSPVLHPSGSASFAEAAP 246
N-terminal             QTRSRAEARPHSIETSSAIAEELQSRAVCGSSTCDISSSHTTSSPVLHPSGAASFAAAAP 300
LPAL13_290020700       ------------------------------------------------------------
                                                                                   
LAEL147_000532600      HPSHPRNFAASAAPSREGEGDNKGCASLPQSSSSTTAAGRATRYGTEGPAALDKPWLAVT 306
LTRL590_290022900      HPSHPRNFAASAAPSREGEGDNKGCASLPQSPSSTTAAGRATRYGTEGPAALDKPWLAVT 306
N-terminal             TPSQPGSVVVSAAPTR-EHGDDKGCASLPQSSSCTPAAGSATHRSTEGPAVLERPWLARP 360
LPAL13_290020700       ------------------------------------------------------------
                                                                                   
LAEL147_000532600      PAHGILKGRGRMNSTTLIVSSTVSSTESTSSSHRAHTPSSVPKAVISDSSARSLSNPESI 366
LTRL590_290022900      PAHGILKGRGRMNSTTLIVSGAVSSTGSTSSSHRAHTPSSVPRAVISDSSARSLSNPESI 366
N-terminal             PAHGILKRKGSMSSTVRVASSSISVAKPPASSCRMHTPSGSPKADVADSSAGSLSNQESV 420
LPAL13_290020700       -----------MSSTVRVASSSISVAKPPASSCRMHTPSGSPKADVADSSAGSLSNQESV 49
                                  *.**. :.*.::* : ..:** * ****. *:* ::**** **** **:
LAEL147_000532600      SAQESARQTRHVTFDEDATEYLDTSENHVVYDDSRLGRHPEKVECGAAMLSSCTLRDLGI 426
LTRL590_290022900      SAQESARQTRHVTFDEDAMEYLDASENHVVYDDSRLGRHAEKVECEAAMLSSCTLRDLGV 426
N-terminal             GAHESARRTRHVTFDEASIGYLGTYGSHRVHEESRPRVPPENVVCGTAMLSSCAASDGGG 480
LPAL13_290020700       GAHESARRTRHVTFDEASIGYLGTYGSHRVHEESRPRVPPENVVCGTAMLSSCAASDGGG 109
                       .*:****:******** :  **.:  .* *:::**    .*:* * :******:  * * 



Gene: LPAL13_220006900

Supplementary Figure 22

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 22 (Negative strand)  

N-terminal extension 22: Zinc finger C-x8-C-x5-C-x3-H type

Zinc finger C-x8-C-x5-C-x3-H type

Gene: LPAL13_220006700

DUF2036 Zinc finger Hypothetical
Current gene: LPAL13_220006800

68,107 69,537 72,651 73,676

72,441 73,676

76,550 79,888

N-terminal             MSFTHHFASHSSLPTVRVGSASNFMPTGSYGNRNTVCSLESSMLLRPRQSVRAPQPLLTV 60
LPAL13_220006800       ------------------------------------------------------------
LPMP_220160            ------------------------------------------------------------
LMJSD75_220006800      MSYTSHFGSHSSLPTVRVGSAANSMPAGLYGSRNMACSLESGTLLRPRQSDRASRSPLIC 60
                                                                                   
N-terminal             SKRPSKHLSGMAWISAIDTASTKLNIPMTAVEPTLAFEDDGLVPGVCRLYMEGRCRQGDR 120
LPAL13_220006800       ----------MAWISAIDTASTKLNIPMTAVEPTLAFEDDGLVPGVCRLYMEGRCRQGDR 50
LPMP_220160            ----------MAWISAIDTASTKLNIPMTAVEPTLAFEDDGLVPGVCRLYMEGRCRQGDR 50
LMJSD75_220006800      SQRLGKYIAGMSSISAIDTASTKLSIPITAVEPTLAFEDDGLVPGLCRLFMEGRCRQGDR 120
                                 *: ***********.**:*****************:***:**********
N-terminal             CFQVHANPSVVQQLRRVALNTPSCCPAHGAKCNMEGFPLGLVVVIDPPREKEVGLAVEAK 180
LPAL13_220006800       CFQVHANPSVVQQLRRVALNTPSCCPAHGAKCNMEGFPLGLVVVIDPPREKEVGLAVEAK 110
LPMP_220160            CFQVHANPSVVQQLRRVALNTPSCCPAHGAKCNMEGFPLGLVVVIDPPREKEVGLAVEAK 110
LMJSD75_220006800      CFQVHANPSVVEQLRQEAFNTPSCCPAHGAKCNMEGFPLGLAVIIDPPREKESGAMVEAH 180
                       ***********:***: *:**********************.*:******** *  ***:
N-terminal             VERESGCAAVSPSSGELNTTSTGDDAYNGNNVTSTEQRFTIALHNVCPTRFLWSRYEENG 240
LPAL13_220006800       VERESGCAAVSPSSGELNTTSTGDDAYNGNNVTSTEQRFTIALHNVCPTRFLWSRYEENG 170
LPMP_220160            VERESGCAAVSPSSGELNTTSTGDDAYNGNNVTSTEQRFTIALHNVCPTRFLWSRYEENG 170
LMJSD75_220006800      AARDNGSAAGSLSNGETNTADTGGDAYSGHSINNREQ-VPIALHNVCPTRFLWSRYEENG 240
                       . *:.*.** * *.** **:.**.***.*:.:.. ** ..********************
N-terminal             GMLLHVPKSKICREHRKGLCRFGNECSFLHLCRQITLGSGEDEPFSRSHTPSCNAPMQGS 300
LPAL13_220006800       GMLLHVPKSKICREHRKGLCRFGNECSFLHLCRQITLGSGEDEPFSRSHTPSCNAPMQGS 230
LPMP_220160            GMLLHVPKSKICREHRKGLCRFGNECSFLHLCRQITLGSGEDEPFSRSHTPSCNAPMQGS 230
LMJSD75_220006800      GMLLHMPRSKVCREHRKGLCRFGNECSFLHVCRQMPIGSGDEELLSHSRTPLRHSTVQGS 300
                       *****:*:**:*******************:***:.:***::* :*:*:**  ::.:***
N-terminal             MQDYSRSLSSATANGSLCHQAHSQSHSTSNLPHFQGSVLVSQSGSYMDCSLGNSQTGSRP 360
LPAL13_220006800       MQDYSRSLSSATANGSLCHQAHSQSHSTSNLPHFQGSVLVSQSGSYMDCSLGNSQTGSRP 290
LPMP_220160            MQDYSRSLSSATANGSLCHQAHSQSHSTSNLPHFQGSVLVSQSGSYMDCSLGNSQTGSRP 290
LMJSD75_220006800      MQDFSHPPSFATASGSLCHHAHSQSYSQANLQHFQGSTVMSQNGSYMDGSLGNSQTGSRP 360
                       ***:*:. * ***.*****:*****:* :** *****.::**.***** ***********
N-terminal             HFSRIPATSESYGSHQPLLRPLGGLPNSQRTIGTRGSFTHNPYAEASSFQG 411
LPAL13_220006800       HFSRIPATSESYGSHQPLLRPLGGLPNSQRTIGTRGSFTHNPYAEASSFQG 351
LPMP_220160            HFSRIPATSESYGSHQPLLRPLGGLPNSQRTIGTRGSFTHNPYAEASSFQG 351
LMJSD75_220006800      HLSRAPTASESYGGHQPLLRPLGGVQNSHSSVAARGSFSHNPYAEASSFQS 411
                       *:** *::*****.**********: **: ::.:****:***********.



Gene: LPAL13_280029800

Supplementary Figure 23

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 28 (Positive strand)  

N-terminal extension 23: glycoprotein 96-92

Glycoprotein 96-92

Gene: LPAL13_280029600
Mannosyl oligosaccharide 

glucosidase
Glycoprotein 96-92

2,3-bisphosphoglycerate
-independent phosphoglycerate 

mutase

Current gene: LPAL13_280029700

834,107 836,950 841,479 841,934

841,341 841,934

844,819 847,323

N-terminal            ------------------------------------------------------------
LPMP_282350           MSSAGSDTAVQHVDPEAEVSGTPLNNTSCEEAAAADSFHINGADNDKPLSEIPSTKKRLL 60
LPAL13_280029700      ------------------------------------------------------------
LbrM.28.2410          MSSAGSDTAVQHVDPEAEVSGTPLNNTSCEEAVATDSFHINGAGKDKPLSEIPSTKKRLL 60
                                                                                  
N-terminal            ------------------------------------------------------------
LPMP_282350           RKENKGGSSAEVARRLKQEEKKLAEKIAKAREAEAQAAKEKANRVRQAEAERRKKRDEKD 120
LPAL13_280029700      ------------------------------------------------------------
LbrM.28.2410          RKENKGGAAAEVARRLKQEEKRLAEKIAKAREAEAQAAKEKANRVRQAEAERRRKRDEKD 120
                                                                                  
N-terminal            ------------------------------------------------------------
LPMP_282350           ARAQKGVEEERKLKEEQKRQREEEEKQRAEMVRKQREESQRKREEIQRQREEEMKRRKAE 180
LPAL13_280029700      ------------------------------------------------------------
LbrM.28.2410          ARAQKDVEEERKQREEQKRQREEEEKQRAEMVRKQREKSQRKREEIQRQREEEMKRRKAE 180
                                                                                  
N-terminal            --------------------------MAEEKEAQKRTEKKAEDDFSATRRQRKEEEEQRL 34
LPMP_282350           AEAEKQRLKELQEEHEKKLEEARQHRIAEEKEAQKRTEKKAEDDFSATRRQRKEEEEQRL 240
LPAL13_280029700      ------------------------------------------------------------
LbrM.28.2410          AEAEKQRLKELQEEHEKQLEGARQHRIAEERETQKRAEKKAEDDFAATRRQRKEEEEQRQ 240
                                                                                  
N-terminal            RQREEEEKQRAEMVRKQREESQRKREELKQKEAKEAEEIKRQRKEVQAELQKKREKEQQE 94
LPMP_282350           RQREEEEKQRAEMVRKQREESQRKREELKQKEAKEAEEIKRQRKEVQAELQKKREKEQQE 300
LPAL13_280029700      ------------MVRKQREESQRKREELKQKEAKEAEEIKRQRKEVQAELQKKREKEQQE 48
LbrM.28.2410          RQREEEEKQRAEMVRKQREESQRKREELKQREAQEAEKIKRQRKEAQEKLQKRREKEKEE 300
                                  ******************:**:***:*******.* :***:****::*
N-terminal            LRKKVSERRMKGKTDSKKEQILQQKKMAAAAERERLEEQLRKQKEAEEREIAEKHRRVME 154
LPMP_282350           LRKKVSERRMKGKTDSKKEQILQQKKMAAAAERERLEEQLRKQKEAEEREIAEKHRRVME 360
LPAL13_280029700      LRKKVSERRMKGKTDSKKEQILQQKKMAAAAERERLEEQLRKQKEAEEREIAEKHRRVME 108
LbrM.28.2410          LRKKVSERRMKGKTDSKKEQILQQKKMAAAAERERLEEQLRKQKEAEEREIAAKHRRVME 360
                      **************************************************** *******
N-terminal            QLEKNYEIVNEEEYERERREREERAREERGGMDKVTEEVLVDA 197
LPMP_282350           QLEKNYEIVNEEEYERERREREERAREERGGMDKVTEEVLVDA 403
LPAL13_280029700      QLEKNYEIVNEEEYERERREREERAREERGGMDKVTEEVLVDA 151
LbrM.28.2410          QLEKNYEIVNEEEYERERREREERAREERRGMDKVTEEVLVDA 403
                      ***************************** *************



Gene: LPAL13_200014200

Supplementary Figure 24

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 20 (Positive strand)  

N-terminal extension 24: Hypothetical protein

Transmembrane domain

Gene: LPAL13_200014000

Hypothetical Hypothetical Hypothetical
Current gene: LPAL13_200014100

335,354 336,400 336,697 337,671

335,677 337,671

338,737 339,060

N-terminal              ARCPSAAAGGFAAAASAVHDCARARSRCQGGALSLGYHRSPRGSRQVVGVSVPSWGSTAD 91
LPAL13_200014100        ------------------------------------------------------------
LPMP_200950             NVQPCVLHAVRLLAATAQAHAARVRQLEDSLQQLQQYTTVLVQDRDVKEERYRLDTTAHR 100
LBRM2903_200015900      NVQPCVLHAVKLLAATAQAHAARVRQLEDSLHQLQQYTTVLVRDRDVKEERYRLDTTAHR 180
                                                                                   
N-terminal              PVTAARWTNVGGCQGNVQGSCGSTSSPASAGAAASPAPTEGG------------CPVMPT 139
LPAL13_200014100        ------------------------------------------------------------
LPMP_200950             EEADRLWESLFRLEAQQQIPSRQLDERTSEAVKAMCKAAVEARVVPLQQELQRLRHRLKA 160
LBRM2903_200015900      EEADRLWESLFRLEAQQQIPSRQLDERTSEAVKAMCKAAVEARVLPLQQELQRLRHRLKA 240
                                                                                   
N-terminal              LPPPPPASRVLEQRHLQHFHVDIEGQGLYWRR--------WCGRLRVSPRSATSSSSSSS 191
LPAL13_200014100        ------------------------------------------------------------
LPMP_200950             VALSCPHFHHHHQHHACSSSVTSNTSTLTLKDRAYTGGDGAAASECRHRSATSSSSSSSS 220
LBRM2903_200015900      VALSCPHSHHHHQHHACSSSVTSNTSTLRLKDRAYAGGDGAAASECRHRSATSSSSSSSS 300
                                                                                   
N-terminal              SPLTSSTASSLGRHERFCRRGRVATTGAPAPTSHALPSATAAGSAGTPKMMREVQRLRRQ 251
LPAL13_200014100        ------------------------------------------------------------
LPMP_200950             SPLTSSTASSLGRHERSCRRGRVATTGAPAPTSHALPSATAAGSAGTPKMMREVQRLRRQ 280
LBRM2903_200015900      SPLTSSTASSLGRHERSCRRGRVATTGAPAPTSHALPSATAAGSAGTPKMMREVQRLRRQ 360
                                                                                   
N-terminal              WQHFLRSVPAALAEGTNPFDGGAEGDHRRAVSRGQSRLISKGSCRDSAGRLFSNVKRTSR 311
LPAL13_200014100        ------------------------------------------------------------
LPMP_200950             WQHFLRSVPAALAEGTNPFDGGAEGDHRRAVSRGQSRLISKGSCRDSAGRLFSNVKRTSR 340
LBRM2903_200015900      WQHFLRSVPAALAEGKNPFDGGAEGDHRRAASRGQSRLISKGSCRDSAGRLFSNVKRTSR 420
                                                                                   
N-terminal              VDMASTRGNSPRPFHLAVRHPSPSAPRGTMLPACSSGPTRAPSGASAAAFSSALPASGRR 371
LPAL13_200014100 -----------------------------MLPACSSGPTRAPSGASAAAFSSALPASGRR 31
LPMP_200950             VDMASTRGNSPRPFHLAVRHPSPSAPRGTMLPACLSGPTCAPSGASAAAFSSALPASGRR 400
LBRM2903_200015900      VDMASTRGNSPRPFHLAVRHPSPSAPRGTMLPACSSGPTRAPSGASAAAFSSALPASGRR 480
                                                    ***** **** ********************
N-terminal              VRWYWLGDAQSHFSTAVRRAENGFAAMKLSNAGPQPMLNGVSPALPWTECHAFDGRTDCW 431
LPAL13_200014100        VRWYWLGDAQSHFSTAVRRAENGFAAMKLSNAGPQPMLNGVSPALPWTECHAFDGRTDCW 91
LPMP_200950             VRWYWLGDAQSHFSTAVRRAENGFAAMKLSNAGPQPMLNGVSPALPWTECHAFDGRTDCW 460
LBRM2903_200015900      VRWYWLGDAQSHFSTAVRRAEKGFTAMKLSNAGPQPMLNGVSPALPWTECHAFDGRTDCW 540
                        *********************:**:***********************************



Gene: LPAL13_330007200

Supplementary Figure 25

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 33 (Negative strand)  

N-terminal extension 25: Metallo-peptidase, Clan MC, Family M14

Gene: LPAL13_330007000

Hypothetical Metallo-peptidase Hypothetical
Current gene: LPAL13_330007100

48,659 50,323 51,680 56,368

51,326 56,368

61,434 64,214

LAEL147_000666300      MNLRSRSSRQANQRTSSTSVRDRDSGDGVSVQLRSCALQPRPPVSGGRSSSTSKSTKGAP 60
LMJSD75_330007500      MNLRSRSSRQANQRTLSTSVRDRDSGDGVSVQLRSCALQPRPPVSGGRSSSTAKSTKGAP 60
N-terminal             MSLRSRSSRESNQRTGSTSVRDRDSGDGLSTQLRSSVLQPRPPVGGVRSSSTSKGAKGAR 60
LPAL13_330007100       ------------------------------------------------------------
                                                                                   

LAEL147_000666300      KCSPP-TASVSKRSAAKRLALRTRLPHLRSVPPLPASTSGEPTSSSLRFERRSFSSSCVP 120
LMJSD75_330007500      KCSPP-AASVPKRSAAKRLALRTRLPYLRSVPPLPASTSGEPTSSSLRFERRSFSSSCVP 120
N-terminal             KCPAPPTASVSKRTAAKRLALRTHLPYLRSVPLLLASASGESTSSSPRCVRRSVSSCSMP 120
LPAL13_330007100       ----------------------------------------------------------MP 2
                                                                                 :*

LAEL147_000666300      REAATAHKPTYTIIPEALQHVKHLCSSVRDSERDAPLPSGACSGSGARDRRNNRLALPSI 180
LMJSD75_330007500      REAATVHKPTYTIIPEVLQHVKHLCSSVRDSEKDASLPSGACSGSGARDRRNNRLALPSI 180
N-terminal             HETATANRPSYSIIPEALQRVKQLCNGMRDSDRDAPVLMGAGNGSGARERRTSRFTSPSF 180
LPAL13_330007100       HETATANRPSYSIIPEALQRVKQLCNGMRDSDRDAPVLMGAGNGSGARERRTSRFTSPSF 62
                       :*:**.::*:*:****.**:**:**..:***::**.:  ** .*****:**..*:: **:

LAEL147_000666300      SWLSEDATAVVQDIEMVQGMLFSSLQSGSAADPVSPPTPKRDAAGAQLHHTRSHSWNPQR 240
LMJSD75_330007500      SWLSEDATAVVQDIEMVQGMLFSSLQSGSAADAVSPPTPKRDAAGAQLHHTRSHSWNPQR 240
N-terminal             VELCEDATAVVQDVEMVQGMLFSSLQSGSTADAMRSLTPKRGSTGVQPPQARSKSWNPPS 240
LPAL13_330007100       VELCEDATAVVQDVEMVQGMLFSSLQSGSTADAMRSLTPKRGSTGVQPPQARSKSWNPPS 122
                         *.*********:***************:**.: . ****.::*.*  ::**:****  

LAEL147_000666300      ALTFTPTGSGAFLSKKERKKAWALFLHKNTHAFALIVNACRSSLAMRELQVGSVLLTFLY 300
LMJSD75_330007500      GLTFTPAGSGAFMSKKERRKAWALFLHKNTHAFALIVNACRSSLAVRELQVGSVLLTFLY 300
N-terminal             DRPFLHASSGRFLSKKERRKAWAMFLHKNTHAFSLVVNACRSPLAMREPQVGSALLTFLY 300
LPAL13_330007100       DRPFLHASSGRFLSKKERRKAWAMFLHKNTHAFSLVVNACRSPLAMREPQVGSALLTFLY 182
                         .*  :.** *:*****:****:*********:*:******.**:** ****.******

Metallo-peptidase, Clan MC, Family M14



Gene: LPAL13_200011500

Supplementary Figure 26

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 20 (Negative strand)  

N-terminal extension 26: Flagellar attachment zone protein

Flagellar attachment zone protein 

Gene: LPAL13_200011300

FAZ FAZ FAZ
Current gene: LPAL13_200011400

244,414 246,948 249,194 249,652

249,010 249,652

250,428 253,523

N-terminal              -------------------MCGDNERLAEELDRLQEEAERLAAELEKAQEEAERLA---- 37
LPAL13_200011400        ------------------------------------------------------------
LBRM2903_200013300      GELEKAQADAEAQRAENGKLCGDNERLAEELERLQEEAERLAGELEKAQEEAERLAGELE 660
                                                                                    
N-terminal              --------------------------------------GDLEKAQADAEGQRAENGKLCG 59
LPAL13_200011400        ------------------------------------------------------------
LBRM2903_200013300      KAQADAERQRAENGKLCGDNERLVEELESLQEEAERLAGELEKAQADAEAQRAENGKLCG 720
                                                                                    
N-terminal              DNERLAEELDRLQEEAERLAAELEKAQEEAERLAGELEKAQADAEGQRAENGKLCGDNER 119
LPAL13_200011400        ------------------------------------------------------------
LBRM2903_200013300      DNERLAEELESLQEEAERLAGELERLQEEAERLAGELEKAQEEAERQRAENGKLCGDNER 780
                                                                                    
N-terminal              LAEELESLQEEAERLAAELEKTQEEAERLAGELEKAQEEAEGQRAENGKLCGDNERLAEE 179
LPAL13_200011400        ------------------------------------------------------------
LBRM2903_200013300      LVEELESLQEEAERLAGELEKAQEEAERLAGELEKAQADAEAQRAENGKLCGDNERLAEE 840
                                                                                    
N-terminal              LESLQEEAERLAAELEKTQKDVEKLGSSNQIMVVEMEKAVARNAAAEEAVNELISERSQL 239
LPAL13_200011400        -----------------------------------MEKAVARNAAAEEAVNELISERSQL 25
LBRM2903_200013300      LERLQEEAERLAGELEKAQKDVEKLASANQIMVVEMEKAVARYASAEEAVNELISERSQL 900
                                                           ******* *:***************
N-terminal              VVELEKVRFEAYEVCCEREKDGCAVESEFLDVLMELKKVKGINDALQAVLRDKECEVKEL 299
LPAL13_200011400        VVELEKVRFEAYEVCCEREKDGCAVESEFLDVLMELKKVKGINDALQAVLRDKECEVKEL 85
LBRM2903_200013300      VAELEKVRVEAYEVLCEREKDGCAVESEFLDVLMELKKLKGINDALQAVLRDKECEVKEL 960
                        *.******.***** ***********************:*********************
N-terminal              RDHNELWEDPSGDMKQVVTRHTKIFDGNWEKIVRDRPEALFAAFVIDSGNACHVPGDRIT 359
LPAL13_200011400        RDHNELWEDPSGDMKQVVTRHTKIFDGNWEKIVRDRPEALFAAFVIDSGNACHVPGDRIT 145
LBRM2903_200013300      RDHNELWEDPSGDMKQVVTRHTKIFDGNWEKIVRDRPEALFAAFVIDSGNACHVPGDRIT 1020
                        ************************************************************
N-terminal              QVNFDHD 366
LPAL13_200011400        QVNFDHD 152
LBRM2903_200013300      QVNFDHD 1027
                        *******



Gene: LPAL13_170015300

Supplementary Figure 27

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 17 (Positive strand)  

N-terminal extension 27: Formin Homology 2

Formin Homology 2

Gene: LPAL13_170015100

Formin Formin
Phosphorylated CTD 

interacting factor 1 WW 
domain containing protein

Current gene: LPAL13_170015200

386,229 388,913 389,011 390,705

388,714 390,705

392,071 395,310

N-terminal            ------------------------------------------------------------
LPAL13_170015200      ------------------------------------------------------------
LPMP_170920           AAAEARRTENLWTSTGGNVAGGSGAYFASVALGSALSASQQLAGQPLHSPHTESLVRTVL 618
LbrM.17.2.000950      AAAEARRAENLWTSAGGNVAGGSGAYFASVALGSALSASQQLAGQPLHSPHTESLVRTVL 660
                                                                                  

N-terminal            ------------------------------------------------------------
LPAL13_170015200      ------------------------------------------------------------
LPMP_170920           SQLGKSTESEQDKGQHHQQQHQHRVSSELVDAISVRAFWPKGSADSNSSTVSASGVSTPA 678
LbrM.17.2.000950      SQLGKSTESEQDKGQHHQQQHQHRVSSELVDAISVRAFWPKGSADSNSSTVSASGVSTPT 720
                                                                                  

N-terminal            ------------------------------------------------------------
LPAL13_170015200      ------------------------------------------------------------
LPMP_170920           LMASPPPPHGSTAMAPTAANLVSPPGLPPPPPPPGYKAVGPASCPPPPPPPLPPGGSGTP 738
LbrM.17.2.000950      LMAPPPPPHGSTAMAPTAADLVFPPGLPPPPPPPGYKAVGPASCPPPPPPPLPPGGSGTP 780
                                                                                  

N-terminal            -----MPPPPPPGIPPPTGGPKLPPPPPPPPP---QMGNGPLLPQGKGASAAAAPVPNSS 52
LPAL13_170015200      ------------------------------------------------------------
LPMP_170920           SLPAGLPPPPPPGIPPPTGGPKLPPPPPPPPP---QMGNGPLLPQGKGASAAAAPVPNSS 795
LbrM.17.2.000950      SLPAGLPPPPPPGIPPPTGGPKLPPPPPPPPPPPPQMGNGPLLPQGKGASAAAAPVPNSS 840
                                                                                  

N-terminal            TTRNVPINGAVGDSDDAIFKAARPIGLTAGARHKLLALFPKAAPKHTMEEEEAAARAQPI 112
LPAL13_170015200      -----------------------------------------------MEEEEAAARAQPI 13
LPMP_170920           TTRNVPINGAVGDSDDAIFKAARPIGLTAGARHKLLALFPKAAPKHTMEEEEAAARAQPI 755
LbrM.17.2.000950      TTRNVPINGAVGDSDDAIFKAARPIGLTAGARHKLLALFPKAAPKHTMEEEEAAARAQPI 900
                                                                     *************

N-terminal            LDPNRDRNVGIVLKFIRLPIQQIEASVRTFDTLTLGEERISGLLKIIPTADDFEAIARAQ 172
LPAL13_170015200      LDPNRDRNVGIVLKFIRLPIQQIEASVRTFDTLTLGEERISGLLKIIPTADDFEAIARAQ 73
LPMP_170920           LDPNRDRNVGIVLKFIRLPIQQIEASVRTFDTLTLGEERISGLLKIIPTADDFEAIARAQ 815
LbrM.17.2.000950      LDPNRDRNVGIVLKFIRLPIQQIEASVRTFDTLTLGEERISGLLKIIPTADDFEAIARAQ 960
                      ************************************************************



Gene: LPAL13_200023600

Figure 3B

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 20 (Negative strand)  

N-terminal extension 28: Hypothetical protein

Gene: LPAL13_200023400

Ubiquitin-like Hypothetical Transcriptional regulator, 
Sir2 family protein

Current gene: LPAL13_200023500

705,612 705,854 707,594 707,791

707,177 707,791

709,307 710,038

N-terminal            MFFSGRPFPYDRARDRLLFSSVSSLCGFSLSLLLSSIAHRPKNSPLATMLRDLLRYTGLT 60
LPMP_201810           ------------------------------------------------MLRDLLRYTGLT 12
LPAL13_200023500      ------------------------------------------------------------
LbrM.20.2.001630      ------------------------------------------------MLRDLLRYTGLI 12
                                                                                  

N-terminal            LVLLVFITSGIDKLASPSVGAAQLAKSKFPRMLAAMGATLSPSEYIHLVRGTGVICVCFS 120
LPMP_201810           LVLLVFITSGIDKLASPSVGAAQLAKSKFPRMLAAMGATLSPSEYIHLVRGTGVICVCFS 72
LPAL13_200023500      ------------------------------------------------------------
LbrM.20.2.001630      LVLLVFITSGIDKLASPSVGAAQLAKSKFPRMLAAMGATLSPSEYIHLVRGTGVICVCFS 72
                                                                                  

N-terminal            LFILLGVGRSFFSFLMAIGMIISTVAFYVDYDYPLAITEGNIQHMLKNMSVAGALLFVSG 180
LPMP_201810           LFILLGVGRSFFSFLMAIGMIISTVAFYVDYDYPLAITEGNIQHMLKNMSVAGALLFVSG 132
LPAL13_200023500      -------------------MIISTVAFYVDYDYPLAITEGNIQHMLKNMSVAGALLFVSG 41
LbrM.20.2.001630      LFILLGVGRSFFSFLMAIGMIISTVAFYVDYDYPLAITEGNIQHMLKNMSVAGALLFVSG 132
                                         *****************************************

N-terminal            SGHRSRRYTQACDAKSNIQARKNK 204
LPMP_201810           SGHRSRRYTQACDAKSNIQARKNK 156
LPAL13_200023500      SGHRSRRYTQACDAKSNIQARKNK 65
LbrM.20.2.001630      SGHRSRRYTQACDAKSNIQARKNK 156
                      ************************                                    

Hypothetical protein; transmembrane region



Gene: LPAL13_070012400

Supplementary Figure 29
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C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 07 (Positive strand)  

N-terminal extension 29: Calcium-transporting ATPase

Calcium-transporting ATPase

Gene: LPAL13_070012200
Cation transporter/
ATPase, N-terminus

Calcium-transporting 
ATPase Hypothetical

Current gene: LPAL13_070012300

286,152 286,709 286,859 288,637

286,706 288,637

290,878 291,111

LPAL13_070012300      ------------------------------------------------------------
LPMP_070700           VGERSFGGKLLMESCGAGAPRPTPLQERLNELADLIGRIGLGSAMLLFALLSMMEVLRML 358
N-terminal            ------------------------------------------------------------
LDHU3_07.0870         VGERSFGGKLLMESRGAGAPRPTPLQERLDELADLIGRIGLGAAMLLFALLSLMEGFRML 360
                                                                                  

LPAL13_070012300      ------------------------------------------------------------
LPMP_070700           QHEPGTSYLHFLDYFLLCVTIIVVAVPEGLPLAVTIALAYSQSKMHDDNNQVRRLRACET 418
N-terminal            ------------------------------------------------------------
LDHU3_07.0870         QHDSGASCRHFLDYFLLCVAIIVVAVPEGLPLAVTIALAYSQNKMHDDNNQVRRLRACET 420
                                                                                  

LPAL13_070012300      ------------------------------------------------------------
LPMP_070700           MGNATQICSDKTGTLTQNLMSVVQGYVGMQHFIVKRPGDLLEPVPLSDMRAASLRRLSEG 478
N-terminal            --------------------------------------------------------MSEG 4
LDHU3_07.0870         MGNATQICSDKTGTLTQNLMSVVQGYVGMQHFSVKRPGDLPEPVPLSGMRATSLRQLSEG 480
                                                                                  

LPAL13_070012300      -----------------------------------------------MTEADACDMKSRP 13
LPMP_070700           IAVNSSSEKVVSTTDKEGHRVAPYWQWVADRGNKTDNALLDFVDRVAMTEADACDMKSRP 538
N-terminal            IAVNSSSEKVVSTTDKEGHRVAPYWQWVADRGNKTDNALLDFVDRVAMTEADACDMKSRP 64
LDHU3_07.0870         IAINSSSEKVVSTTDKEGHTVAPYWQWVADKGNKTDNALLDFVDRVAMTEADARDMGSRP 540
                                                                     ****** ** ***

LPAL13_070012300      HQRTRKACQQRGFTIFPFTSDRKRMSAVVRQEDGTLLHHVKGGSDRILPLCDRYVNETGD 73
LPMP_070700           HQRTRKACQQRGFTIFPFTSDRKRMSAVVRQEDGTLLHHVKGGSDRILPLCDRYVNETGD 598
N-terminal            HQRTRKACQQRGFTIFPFTSDRKRMSAVVRQEDGTLLHHVKGGSDRILPLCDRYVNETGD 124
LDHU3_07.0870         HQRIREACRQRGFTIFPFTSDRKRMSAVVRQEDGTLVHHVKGGSDRILPLCDRYVNEAGD 600
                      *** *:**:***************************:********************:**



Gene: LPAL13_060011400

Supplementary Figure 30
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 06 (Positive strand)  

N-terminal extension 30: 60S ribosomal protein L23a

60S ribosomal protein L23a

Gene: LPAL13_060011200
Deoxyuridine

 triphosphatase 60S ribosomal Hypothetical
Current gene: LPAL13_060011300

201,295 202,101 203,909 204,121

203,819 204,121

205,871 210,382

LPMP_060560           MACPTEAVLFSTMAAAPKTAKKAAPKDVKATKVVKVTTRKSYTRPQFRRPHTYRRPAIAK 60
LbrM.06.2.202120      MACPTEAVLFFTMAAAPKTAKKAAPKDVKATKVVKVTTRKSYTRPQFRRPHTYRRPAIAK 60
LPAL13_060011300      ------------------------------------------------------------
N-terminal            ---------------------------------------------------------MAK 3
                                                                                  

LPMP_060560           PSNRVTVESKDITAFSVIRYPLTTDKAMKKIEENNTLTFIVDACANKTEIKKAMRKLYQV 120
LbrM.06.2.202120      PSNRVTVESKDITAFSVIRYPLTTDKAMKKIEENNTLTFIVDACANKTEIKKAMRKLYQV 120
LPAL13_060011300      ---------------------------MKKIEENNTLTFIVDACANKTEIKKAMRKLYQV 33
N-terminal            PSNRVTVESKDITAFSVIRYPLTTDKAMKKIEENNTLTFIVDACANKTEIKKAMRKLYQV 63
                                                 *********************************

LPMP_060560           KAVKVNTLIRPDGLKKAYIRLSAAHDALDTANKIGLV 157
LbrM.06.2.202120      KAVKVNTLIRPDGLKKAYIRLSAAHDALDTANKIGLV 157
LPAL13_060011300      KAVKVNTLIRPDGLKKAYIRLSAAHDALDTANKIGLV 70
N-terminal            KAVKVNTLIRPDGLKKAYIRLSAAHDALDTANKIGLV 100
                      *************************************



Gene: LPAL13_010007800

Supplementary Figure 31

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 01 (Positive strand)  

N-terminal extension 31: Hypothetical protein

Hypothetical protein; transmembrane region

Gene: LPAL13_010007600

Poly(A) export protein Hypothetical UPF0041
Current gene: LPAL13_010007700

82,128 83,147 83,993 84,193

83,558 84,193

84,793 85,086

N-terminal            MMSSTVYDFGYELASKQVRVYQTNDVGSVYRALTANLQEYLAYEGIQEEDPTSLKNMFVK 60
LPMP_010340           MMSSTVYDFGYELASKQVRVYQTNDVGSVYRALTANLQEYLAYEGIQEEDPTSLKNMFVK 60
LPAL13_010007700      ------------------------------------------------------------
LbrM.01.2.000370      MMSSTVYNFGYELASKQVRVYQTNDVGSVYRALTANLQEYLAYEGIQEEDPTSLKNMFVK 60
                                                                                  

N-terminal            VLTVGVGVAVYVLCKSHASEVLLAGSFLFFGALVAFQLVCSILQHNGNIIFIGSGRVVED 120
LPMP_010340           VLTVGVGVAVYVLCKSHASEVLLAGSFLFFGALVAFQLVCSILQHNGNIIFIGSGRVVED 120
LPAL13_010007700      ------------------------------------------------------------
LbrM.01.2.000370      VLTVGFGLAVYVLCKSHASGVLLTGSFLFFGALVAFQLVCSILQHNGNIIFIGSGRVVED 120
                                                                                  

N-terminal            QQRGQKPCFRKLKNQRICIRLTQENMFIPVVKFEVQLIGPSRMFSPPTVYSRVEKTVQYG 180
LPMP_010340           QQRGQKPCFRKLKNQRICIRLTQENMFIPVVKFEVQLIGPSRMFSPPTVYSRVEKTVQYG 180
LPAL13_010007700      -------------------------MFIPVVKFEVQLIGPSRMFSPPTVYSRVEKTVQYG 35
LbrM.01.2.000370      QQRGQKPCFRKLKNQRICIRLTQENVFIPVVKFEVQLIGPSRMFSPPTVYSRVEKTVQYG 180
                                               :**********************************

N-terminal            QFFGSTGFFFPPALQELIDGMLEAVASKKQR 211
LPMP_010340           QFFGSTGFFFPPALQELIDGMLEAVASKKQR 211
LPAL13_010007700      QFFGSTGFFFPPALQELIDGMLEAVASKKQR 66
LbrM.01.2.000370      QFFGSTGFFFPPALQELIDGMLEAVASKKQR 211
                      *******************************



Gene: LPAL13_340007900

Supplementary Figure 32

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 34 (Positive strand)  

N-terminal extension 32: 3-hydroxyacyl-CoA dehydrogenase, C-terminal domain

3-hydroxyacyl-CoA dehydrogenase, C-terminal domain 

Gene: LPAL13_340007700

Hypothetical HAD Hypothetical
Current gene: LPAL13_340007800

68,786 69,019 73,027 75,345

72,028 75,345

76,188 77,090

N-terminal            -----------------------------------MAPKAAPAAPKVVPAAPAAPVAPKA 25
LbrM.34.0330          VPAAPVAPKVVPAAPVAPKAAPAAPVAPKVVPAAPVAPKAAPAAPVAPKVVPAAPAAPKA 522
LPAL13_340007800      ------------------------------------------------------------
LbrM.34.2.000330      APAAPVAPKVVPAAPVAPKAAPAAPVAPKVVPAAPVAPKAAPAAPVAPKVVPAAPAAPKA 660
N-terminal            APAAPKVVPAAPAAPVAPKAVPAAPAAPKAVPAAPKVVPAAPAAPNVSRWTRWQRRPVAG 85
LbrM.34.0330          APAAPVAPKAAPAAPVAPKVVPAAPVAPKAAPAAPVAPKVVPAAPNVSRWTRWQRRPVAG 582
LPAL13_340007800      ------------------------------------------------------------
LbrM.34.2.000330      APAAPVAPKAAPAAPVAPKVVPAAPVAPKAAPAAPVAPKVVPAAPNVSRWTRWQRRPVAG 720
N-terminal            ASNTLENQRSSSRGAHPQPTERQQADAKHVVACVSSVQQFPHRTASERPAAPPPPSSPPP 145
LbrM.34.0330          ASNTLENQRPSSQGAHPQPTERQQADAKHVVACVPSVQQFPHRTASERPAAPPPPSSPPP 642
LPAL13_340007800      ------------------------------------------------------------
LbrM.34.2.000330      ASNTLENQRPSSQGAHPQPTERQQADAKHVVACVPSVQQFPHRTASERPAAPPPPSSPPP 780
N-terminal            APSLSTAPLAPPTPPSTSSAHTTIAPPSVSAVAEADSEATDEKLFEALQPSLSTRIEAAV 205
LbrM.34.0330          APSLSTAPLAPSTPPSTSSAHTTIAPPSVSAVAEADSEATDEKLFEALQPSLSTRIEAAV 702
LPAL13_340007800      ------------------------------------------------------------
LbrM.34.2.000330      APSLSTAPLAPSTPPSTSSAHTTIAPPSVSAVAEADSEATDEKLFEALQPSLSTRIEAAV 840
N-terminal            RQGKAACLLTASHTAQQPQVEQLEQRILRTDTEAHADSSELIEGGATGDWACAKREEWLL 265
LbrM.34.0330          RQGKAAYLLTASRTAQQPQVEQLEQRILRTDTEARADSSELIEGGATGDWACAKREEWLL 762
LPAL13_340007800      ------------------------------------------------------------
LbrM.34.2.000330      RQGKAAYLLTASRTAQQPQVEQLEQRILRTDTEARADSSELIEGGATGDWACAKREEWLL 900
N-terminal            PLPGFISSSIDRHEIPAELGGDDGSNVAECTTARSTANDFSRKATTTAPADAAPLLSALA 325
LbrM.34.0330          PLPGFISSSIDRHEIPAELGGDDGSNVAECTTERSTANDFSRKETTTAPADAAPLLSALA 822
LPAL13_340007800      ------------------------------------------------------------
LbrM.34.2.000330      PLPGFISSSIDRHEIPAELGGDDGSNVAECTTERSTANDFSRKETTTAPADAAPLLSALA 960
N-terminal            PELSESATMERLPIDVWFGADAASCGKGATAPQRPRVTDNSDVCLVVSTSVTPQKYAITV 385
LbrM.34.0330          PELFESATVERLPIDVWFGADAASCGKGATAPQRPRVTDNSDVCLVVSTSVTPQKYAITV 882
LPAL13_340007800      --------MERLPIDVWFGADAASCGKGATAPQRPRVTDNSDVCLVVSTSVTPQKYAITV 52
LbrM.34.2.000330      PELFESATVERLPIDVWFGADAASCGKGATAPQRPRVTDNSDVCLVVSTSVTPQKYAITV 1020
                              :***************************************************
N-terminal            QLREPPSSPMACVQAVAGALDTVEAHCNTAVTSHTAASVDSALRVAPAITVTWCALPHCS 445
LbrM.34.0330          QLREPPSSPMACVQAVAGALDTVEAHCNTAVTSHTATSVDSALKIAPAITVTWCALPHCS 942
LPAL13_340007800      QLREPPSSPMACVQAVAGALDTVEAHCNTAVTSHTAASVDSALRVAPAITVTWCALPHCS 92
LbrM.34.2.000330      QLREPPSSPMACVQAVAGALDTVEAHCNTAVTSHTATSVDSALKIAPAITVTWCALPHCS 1080
                      ************************************:******::***************
N-terminal            FFAATQSPTELPLSQRVDYVTAKETVMERFNCLVARFRARVHFAAVVSSGSVLDFGAEVF 505
LbrM.34.0330          FFAAAQSPAELPLSQRVDYVTAKETVMERFNCLVARFRERVHFAAVVSSGSVLDFGAEVF 1002
LPAL13_340007800      FFAATQSPTELPLSQRVDYVTAKETVMERFNCLVARFRARVHFAAVVSSGSVLDFGAEVF 152
LbrM.34.2.000330      FFAAAQSPAELPLSQRVDYVTAKETVMERFNCLVARFRERVHFAAVVSSGSVLDFGAEVF 1140
                      ****:***:***************************** *********************



Gene: LPAL13_090017800

Supplementary Figure 33

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 09 (Negative strand)  

N-terminal extension 33: AAA family ATPase

AAA family ATPase

Gene: LPAL13_090017600

Zinc finger ATPase Hypothetical
Current gene: LPAL13_090017700

436,030 437,217 438,601 442,509

437,890 442,509

443,567 444,889

N-terminal              MMPPKKKPSTAATRSSVGAPAEPRQATSTLAAAASSRPTKPRLPSQLSLTASVVPSRGTV 60
LPAL13_090017700        ------------------------------------------------------------
LPMP_091220             ------------------------------------------------------------
LBRM2903_090019300      ------------------------------------------------------------
                                                                                   

N-terminal              AVSRSTAPTSLASAAHVRAFYRTGRFVSAPPRTLMDLLRFYVEFFLLCAQPAVPYRTSTA 120
LPAL13_090017700        ----------------------------------MDLLRFYVEFFLLCAQPAVPYRTSTA 26
LPMP_091220             ------------------------------------------------------------
LBRM2903_090019300      ----------------------------------MDLLRFYVEFFLLCAQPAVPYRTSTT 26
                                                                                   

N-terminal              ASVAGAEKAPRSTVSNGGDCNGNYTAAAAKPAAVDIAAQVTTLTFISVPHSVWFFFEAVA 180
LPAL13_090017700        ASVAGAEKAPRSTVSNGGDCNGNYTAAAAKPAAVDIAAQVTTLTFISVPHSVWFFFEAVA 86
LPMP_091220             ------------------------------------------------------------
LBRM2903_090019300      ASVAGAEKAPGSTVSNGGDCNGNYTAAAAKPAAVDIAAQVTTLTFISVPHSVCFFFEAVA 86
                                                                                   

N-terminal              LFPGDGEAAPLPESGGKSAGRKRRRSSVAFNGTVLPLAGDTVLECDDDSDVQYQPSVMLQ 240
LPAL13_090017700        LFPGDGEAAPLPESGGKSAGRKRRRSSVAFNGTVLPLAGDTVLECDDDSDVQYQPSVMLQ 146
LPMP_091220             ---------------------------------------------------------MLQ 3
LBRM2903_090019300      LLPGDGEAAPLPESGGKSAGRKRRRSSVAFNGTVLPADGDTVLKCDDDSDVQYQPSVMLQ 146
                                                                                ***

N-terminal              RLCEYGALQVPEFDSDSAYLAAKDVLVYLKHYGYLVSAMTLSAAILRNVELVGLDFRQHC 300
LPAL13_090017700        RLCEYGALQVPEFDSDSAYLAAKDVLVYLKHYGYLVSAMTLSAAILRNVELVGLDFRQHC 206
LPMP_091220             RLCEYGALQVPEFDSDSAYLAAKDVLVYLKHYGYLVSAMTLSAAILRNVELVGLDFRQHC 63
LBRM2903_090019300      RLCEYGALQVPEFDSDSAYLAAKDVLVYLKHYGYLVSAMTLSAAILRNVELVGLDFRQHC 206
                       ************************************************************

N-terminal              VPCMNAITQLVDYLINAQLRKMQLPPRVVRLSERLRLSAKAARTLEYLLVCHCGRYAPGN 360
LPAL13_090017700        VPCMNAITQLVDYLINAQLRKMQLPPRVVRLSERLRLSAKAARTLEYLLVCHCGRYAPGN 266
LPMP_091220             VPCMNAITQLVDYLINAQLRKMQLPPRVVRLSERLRLSAKAARTLEYLLVCHCGRYAPGN 123
LBRM2903_090019300      VPCMNAITQLVDYLINAQLRKMQLPPRVVRLSERLRLSAKAARTLEYLLVCHCGRYAPGN 266
                       ************************************************************



Gene: LPAL13_330031700

Supplementary Figure 34

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 33 (Positive strand)  

N-terminal extension 34: Hypothetical protein

Hypothetical protein, transmembrane region

Gene: LPAL13_330031500

Glycosyl hydrolase Hypothetical MYND finger
Current gene: LPAL13_330031600

890,864 895,141 899,117 899,338

898,553 899,338

900,658 903,771

N-terminal            ------------------------------------------------------------
LPAL13_330031600      ------------------------------------------------------------
LbrM.33.2560          AATSSVEWTSRLGAEHTARVAELEAARAAADARVQELEAARAAADARVQELEAAATSSAE 540
                                                                                  

N-terminal            ------------------------------------------------------------
LPAL13_330031600      ------------------------------------------------------------
LbrM.33.2560          RTSRLGAEHAARVAELEAARAAADARVQELEAAATSSAERTSRLGAEHAARVAELEAARA 600
                                                                                  

N-terminal            ---------------------------------MEAARAAADARVQELEAAATSNVERTR 27
LPAL13_330031600      ------------------------------------------------------------
LbrM.33.2560          AADARVQELEAAATSSAERTSRLGAEHAARVAELEAARAAADARVQELEAAATSSAERTS 660
                                                                                  

N-terminal            RLGAEHAARVAELEAARAAADARVQELEAAATSNVERTSRLGAEHAARVAELEAARAAAD 87
LPAL13_330031600      ------------------------------------------------------------
LbrM.33.2560          RLGAEHAARVAELEAARAVADARVQELEAAATSSAERTSRLGAEHAARVAELEAARAAAD 720
                                                                                  

N-terminal            ARVQELEAAATSNVERTSRLGAEHAARVAELEAARAAADARVQELEAAVRCVAEALFVEP 147
LPAL13_330031600      ------------------------------------------------------------
LbrM.33.2560          ARVQELEAAATSSAERTSRLGAEHAARVAELEAARAAADARVQELEAAVRRVVEALFVEP 780
                                                                                  

N-terminal            FCVTEHFIVENKRAANSVDQVCFAREVEERVKRQVKEREAAMCRLLMEVTQLKAKLAVAE 207
LPAL13_330031600      -----------------------------------------MCRLLMEVTQLKAKLAVAE 19
LbrM.33.2560          FCVTEHFIVENKRTVNGVDQVCFARELEERVKRQVKEREAAMCRLLMEVTQLKAKLAVAE 840
                                                               *******************

N-terminal            AEKAEMARNRKVAEQEVRRRAEATEQSGLLNGDDSVPRSRRKCWRSWCPVCNVMWLVCSS 267
LPAL13_330031600      AEKAEMARNRKVAEQEVRRRAEATEQSGLLNGDDSVPRSRRKCWRSWCPVCNVM------ 79
LbrM.33.2560          AEKAEMARNRKVAEQEVRRRAEATEQSGLLNGDDSVPRSRGKCWGSWCPVCNVM------ 900
                      **************************************** *** *********      



Gene: LPAL13_250013300

Supplementary Figure 35

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 25 (Negative strand)  

N-terminal extension 35: Hypothetical protein

Thioredoxin_9 domain

Gene: LPAL13_250013100

SCAMP family Hypothetical Hypothetical
Current gene: LPAL13_250013200

258,777 259,856 260,239 260,487

259,942 260,487

261,322 262,164

N-terminal                MLFKLSFLLSIYLRWFAEAWKEKSNTSMSISTISSLAELQALVRQPKLTVIDFFATWCGP 60
LPAL13_250013200          ------------------------------------------------------------
LARLEM1108_250012800      ---------------------------MAIRVISTLAELQALTRQPKLTVVDFFATWCGP 33
LINF_250012600            ---------------------------MAIRVISTLAELQVLTRQPKLTVVDFFATWCGP 33
                                                                                      

N-terminal                CKAIAPLIEKLASTKPHVNFAKVDVDRTPDVVRNYPVRAMPTFYFFKGGNVVSTFEGADI 120
LPAL13_250013200          ---------------------------------------MPTFYFFKGGNVVSTFEGADI 21
LARLEM1108_250012800      CKAIAPLLENLASRKQHVNFAKVDVDRTPDVIRDYPVRAMPTFYFFKDGNVVATFEGADI 93
LINF_250012600            CKVIAPLLENLASRKQHVNFAKVDVDRTPDVIRDYPVRAMPTFYFFRDGNVVATFEGADI 93
                                                                 *******:.****:*******

N-terminal                NAVIRLVQENEVIPPPAIPLDEELESMKSRDLLSLMRLHCISTAGLMEKTELIEALRKYR 180
LPAL13_250013200          NAVIRLVQENEVIPPPAIPLDEELESMKSRDLLSLMRLHCISTAGLMEKTELIEALRKYR 81
LARLEM1108_250012800      NSVTQLVQQHEVIPPPAIPADKELDAMKPRDLLSLMRQHHISTTGLMEKSELIEEIRKYR 153
LINF_250012600            NSVTQLVQQHEVIPPPAIPSDKELDAMKPRDLLSLMRQHHISTTGLMEKSELIEEIRKYR 153
                          *:* :***::********* *:**::**.******** * ***:*****:**** :****

N-terminal                R 181
LPAL13_250013200          R 82
LARLEM1108_250012800      R 154
LINF_250012600            R 154



Gene: LPAL13_020009700

Supplementary Figure 36

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 02 (Negative strand)  

N-terminal extension 36: Protein tyrosine kinase

Protein tyrosine kinase

Gene: LPAL13_020009500

Hypothetical Protein Kinase Hypothetical
Current gene: LPAL13_020009600

176,310 178,817 182,059 184,923

180,571 184,923

195,396 206,744

N-terminal            MHLIGGMRTSGDSGRRESPIIDETNTHPTVACVEATPTLGQTSYAPGMNQVPGVGETGKG 60
LPMP_020450           ------MRTSGDSGRRESPIIDETNTHPTVACVEATPTLGQTSYAPGMNQVPGVGETGKG 54
LPAL13_020009600      ------------------------------------------------------------
LbrM.02.2.000540      ------MRTSGDSGRRESPIIDETNTHPTVACVEATPTLGQTSYAPGMNQVPEVGETGKG 54
N-terminal            PSSIHRKSHGGVAGSMMTVRSRIATSQNNHLSEGMGPQLDAEGPDCEDCEKLGGDGETQH 120
LPMP_020450           PSSIHRKSHGGVAGSMMTVRSRIATSQNNHLSEGMGPQLDAEGPDCEDCEKLGGDGETQH 114
LPAL13_020009600      ------------------------------------------------------------
LbrM.02.2.000540      PSSIHRKSHGGVAGSMMTVRSRIVTSQNNHLSEGMGPQLDAEGPDCEDCEKLGGYGETQH 114
N-terminal            SYSLTSRSCRRSDISIDAFPPHRELSGHGGAKGEQVQIDPENIEKSASTPDQAGVDSTRV 180
LPMP_020450           SYSLTSRSCRRSDISIDAFPPHRELSGHGGAKGEQVQIDPENIEKSASTPDQAGVDSTRV 174
LPAL13_020009600      ------------------------------------------------------------
LbrM.02.2.000540      SYSLTSRSCRRSDISIDAFPPHRELSGHGGAKGEQVQIDPENIEKSASTPDQAGVDSTRV 174
N-terminal            SIDSYNHNASVSTGVAFLTKAEPVVVSTVYNERGAGSRKSSGEAEKSMQSLHQQLCHFSA 240
LPMP_020450           SIDSYNHNASVSTGVAFLTKAEPVVVSTVYNERGAGSRKSSGEAEKSMQSLHQQLCHFSA 236
LPAL13_020009600      ------------------------------------------------------------
LbrM.02.2.000540      SIDSYNHNAPVSTGVAFLTKAEPVVVSTVYNERDAGSRKSSGEAEKSMQSLHQQLCHFSA 236
N-terminal            GKNALRRRSRDTSPTALIASPTVPVVRVEAEFPESGWGGGSGSGDVAEVKVSNSLSAAVA 300
LPMP_020450           GKNALRRRSRDTSPTALIASPTVPVVRVEAEFPESGWGGGSGSGDVAEVKVSNSLSAAVA 296
LPAL13_020009600      ------------------------------------------------------------
LbrM.02.2.000540      GKNALRRRSRDTSPTALIASPTVPVVRVEAEFPESGWGGGSGSGDVAEVKVPNSLSTAVA 296
N-terminal            CAGRLLDTNLAPSDGVTTNTRESASRSRRSAQFLSEMLGTSEKALGGFSTRREGGSGNMD 360
LPMP_020450           CAGRLLDTNLAPSDGVTTNTRESASRSRRSAQFLSEMLGTSEKALGGFSTRREGGSGNMD 354
LPAL13_020009600      ------------------------------------------------------------
LbrM.02.2.000540      CAGRLLDTNLAPSDGVTTNTRESASRSRRSAQFLSEVLGSSEKALGAFSTRREGGSGNMD 354
N-terminal            SAAAVSNPLHHHNNTSRRSDTRSTSDTHYAYGNGVTGTQSSGARRELPARSVENLAGGSR 420
LPMP_020450           SAAAVSNPLHHHNNTSRRSDTRSTSDTHYAYGNGVTGTQSSGARRELPARSVENLAGGSR 416
LPAL13_020009600      ------------------------------------------------------------
LbrM.02.2.000540      SAAAVSNPLHHHNNTSRRSDTRSTSDTHYAYGNGVTGTQSSGARRELPARSVENLAGGSR 416
N-terminal            GQYHTDGLADWRSFGSYRGELEWLCVPSLFYLFANIIKWNELRLQRQSSRASLEENRARL 480
LPMP_020450           GQYHTDGLADWRSFGSYRGELEWLCVPSLFYLFANIIKWNELRLQRQSSRASLEENRARL 476
LPAL13_020009600      ------------------------------------------------------------
LbrM.02.2.000540      GQYHTDGLADWRSFGSYRGELEWLCVPSLFYLFANIIKWNELRLQRQSSRTSLEENRARL 476
N-terminal            SDASFSLVSNWTPNREQELYMLEDRISFSVFELKGVYLNPLLVRWSKPKLRSLVADVALT 540
LPMP_020450           SDASFSLVSNWTPNREQELYMLEDRISFSVFELKGVYLNPLLVRWSKPKLRSLVADVALT 536
LPAL13_020009600      --------------------MLEDRISFSVFELKGVYLNPLLVRWSKPKLRSLVADVALT 40
LbrM.02.2.000540      SDASFSLVSNWTPNREQELYMLEDRISFSVFELKGVYLNPLLVRWSKPKLRSLVADVALT 536
                                          ****************************************



Gene: LPAL13_180009700

Supplementary Figure 37

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 18 (Positive strand)  

N-terminal extension 37: Flagellar-associated PapD

Flagellar-associated PapD

Gene: LPAL13_180009500
Vacuolar ATP 

synthase subunit c PapD Peroxisomal enoyl-coa
hydratase

Current gene: LPAL13_180009600

159,322 160,560 162,713 165,598

161,861 165,598

166,475 167,446

N-terminal            MTLMTNKRARMHFKHLNKCLLLSFAFAESALSSSQRRRLLWWGGCCTEAVVHNDQWVSDT 60
LPAL13_180009600      ------------------------------------------------------------
LPMP_180570           ------------------------------------------------------------
LbrM.18.2.000630      ------------------------------------------------------------
                                                                                  

N-terminal            AAKRMMLGVFTAIKDMIVLSIIKKKTHPHAHPRRTELALAAFSIVPSLRPFVCPRLRAKK 120
LPAL13_180009600      ------------------------------------------------------------
LPMP_180570           ------------------------------------------------------------
LbrM.18.2.000630      ------------------------------------------------------------
                                                                                  

N-terminal            NCTTDHSMMYTSLTMLPTITLAWLLPAILSSPTPTFIYRPLCNHKQCSQFLAGLPQNSEM 180
LPAL13_180009600      ------------------------------------------------------------
LPMP_180570           -----------------------------------------------------------M 1
LbrM.18.2.000630      -----------------------------------------------------------M 1
                                                                                  

N-terminal            DFLSFDNGVIKNPFYWKDADDGDCNYSTHRKWRRQPRDAINSARAVYTRYLLSKEKTPFQ 240
LPAL13_180009600      ------------------------------------------------------------
LPMP_180570           DFLSFDNGVIKNPFYWKDADDGDCNYSTHRKWRRQPRDAINSARAVYTRYLLSKEKTPFQ 61
LbrM.18.2.000630      DFLSFDNGVIKNPFYWKDADDGDCNYSTHRKWRRQPRDTINSARAVYTRYLLSKEKTPFQ 61
                                                                                  

N-terminal            FNPETVCFADYDVGKEHKMLVTFTNTATVPKTFRVMPIPSRYANMVSIEYTVPPKISPGL 300
LPAL13_180009600      --------------------------------------------MVSIEYTVPPKISPGL 16
LPMP_180570           FNPETVCFADYDVGKEHKMLVTFTNTATVPKTFRVMPIPSRYANMVSIEYTVPPKISPGL 121
LbrM.18.2.000630      FNPETVCFADYDVGKEHKMLVTFTNTATVPKTFRVMPIPSRYANMVSIEYTVPPKISPGL 121
                                                                  ****************

N-terminal            SWNIIVKYRPGDLSDISTAIYVKTDEGYFAVPLTSSKKAFAFSVEPKDVNFGTVIVGEKR 360
LPAL13_180009600      SWNIIVKYRPGDLSDISTAIYVKTDEGYFAVPLTSSKKAFAFSVEPKDVNFGTVIVGEKR 76
LPMP_180570           SWNIIVKYRPGDLSDISTAIYVKTDEGYFAVPLTSSKKAFAFSVEPKDVNFGTVIVGEKR 181
LbrM.18.2.000630      SWNIIVKYRPGDLSDISTAIYVKTDEGYFAVPLTSSKKAFVFSVEPKGVNFGTVIVGEKR 181
                      ****************************************.******.************



Gene: LPAL13_330019700

Supplementary Figure 38

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 33 (Positive strand)  

N-terminal extension 38: Expression-site associated gene (ESAG3)

No domain found

Gene: LPAL13_330019500

Hypothetical tRNAESAG3
Current gene: LPAL13_330019600

468,301 469,050 470,212 471,561

469,960 471,561

472,993 473,066

LbrM.33.1540          MAQMFHRGVAHSHRRRLSRLWRRCAGLFNRRAVPLVSAFAVVLLVTAAVLLTPRRYARVP 60
LPMP_331390           MAQIFHRGVAHSHRRRLSRSWRRCAGLFNRRAVPLVSAFAVVLLVTAAVLLTPRRYARVP 60
N-terminal            ------------------------------------------------------------
LPAL13_330019600      ------------------------------------------------------------
                                                                                  

LbrM.33.1540          DGSDLAIPYHSKAAVYRQNAAFVAPFPRGGGIGVASTATETVPAAVHSRSHREEALEAEI 120
LPMP_331390           DGSDLAIPYHSKAAVYRQNAAFVAPFPRGGGIGVASTATETVPTAVHSRSHRQEALEAEI 120
N-terminal            -------------------------------------------------------MEAEI 5
LPAL13_330019600      ------------------------------------------------------------
                                                                                  

LbrM.33.1540          EVYLANHGIRRERRTRVRFQIVSNVVDWKLCTTLGSAALAGFSIPVTGFNAAYSHVRRFE 180
LPMP_331390           EVYLANHGIRRERRARVRFQIVSNVVDWKLCTTLGSAALAGFSIPVTGFNAAYSHVRRFE 180
N-terminal            ETYLASHGIRRERRTRVRFQIVSNVVDWRLCTTLGSAALAGFSIPVTGFPAAYSHIRRFE 65
LPAL13_330019600      ------------------------------------------------------------
                                                                                  

LbrM.33.1540          RYLDFVEREELHDEDIVVTMDSDVYWTGADFLPFLRKFARFSPEQESDLDVAAVRAWEDY 240
LPMP_331390           RYLNFVEREELHDEDIVVTMDSDVYWTGADFLPFLRKFARFSPEKESDLDVAAVRAWEDY 240
N-terminal            SYLNFVEREELHDEDIVVTMDSDVYWTGADFLPFLGKFARFSPEQESDLDVAAVRAWEDY 125
LPAL13_330019600      -------------------MDSDVYWTGADFLPFLGKFARFSPEQESDLDVAAVRAWEDY 41
                                         **************** ********:***************

LbrM.33.1540          GEKKAPLDMQRLQDEMHNGTAGLKRPLLQMPPVVYNADDLCWWGQHSEGFVQCPLAFATL 300
LPMP_331390           GEKKAPLDMQRLQDEMHNDTAGLKRPLLQMPPVVYNADDLCWWGQHSEGFVQCPLAFATL 300
N-terminal            GEKKAPLYMQRLQAEMYNGTAGLKRPLLQMPPVVYSAENVCWWGQHSEGFVQCPLAYATL 185
LPAL13_330019600      GEKKAPLYMQRLQAEMYNGTAGLKRPLLQMPPVVYSAENVCWWGQHSEGFVQCPLAYATL 101
                      ******* ***** **:*.****************.*:::****************:***



Gene: LPAL13_320029500

Supplementary Figure 39

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 32 (Negative strand)  

N-terminal extension 39: Hypothetical protein

No domain found

Gene: LPAL13_320029300

Complex 1 protein (LYR family) HypotheticalHypothetical
Current gene: LPAL13_320029400

842,470 843,090 844,828 846,348

844,525 846,348

846,781 849,035

N-terminal              ------------------------------------------------------------
LPAL13_320029400        ------------------------------------------------------------
LBRM2903_320031300      RHEQHIHLQQTKLQHYAENERSTSDVIKNLEQHHDTQIAKLNQQIIELRDELNKACRREQ 480
LPMP_322350             ------------------------------------------------------------
                                                                                   

N-terminal              ------------------------------------------------------------
LPAL13_320029400        ------------------------------------------------------------
LBRM2903_320031300      ELHDQVQASNTETQATIAATTEQYNHHQQHISSLTHSMAAEREQHESRVAELQRAHAAQV 540
LPMP_322350             ------------------------------------------------------------
                                                                                   

N-terminal              ------------------------------------------------------------
LPAL13_320029400        ------------------------------------------------------------
LBRM2903_320031300      AEVQQAHAAQVAELQQRLEVERDHAAANQSTAAECESALQQRLSELRTSMAAEREQHESR 600
LPMP_322350             ------------------------------------------------------------
                                                                                   

N-terminal              MAELQQAHAAQVAELQQAHAAQVAELQQAHAAQVAELQQGRELNVLRDDAAEKFWVTSQP 60
LPAL13_320029400        ------------------------------------------------------------
LBRM2903_320031300      VAELQRAHATQVAEVQQAHAAQVAEVQQAHAAQVAELQQRRELNVLRDESAEKFWVTSQP 660
LPMP_322350             ------------------------------------------------------------
                                                                                   

N-terminal              VDWLKEENESLKVQVREWEEKHTEVTNEKVSAVVKVGEVEEMLSCCKCELQRLKAEYSSL 120
LPAL13_320029400        -----------------------------------------MLSCCKCELQRLKAEYSSL 19
LBRM2903_320031300      VDWLKEENESLKVQVREWEEKHTEVTKEKVNAVVKVGEVEEMLSCCKCELQRLKAEYSSL 720
LPMP_322350             ---------------------MSTSSLASPTTEKAQKLKEAQLKIGMALKNAQYALTTHA 39
                                                                 *.   .  :   *  :  

N-terminal              QKTMSKSLEDRDIAVKRLKESVHLTEEAEANVVRLETLRKELQEVQERLEITDKDRALVV 180
LPAL13_320029400        QKTMSKSLEDRDIAVKRLKESVHLTEEAEANVVRLETLRKELQEVQERLEITDKDRALVV 79
LBRM2903_320031300      QKTMSKSLEERDIAVKRLKESAHLTEEAEANAVRLETLRKELQEVQERLEITDKDRALVV 780
LPMP_322350             HRGLTTALHENASALTALSTYLSLSGSPVKAAAIAGQMAKILKSVGTYVSAKERNSGTSQ 99
                        :: ::.:*.:.  *:. *.    *: ..   ..    : * *:.*   :. .::: .   



Gene: LPAL13_170012100

Supplementary Figure 40

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 17 (Negative strand)  

N-terminal extension 40: Hypothetical protein

Domain in glucosyltransferases, myotubularins and other putative membrane-associated proteins

Gene: LPAL13_170011900

EF-hand domain pair HypotheticalHypothetical
Current gene: LPAL13_170012000

277,348 281,271 282,800 284,152

282,524 284,152

285,758 287,068

N-terminal            MLFKASLQTTKRMSNSSTPDAKVQVVTTSSAEDQLFHQLFPQVRRNEKLVQSCNCGLIRR 60
LPAL13_170012000      ------------------------------------------------------------
LbrM.17.2.000670      ------------MSNSSTPDAKVQVVTTSSAEDQLFHQLFPQLRRNEKLVQSCNCGLIRR 48
LPMP_170640           ------------------------------------------------------------
                                                                                  

N-terminal            KLVRMGRMYVTPLRICFTSSFIEEPLFILLENVLTLERKASFVCDTIVVVTKTQVEHDFT 120
LPAL13_170012000      ------------------------------------------------------------
LbrM.17.2.000670      KLVRMGRMYVTPLRICFTSSFIEEPLFILLENVLTLERKASFVCDTIVVVTKTQVEHDFT 108
LPMP_170640           ----MGRMYVTPLRICFTSSFIEEPLFILLENVLTLERKASFVCDTIVVVTKTQVEHDFT 56
                                                                                  

N-terminal            AFISTGVTQMYSLLKTLWSVREKYTADRARSLCPDDKSDASSATSSLSGRLTTGGNSAAY 180
LPAL13_170012000      ------------------------------------------------------------
LbrM.17.2.000670      AFISTGVTQMYSLLKTLWSVREKYTADRARSLCPDDKSDASSATSSLSGRLTTGGNSAAY 168
LPMP_170640           AFISTGVTQMYSLLKTLWSVREKYTADRARSLCPDDKSDASSATSSLSGRLTTGGNSAAY 116
                                                                                  

N-terminal            GSGAEARDSQSQDKHPLSASNWLSTNGRQDAEDCTECDRAAVSLRASSVGAPAVVEKQST 240
LPAL13_170012000      ------------------------------------------------------------
LbrM.17.2.000670      GSGAEARDSQSQDTHPLSASNWLSTNGRQDAEDCTECDRAAVSLRASSVGAPAVVEKQST 228
LPMP_170640           GSGAEARDSQSQDKHPLSASNWLSTNGRQDAEDCTECDRAAVSLRASSVGAPAVVEKQST 176
                                                                                  

N-terminal            SGLLLERSSLQNRKSRPQESSNDVQSGTNPEFRRFFPSIPQTETIKDSFTCCYQFGASRL 300
LPAL13_170012000      ------------------------------------------------------------
LbrM.17.2.000670      SGLLLERSSLQNRKSGPQESSNDVQSGTNPEFRRFFPSIPQTETIKDSFTCCYQFGASRL 288
LPMP_170640           SGLLLERSSLQNRKSRPQESSNDVQSGTNPEFRRFFPSIPQTETIKDSFTCCYQFGASRL 236
                                                                                  

N-terminal            GKMWVTQNFILFVSPMMESRIEIKFSDVEKIEKEQKLVLLDGFYVQLKSGSSLSFSNFTS 360
LPAL13_170012000      --MWVTQNFILFVSPMMESRIEIKFSDVEKIEKEQKLVLLDGFYVQLKSGSSLSFSNFTS 58
LbrM.17.2.000670      GKMWVTQNFILFVSPMMESRIEIKFSDVEKIEKEQKLVLLDGFYVQLKSGSSLSFSNFTS 348
LPMP_170640           GKMWVTQNFILFVSPMMESRIEIKFSDVEKIEKEQKLVLLDGFYVQLKSGSSLSFSNFTS 276
                        **********************************************************

N-terminal            RDAALNVIESTFQASKAQQNGTKKDTGVSGPLVFKTTTSENDEGKIPAVVSMDAFSQVET 420
LPAL13_170012000      RDAALNVIESTFQASKAQQNGTKKDTGVSGPLVFKTTTSENDEGKIPAVVSMDAFSQVET 118
LbrM.17.2.000670      RDAALNVIESTFQASKAQQNGTKKDTGVSGPLVFKTTTSENDEGKIPAVASMDAFSQVET 408
LPMP_170640           RDAALNVIESTFQASKAQQNGTKKDTGVSGPLVFKTTTSENDEGKIPAVASMDAFSQVET 336
                      *************************************************.**********



Gene: LPAL13_350010600

Supplementary Figure 41

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 35 (Negative strand)  

N-terminal extension 41: Hypothetical protein

Hypothetical protein; transmembrane region

Gene: LPAL13_350010400

Mitochondrial carrier Protein phosphatase 2CHypothetical
Current gene: LPAL13_350010500

136,380 138,647 139,364 140,236

138,908 140,236

141,630 142,526

N-terminal            MENIMTEICLVANIIDRLLEANESLRADELLPLTKRLRAAASELSSINPQKQPNLVSSPL 60
LPMP_350520           MENIMTEICLVANIIDRLLEANESLRADELLPLTKRLRAAASELSSINPQKQPNLVSSPL 60
LPAL13_350010500      ------------------------------------------------------------
LbrM.35.2.000610      MENIMTEICLVANIIDRLLEANESLRADELVPLTKRLRAAASELSSINSQQQPNLVSSPL 60
                                                                                  

N-terminal            PRNVEGLNIMVSRGRQGPSKLQLPRTLAQFTAARRQTLRSHSLSDTCTKVGISKVPHEVS 120
LPMP_350520           PRNVEGLNIMVSRGRQGPSKLQLPRTLAQFTAARRPTLRSHSLSDTCTKVGISKVPHEVS 120
LPAL13_350010500      ------------------------------------------------------------
LbrM.35.2.000610      PRNVEGLNIMGSRGRQGPSKLQLPRTLAQFTAARRQTPRGHSLSDTCTKVGISKVSYEVS 120
                                                                                  

N-terminal            QSICCSLYNLLEGATRLLCASHGHIFVKRGDDMFSIANVSRTLVFPPPQVHHGCLCSADA 180
LPMP_350520           QSICCSLYNLLEGATRLLCASHGHIFVKRGDDMFSIANVSRTLVFPPPQVHHGCLCSADA 180
LPAL13_350010500      --------------------------------MFSIANVSRTLVFPPPQVHHGCLCSADA 28
LbrM.35.2.000610      QSICCSLYNLLEGATRLLCASHGHIFVKRGDDMFSIANVSRTLVFPPPQVHHGCLCSADA 180
                                                      ****************************

N-terminal            EVLGSSIALNRYIDEVGRKRAVLVFPIYKIPIGNGPGEPVATIHVERRDHVSAPFSESDE 240
LPMP_350520           EVLGSSIALNRYIDEVGRKRAVLVFPIYKIPIGNGPGEPVATIHVERRDHVSAPFSESDE 240
LPAL13_350010500      EVLGSSIALNRYIDEVGRKRAVLVFPIYKIPIGNGPGEPVATIHVERRDHVSAPFSESDE 88
LbrM.35.2.000610      EVLGSSIALNRHIDEVGRKRAVLVFPIYKIPIGNGPGESVATIHVERRDHVSAPFSESDE 240
                      ***********:**************************.*********************

N-terminal            CTLYFASLFCGELMSRIPQFNFLESFYDPSTQHIIAPFEPCSSVLLPPIERGGVLTLGEP 300
LPMP_350520           CTLYFASLFCGELMSRIPQFNFLESFYDPSTQHIIAPFEPCSSVLLPPIERGGVLTLGEP 300
LPAL13_350010500      CTLYFASLFCGELMSRIPQFNFLESFYDPSTQHIIAPFEPCSSVLLPPIERGGVLTLGEP 148
LbrM.35.2.000610      CTLYFASLFCGELMSRIPQFNFLESFYDPSTQHIIAPFEPCSSVLLPPIERGGVLTLGEP 300
                      ************************************************************

N-terminal            GKQSSEDPEYAKRAVSQLTRKIKAHSPEILVRRERLPVSNTKPFAPGMLMMPSLLEIQAY 360
LPMP_350520           GKQSSEDPEYAKRAVSQLTRKIKAHSPEILVRRERLPVSNTKPFAPGMLMMPSLLEIQAY 360
LPAL13_350010500      GKQSSEDPEYAKRAVSQLTRKIKAHSPEILVRRERLPVSNTKPFAPGMLMMPSLLEIQAY 208
LbrM.35.2.000610      GKQSSEDPEYAKRAVSQLTRKIEAHSPEILVRRERLPVSNTKPFAPGMLMMPSLLEIQAY 360
                      **********************:*************************************



Gene: LPAL13_330030600

Supplementary Figure 42

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 33 (Positive strand)  

N-terminal extension 42: Hypothetical protein

No domain found

Gene: LPAL13_330030400

Hypothetical HypotheticalHypothetical
Current gene: LPAL13_330030500

856,949 861,199 867,135 869,201

865,509 869,201

870,965 872,158

N-terminal            AAAVVPPPSTPPPLSPRASPAARHRSSHLAEPLLIQALARTNHGLAATTAARQPLHPGSR 240
LPMP_332300           AAAVVPPPSTPPPLSPRASPAARHRSSHLAEPLLIQALARTNHGLAATTAARQPLHPGSR 156
LPAL13_330030500      ------------------------------------------------------------
LbrM.33.2.002470      AAAVVPPPSTPPPLSPRASPAARHRSSHLAEPLLIQASARTNHGLAATTAARQPLHPGSR 156
                                                                                  
N-terminal            HCEGVHHDEGTQRHACHITHSHCPRPHNWRPAGASSSSSSTDLIQAETRVYAPVAHMGSC 300
LPMP_332300           HCEGVHHDEGTQRHACHITHSHCPRPHNWRPAGASSSSSSTDLIQAETRVYAPVAHMGSC 216
LPAL13_330030500      ------------------------------------------------------------
LbrM.33.2.002470      HCEGAHHDEGTRRHACHITHSHCPRPHNWRPAGASSSSSTG-LIQAETRVYAAVAHMGAC 216
                                                                                  
N-terminal            GACKPHAQLLTSLYHSVAGTPSEAYQHCGTSATVVTARERMQTRSTNVLGKGGLAVSSSL 360
LPMP_332300           GACKPHAQLLTSLYHSVAGTPSEAYQHCGTSATVVTARERMQTRSTNVLGKGGLAVSNSL 276
LPAL13_330030500      ------------------------------------------------------------
LbrM.33.2.002470      GACKPHAPLLTSLYHSVAGTPSEAYQHCGISTTVATARERMQTRSTNVLGKGGLAVSSSL 276
                                                                                  
N-terminal            PTRGGDECDQVRNARPDCTFAAPSSLAISLSADSSSAKHYHRQGIGCSSTTPQEQQLQPL 420
LPMP_332300           PTRGGDECDQVRNARPDCTFAAPSSLAISLSADSSSAKHYHRQGIGCSSTTPQEQQLQPL 336
LPAL13_330030500      ------------------------------------------------------------
LbrM.33.2.002470      PTRGGDERDQVRNARPDCAFAAPSSLAISLSADSSSAKHYHRQGIGCSSTTPQEQQLQPL 336
                                                                                  
N-terminal            GQRVRQALLCSTTQGEAVGGRTRCSSPLPSSKQACSENTFQAGIIVGCAPTTAAFRRKGT 480
LPMP_332300           GQRVRQALLCSTTQGEAVGGRTRCSSPLPSSKQACSENTFQAGIIVGCAPTTAAFRRKGT 396
LPAL13_330030500      ------------------------------------------------------------
LbrM.33.2.002470      GQRVRQALLCSTTQSEAVGGCTRCSSPLPSSKQACSENTFQAGIMVGCASTSAAFRQKGT 396
                                                                                  
N-terminal            SFEAPTTGPHVDSAHLVTPLHDLPAATHQVTSPLRHASVGSSQLRQRTSPCDVLLSKRNA 540
LPMP_332300           SFEAPTTGPHVDSAHLVTPLHDLPAATHQVTSPLRHASVGSSQLRQRTSPCDVLLSKRNA 456
LPAL13_330030500      ------------------------------------------------------------
LbrM.33.2.002470      SFEAPTTGPHVDSVHLVTPLHDLPAATHQVTSPLRHASVGSSQLRQRTSPCDVLLSKRNA 456
                                                                                  
N-terminal            TVMPPVLLRSGSPPEESLHNFEALPLTSDDSLACISASLSPHAVHAVAHGGVGGLVLERV 600
LPMP_332300           TVMPPVLLRSGSPPEESLHNFEALPLTSDDSLACISASLSPHAVHAVAHGGVGGLVLERV 516
LPAL13_330030500      --MPPVLLRSGSPPEESLHNFEALPLTSDDSLACISASLSPHAVHAVAHGGVGGLVLERV 58
LbrM.33.2.002470      TVMPPVLLRSGSPPEESLRNFEALPLTSDDSLACISASLSPHAVHAVAHGGVGGLVLERV 516
                        ****************:*****************************************
N-terminal            HDADNAHSEGWSFASAVPSLSHHLLQTIPLSHSGAVPSLSPSSRQVSLSAVHAWRTHGRT 660
LPMP_332300           HDADNAHSEGWSFASAVPSLSHHLLQTIPLSHSGAVPSLSPSSRQVSLSAVHAWRTHGRT 576
LPAL13_330030500      HDADNAHSEGWSFASAVPSLSHHLLQTIPLSHSGAVPSLSPSSRQVSLSAVHAWRTHGRT 118
LbrM.33.2.002470      HDADNAHSEGWSFASAVPSLSHHLLQTIPLSHSGAVPSPSPSSRQVSLSAVHAWRTHGRT 576
                      ************************************** *********************



Gene: LPAL13_200038900

Supplementary Figure 43

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 20 (Positive strand)  

N-terminal extension 43: Hypothetical protein

No domain found

Gene: LPAL13_200038700

tRNA LicD familyHypothetical
Current gene: LPAL13_200038800

1,245,682 1,245,755 1,250,044 1,252,1431,252,143

1,246,252 1,253,513

1,252,839 1,253,513

                                                                                  
N-terminal            AAFCDELDGIIEKILAAPQLNEKVVPLCVNAYRRLKQVRHSWEPAAVKPFTHLILNALAQ 300
LPMP_203240           AAFCDELDGIIEKILAAPQLNEKVVPLCVNAYRRLKQVRHSWEPAAVKPFTHLILNALAQ 284
LPAL13_200038800      ------------------------------------------------------------
LbrM.20.2.003110      AAFCDELDGIIEKILAAPQLNEKVVPPCVSAYRRLKQVRHSWEPAAVKPFTHLILNALAQ 284
                                                                                  
N-terminal            TKTNKLLFCPFLHFLQETSYSWWQSSNILWLLTDSGDPFVRADAYAALATTIRVIDVSEQ 360
LPMP_203240           TKTNKLLFCPFLHFLQETSYSWWQSSNILWLLTDSGDPFVRADAYAALATTIRVIDVSEQ 344
LPAL13_200038800      ------------------------------------------------------------
LbrM.20.2.003110      TKTNKLLFCPFLHFLQETSYSGWQSSNILWLLTDSGDPFVRADAYAALATTIRVIDASEQ 344
                                                                                  
N-terminal            RLLLADLIEKLRFSIEEQCSCTTVAILKFVKRLLLHTHFPPTTEELYLLKLLHLCRRHGK 420
LPMP_203240           RLLLADLIEKLRFSIEEQCSCTTVAILKFVKRLLLHTHFPPTTEELYLLKLLHLCRRHGK 404
LPAL13_200038800      ------------------------------------------------------------
LbrM.20.2.003110      RLLLADLIEKLRFSIEEQCSCTTVAILKFVKRLLLHTHFPPTTEELYLLKLLHLCRRHGK 404
                                                                                  
N-terminal            GLHHDVPAQLELLNLFLCVNVASDSLVVFARELFLVSPHRMVAERAFYVLCRFSRQMFLD 480
LPMP_203240           GLHHDVPAQLELLNLFLCVNVASDSLVVFARELFLVSPHRMVAERAFYVLCRFSRQMFLD 464
LPAL13_200038800      ------------------------------------------------------------
LbrM.20.2.003110      GLHHDVPAQLELLNLFLCVNVASDSLVVFARELFLVSPHRMVAERAFYVLCRFSRQMFLD 464

                                                                                  
N-terminal            VRYAMRNATVFTMGDISERLFWMIVRHCIYEVWTAITEETVVPMRDPEMVAFLCRAHVKV 1320
LPMP_203240           VRYAMRNATVFTMGDISERLFWMIVRHCIYEVWTAITEETVVPMRDPEMVAFLCRAHVKV 1282
LPAL13_200038800      ----MRNATVFTMGDISERLFWMIVRHCIYEVWTAITEETVVPMRDPEMVAFLCRAHVKV 56
LbrM.20.2.003110      VRYAVRNATVFTMGDISERLFWMIVRHCIYEVWTAITAETVVPMRDLEMVAFLCRAHVKV 1282
                          :******************************** ******** *************
N-terminal            GLPLSVQREIHALFTPQLLLYGNTGSEFEDDSLRCVLWLVGNFASNDVHPSVYRGASSLL 1380
LPMP_203240           GLPLSVQREIHALFTPQLLLYGNTGSEFEDDSLRCVLWLVGNFASNDVHPSVYRGASSLL 1342
LPAL13_200038800      GLPLSVQREIHALFTPQLLLYGNTGSEFEDDSLRCVLWLVGNFASNDVHPSVYRGASSLL 112
LbrM.20.2.003110      GLPLSVQREIHALFTPQLLLYGNTESEFEDDSLRCVLWLVGNFASNDVHPSVYRGASSLL 1342
                      ************************ ***********************************
N-terminal            HASESTDTADSGAKPSGRQVLKSLPVAEHNLSQDDARSLSVAIHRVTAQLAQRVLSNTAG 1440
LPMP_203240           HASESTDTADSGAKPSGRQVLKSLPVAEHNLSQDDARSLSVAIHRVTAQLAQRVLSNTAG 1402
LPAL13_200038800      HASESTDTADSGAKPSGRQVLKSLPVAEHNLSQDDARSLSVAIHRVTAQLAQRVLSNTAG 172
LbrM.20.2.003110      HASESTDTADSGAKPSGRQMLKSLPVAEHNLSQDDARSLSVAIHRVTAQLAQRVLSNTAG 1402
                      *******************:****************************************



Gene: LPAL13_020005700

Supplementary Figure 44

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 02 (Negative strand)  

N-terminal extension 44: Hypothetical protein

No domain found

Gene: LPAL13_020005500

Hypothetical Zinc fingerHypothetical
Current gene: LPAL13_020005600

14,881 15,594 17,001 18,041

16,881 18,041

22,597 25,401

N-terminal            MTCLCHVTLPLTAVRGIQVSPRRAFFDLFSTKALCLSLAAMSTKTGGMRKPVEEKALLSE 60
LPMP_020060           ----------------------------------------MSTKTGGMRKPVEEKALLSE 20
LPAL13_020005600      -----------------------------------------------MRKPVEEKALLSE 13
LbrM.02.0190          ----------------------------------------MSTKIGGMRKPVEEKALLSE 20
                                                                    *************

N-terminal            LSRMFHLLKANRKEQRNGREAATAAAASSAGVCTTGAKASKRATRDVRRGSQRRSRRGGS 120
LPMP_020060           LSRMFHLLKANRKEQRYGREAATAAAASSAGVCTTGAKASKRATRDVRRGSQRRSRRGGS 80
LPAL13_020005600      LSRMFHLLKANRKEQRNGREAATAAAASSAGVCTTGAKASKRATRDVRRGSQRRSRRGGS 73
LbrM.02.0190          LSRMFHLLKANRKEQRNGREAATAAAASSAGVCTTGAKASKRATRDVRRGSQRRSRRGGS 80
                     **************** *******************************************

N-terminal            IWIVLKGGFGPRSVPTAAQAERVDTRANGRALLSERRRAAALKEAEAYIQSAWQQAQEAE 180
LPMP_020060           IWIVLKGGFGPRSVPTAAQAERVDTRANGRALLSERRRAAALKEAEAYIQSAWQQAQEAE 140
LPAL13_020005600      IWIVLKGGFGPRSVPTAAQAERVDTRANGRALLSERRRAAALKEAEAYIQSAWQQAQEAE 133
LbrM.02.0190          IWIVLKGGFGPRSVPTAAQAERVDTRANGRALLSERRRAAALKEAEAYIQSAWQQAQEAE 140
                     ************************************************************

N-terminal            LLTKDGTPTEEGDAYLAEQYAMASRMLCPPTTGAHLSQLVANHCSSGLDNAVTGATHGQP 240
LPMP_020060           LLTKDGTPTEEGDAYLAEQYAMASRMLCPPTTGAHLSQLVANHCSSGLDNAVTGATHGQP 200
LPAL13_020005600      LLTKDGTPTEEGDAYLAEQYAMASRMLCPPTTGAHLSQLVANHCSSGLDNAVTGATHGQP 193
LbrM.02.0190          LLTKDGTPTEEGDAYLAEQYAMASRMLCPRTTGAHLSQLVSNHCSSGLDNAVTGATHGQP 200
                     ***************************** **********:*******************

N-terminal            AYVLTRSEWEDLCTREAAILFRYRTSATPCGTAEDYFKEQQQARENTYHFATAEPTARAG 300
LPMP_020060           AYVLTRSEWEDLCTREAAILFRYRTSATPCGTAEDYFKEQQQARENTYHFATAEPTARAG 260
LPAL13_020005600      AYVLTRSEWEDLCTREAAILFRYRTSATPCGTAEDYFKEQQQARENTYHFATAEPTARAG 153
LbrM.02.0190          AYVLTRSEWEDLCTREAAILFRYRTSATPCGTAEDYFKEQQQARENTYHFATAEPTTRAG 260
                     ********************************************************:***

N-terminal            DIVPTKCLVRIRDSQREKHTCIMSTAKSVNYFKSNFGQVLRKELSGSRLPRGSTADEAAA 360
LPMP_020060           DIVPTKCLVRIRDSQREKHTCIMSTAKSVNYFKSNFGQVLRKELSGSRLPRGSTADEAAA 320
LPAL13_020005600      DIVPTKCLVRIRDSQREKHTCIMSTAKSVNYFKSNFGQVLRKELSGSRLPRGSTADEAAA 213
LbrM.02.0190          DIVPTKCLVRIRDSQREKHTCILSTPKSVNYFKSNFGQVLRKELSGSRLPRGSTADEAAA 320
                     **********************:**.**********************************

N-terminal            AASANTSRGNHQATLQPGAATSSSSSGKRRRRR 393
LPMP_020060           AASANTSRGNHQATLQPGAATSSSSSGKRRRRR 353
LPAL13_020005600      AASANTSRGNHQATLQPGAATSSSSSGKRRRRR 246
LbrM.02.0190          AASANTSRGNHQATLQPGAATNSSSSGKRRRRR 353
                     *********************.***********



Gene: LPAL13_200006300

Supplementary Figure 45

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 20 (Positive strand)  

N-terminal extension 45: Hypothetical protein

No domain found

Gene: LPAL13_200006100

Hypothetical Regulatory subunit of 
type II PKA R-subunitHypothetical

Current gene: LPAL13_200006200

31,295 35,413 36,678 37,829

36,576 37,829

39,464 39,736

N-terminal              MMFFDSSDARPHTLCKTRVQSRVRGGLTTGSTGIMPSEDHSGLADVNPRLSSEHRYSMRA 60
LBRM2903_200005700      -MFFDSSDDRPHTLRKMRVQSRVRGGLTTGSTGIMPSEDHSGLADVNPRLSSEHRYSMRA 59
LPAL13_200006200        ----------------------------------MPSEDHSGLADVNPRLSSEHRYSMRA 26
LAMAPH8_000774500       MAFFSSRDDCLHTSCKTPVRPRIRGGFTAGSTGLMPSEHHSGLADVSPRLSSRQRYSMRA 60
                                                          ****.*******.*****.:******

N-terminal              GLPNTSHRPQGRRHLDPHQFTNISDDAKRAEGRLGRAHVTSTEQQKRADVYYATKQPSVA 120
LBRM2903_200005700      GLPNTSHLPQGRRHLDPHQFTNISDDAKRAEGRLGRAHVTSTEQQKRADVYYATKQPSVA 119
LPAL13_200006200        GLPNTSHRPQGRRHLDPHQFTNISDDAKRAEGRLGRAHVTSTEQQKRADVYYATKQPSVA 86
LAMAPH8_000774500       GVSSAPRHAQGRRHLDPRHFTNVTDDAKRAEGRLGRAHVASSEQQKRADAYYTTRQATVE 120
                        *:..:.: .********::***::***************:*:*******.**:*:*.:* 

N-terminal              QPPGTECNLFLKSYYYTPLSKQDSPSPLPRQRTGFRADAQNTSFQLSEARLRKIKSEHPQ 180
LBRM2903_200005700      QPPGTECNLFLKSYYYTPLSKQDSPSPLPRQRTGFRADAQNTSFQLSEARLRKIKSEHPR 179
LPAL13_200006200        QPPGTECNLFLKSYYYTPLSKQDSPSPLPRQRTGFRADAQNTSFQLSEARLRKIKSEHPQ 146
LAMAPH8_000774500       QPPGAECNLYLKSYYYTPLSKQDSPSPPPRQTTGFRPDAQSTSLQLAEACLRKIKREHPR 180
                        ****:****:***************** *** ****.***.**:**:** ***** ***:

N-terminal              YKEEVMRALQDQHGDYSIVSTEQKISRRVAVEEYADGSDARMAHIEASNKYRSTPDLGTP 240
LBRM2903_200005700      YKEEVMRALQDQHGDYSIVSTEQKISRRVAVEEYADGSDARMAHIEASNKYRSTPDLGTP 239
LPAL13_200006200        YKEEVMRALQDQHGDYSIVSTEQKISRRVAVEEYADGSDARMAHIEASNKYRSTPDLGTP 206
LAMAPH8_000774500       YEEEVTRALQQQHGDYSIVSTAQKISRRIAVEEYADGTDARMAQIEASTKCRGTPDLGSP 240
                        *:*** ****:********** ******:********:*****:****.* *.*****:*

N-terminal              SPAIQNSIPYALSEACPPRSDTQLSCASHVRLYPGRGRSSSPPETPVKPCDRHLHDGSAP 300
LBRM2903_200005700      SPAIQNSIPYALSEACPPRADTQLSCASHVRLYPGRGRSSSPPETPVKPCDRHLHDGSAP 299
LPAL13_200006200        SPAIQNSIPYALSEACPPRSDTQLSCASHVRLYPGRGRSSSPPETPVKPCDRHLHDGSAP 266
LAMAPH8_000774500       APAIKRSVPYALSEECPPRADTQLSCTSHVRLYPGRGRSSSPPETSVKPRARHLHDGPAP 300
                        :***:.*:****** ****:******:******************.***  ******.**

N-terminal              YDSTAVSGQAYPSPPAVGERRNIYAKPTLVHIDDRRHRNCVEDLDSLAMKRARARSGTSA 360
LBRM2903_200005700      YDSTAVSGQAYPSPPAVGERRNIYAKPTLVHIDDRRHRNCVEDLDSLAMKRARARSGTSA 359
LPAL13_200006200        YDSTAVSGQAYPSPPAVGERRNIYAKPTLVHIDDRRHRNCVEDLDSLAMKRARARSGTSA 326
LAMAPH8_000774500       YDSTAVSGQAYPSPPAVGERCNIYAKPTLVHVDERRHRNCVEDADSLAMKRARARSGASA 360
                        ******************** **********:*:********* *************:**

N-terminal              SQERSDFIFGPGPAPHACKPSLRYRTEARWKAQERSVEERRTGRALYPQSFKSTALW 417
LBRM2903_200005700      SQERSDFIFGPGPAPHACKPSLRYRTEARWKAQERSVEERRTGRALYPQSFKSTALW 416
LPAL13_200006200        SQERSDFIFGPGPAPHACKPSLRYRTEARWKAQERSVEERRTGRALYPQSFKSTALW 383
LAMAPH8_000774500       SQERPDFIFGPGPAPQPRPPSLRYRTEARWKAQERNAEERRTGRALYPQSYQPTSLW 417 
                        ****.**********:.  ****************..*************::.*:**



Gene: LPAL13_190017300

Supplementary Figure 46

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 19 (Negative strand)  

N-terminal extension 46: Ankyrin repeats

Ankyrin repeats

Gene: LPAL13_190017100

Hypothetical HypotheticalAnkyrin repeats

Current gene: LPAL13_190017200

437,203 439,464 441,018 453,464

440,280 453,464

453,669 453,851

N-terminal              ------------------------------------------------------------
LPAL13_190017200        ------------------------------------------------------------
LPMP_190990             DLAAAVGSNSTDGSGAWSAGVSVSVIAHEAVMATDQTSTAPSDDDVGMDVLYLGLWKHQQ 1320
LBRM2903_190018900      DLAAAVGSNSTDGSGAWSAGVSVSVIAHEAVMATDQASTAPSDDDVGMDVLYLGLWKHQQ 1320
                                                                                    

N-terminal              ---------------MDEDAAGPCVNAAPVYLRLELPRWRR-PAAAASTNVWLPTITQAC 45
LPAL13_190017200        ------------------------------------------------------------
LPMP_190990             NSVRAITAMQIAHHHVDEDAAGPCVNAAPVYLRLELPRWRR-PAAAASTNVWLPTITQAC 1380
LBRM2903_190018900      NSVRAITAMQVPHHHVDEDAAGPCVNAAPVYLRLELPRWRRPPAAAASTNVWLPTITQAC 1380
                                                                                    

N-terminal              RDDVAIALAKTHQQRQQAAAAQIAVANEVSKHAKTALSGETAPPPPSPSLLSFPRGCSQV 105
LPAL13_190017200        ------------------------------------------------------------
LPMP_190990             RDDVAIALAKTHQQRQQAAAAQIAVANEVSKHAKTALSGETAPPPPSPSLLSFPRGCSQV 1420
LBRM2903_190018900      RDDVAIALAKTHQQRQQAAAAQIAAANEASKHAKTAPSGETAPPPPSPSLLSFPRGCSQV 1420
                                                                                    

N-terminal              SATLVLGLLLDPSAGTLRLRLNNYTDFEEITLGLRPSSAAEASAVTTSALPLLLYPAATL 165
LPAL13_190017200        ------------------------------------------------------------
LPMP_190990             SATLVLGLLLDPSAGTLRLRLNNYTDFEEITLGLRPSSAAEASAVTTSALPLLLYPAATL 1480
LBRM2903_190018900      SATLVLGLLLDPSAGTLRLRLNNYTDFEEITLGLRLSSAAEASAVTTSALPLLLYPAATL 1480
                                                                                    

N-terminal              SLNDGGWRSWCNHQTREWAKLQQQEAQQSGLTTGEGRGESPQALHSALSSSSPLFVSNAV 225
LPAL13_190017200        ------------------------------------------------------------
LPMP_190990             SLNDGGWRSWCNHQTREWAKLQQQEAQQSGLTTGEGRGESPQALHSTLSSSSPLFVSNAV 1540
LBRM2903_190018900      SLNDGGWRSWCDHQTREWAKLQQQEAQQSGLTTGEGRGESPQALHSALSSSSPLFVSNAV 1540
                                                                                    

N-terminal              LRFNFDVAELLFGPPPPHQAVMVTSTDAIVSATGAPHMSQQRRVREPIGALAPQSAAPPS 285
LPAL13_190017200        ---------------------MVTSTDAIVSATGAPHMSQQRRVREPIGALAPQSAAPPS 39
LPMP_190990             LRFNFDVAELLFGPPPPHQAVMVTSTDAIVSATGAPHMSQQRRVREPIGALAPQSAAPPS 1600
LBRM2903_190018900      LRFNFDVAELLFGPPPPHQAVMVTSTDAIVSATGAPHMSKQRRVREPIGALAPQSAAPRS 1600
                                             ******************:****************** *

N-terminal              QAYQPIALLDSSVKFTQMLSVLTDVSLRAAAKKGTDKNRQQPELTSLDHNDGAAAVDEED 345
LPAL13_190017200        QAYQPIALLDSSVKFTQMLSVLTDVSLRAAAKKGTDKNRQQPELTSLDHNDGAAAVDEED 99
LPMP_190990             QAYQPIALLDSSVKFTQMLSVLTDVSLRAAAKKGTDKNRQQPELTSLDHNDGAAAVDEED 1660
LBRM2903_190018900      QAYQPIALLDSSVKFTQMLSVLTDVSLRAAAKKGTDKNRQQPELTSLYHDDGAAAVDEED 1660
                        *********************************************** *:**********



Gene: LPAL13_280009300

Supplementary Figure 47

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 28 (Negative strand)  

N-terminal extension 47: Saccharopine dehydrogenase

No domain found

Gene: LPAL13_280009100

Hypothetical Saccharopine 
dehydrogenase

Saccharopine 
dehydrogenase

Current gene: LPAL13_280009200

110,904 111,518 112,158 113,069

112,146 113,069

113,082 113,336

LPAL13_280009200      ------------------------------------------------------------
LPMP_280380           MASKLDIIVLGATGFTGRLTCRYLARKEELKKRWGIAGRSAAKLAALKAELGIDVPTFVV 60
N-terminal            ------------------------------------------------------------
LbrM.28.2.000390      MASKLDIIVLGATGFTGRLTCRYLARKEELKERWGIAGRSAAKLAALKAELGIDVPTFVV 60
                                                                                  

LPAL13_280009200      -----------------------------MPVVDACVRNGTHYIDCTGEIPFVRRAIAAY 31
LPMP_280380           DADQPTTVDAACAQAECIISCMGPYMLVGMPVVDACVRNGTHYIDCTGEIPFVRRAIAAY 120
N-terminal            -------------------------MLVGMPVVDACVRNGTHYIDCTGEIPFVRRAIAAY 35
LbrM.28.2.000390      DADQPTTVDAACAQAECIISCMGPYMLVGMPVVDACVRNGTHYIDCTGEIPFVRRAIAAY 120
                                                   *******************************

LPAL13_280009200      HETAVKKGVAIVPCCGFDCVPADLGNYVVHQEAEEPVKVVCGYFGGNPAGVSNGTMNTVA 91
LPMP_280380           HETAVKKGVAIVPCCGFDCVPADLGNYVVHQEAEEPVKVVCGYFGGNPAGVSNGTMNTVA 180
N-terminal            HETAVKKGVAIVPCCGFDCVPADLGNYVVHQEAEEPVKVVCGYFGGNPAGVSNGTMNTVA 95
LbrM.28.2.000390      HETAVKKGVAIVPCCGFDCVPADLGNYVVHQEAEEPVKVVCGYFGGNPAGVSNGTMNTVA 180
                      ************************************************************

LPAL13_280009200      CVVSNMTKEDMSPLALVSKSDVQPTHTPTQHGVWYENGRFTGLSITASCDERLVRRSNSL 151
LPMP_280380           CVVSNMTKEDMSPLALVSKSDVQPTHTPTQHGVWYENGRFTGLSITASCDERLVRRSNSL 240
N-terminal            CVVSNMTKEDMSPLALVSKSDVQPTHTPTQHGVWYENGRFTGLSITASCDERLVRRSNSL 155
LbrM.28.2.000390      CVVSNMTKEDMSPLALVSKSDVQPTHTPTQHGVWYENGRFTGLSITASCDERLVRRSNSL 240
                      ************************************************************

LPAL13_280009200      MGSSAVYMEAMQGSFARVLRVTLTTYVTSIAVMVAPLRRWMIRKYFTGTSIGPSDDAMAK 211
LPMP_280380           MGSSAVYMEAMQGSFARVLRVTLTTYVTSIAVMVAPLRRWMIRKYFTGTSIGPSDDAMAK 300
N-terminal            MGSSAVYMEAMQGSFARVLRVTLTTYVTSIAVMVAPLRRWMIRKYFTGTSIGPSDDAMAK 215
LbrM.28.2.000390      MGSSAVYMEAMQGSFARVLRVTLTTYVASIAVMVAPLRRWMIRKYFTGTSIGPSDDAMAK 300
                      ***************************:********************************

LPAL13_280009200      SNFRCDFVGKTASGKRVKTTMVAKEDAYTATALFLGECAMSALKLARKNSLKGGVLTPAY 271
LPMP_280380           SNFRCDFVGKTASGKRVKTTMVAKEDAYTATALFLGECAMSALKLARKNSLKGGVLTPAY 360
N-terminal            SNFRCDFVGKTASGKRVKTTMVAKEDAYTATALFLGECAMSALKLARKNSLKGGVLTPAY 275
LbrM.28.2.000390      SNFRCDFVGKTASGKRVKTTMAAKEDAYTATALFLGECAMSALKLARKNSLKGGVLTPAY 360
                      *********************.**************************************

LPAL13_280009200      AFGDELVHRCRDAGISINTVIVGDTAEPKKEK 303
LPMP_280380           AFGDELVHRCRDAGISINTVIVGDTAEPKKEK 392
N-terminal            AFGDELVHRCRDAGISINTVIVGDTAEPKKEK 308
LbrM.28.2.000390      AFGDELVHRCRDAGISINTVIVGDTAEPKKEK 392
                      ********************************



Gene: LPAL13_230020200

Supplementary Figure 48

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 23 (Negative strand)  

N-terminal extension 48: Hypothetical protein

No domain found

Gene: LPAL13_230020000

Hypothetical HypotheticalHypothetical
Current gene: LPAL13_230020100

482,248 486,300 488,659 490,224

488,644 490,224

498,924 499,151

N-terminal            MFYMFKGRRAISNAMTTPSLSSVAMDAANEQLDVMDSNVRNTPTSTEHEVSSASGCKHLS 60
LPAL13_230020100      ------------------------------------------------------------
LPMP_231270           ------------------------------------------------------------
LbrM.23.2.001230      ------------------------------------------------------------
LbrM.23.1230          ------------------------------------------------------------
                                                                                  

N-terminal            DLAATLAPNVERVSAKREAALRSSTGPIESSYDISAIGHGNFDAVRKEMETQEKIIVTLQ 120
LPAL13_230020100      ------------------------------------------------METQEKIIVTLQ 12
LPMP_231270           ------------------------------------------------METQEKIIVTLQ 12
LbrM.23.2.001230      ------------------------------------------------METQEKIIVTLQ 12
LbrM.23.1230          ------------------------------------------------METQEKIIVTLQ 12
                                                                      ************

N-terminal            RDNEALLREKKEIASRCKKLEHDFEHLEAKHSLLLSAQQDFATRSNMHASNDSAKIANLQ 180
LPAL13_230020100      RDNEALLREKKEIASRCKKLEHDFEHLEAKHSLLLSAQQDFATRSNMHASNDSAKIANLQ 72
LPMP_231270           RDNEALLREKKEIASRCKKLEHDFEHLEAKHSLLLSAQQDFATRSNMHASNDSAKIANLQ 72
LbrM.23.2.001230      RDNEALLREKKEIASRCKKLEHDFEHLEAKHSLLLSAQQDFATRSNMHASNDSAKIANLQ 72
LbrM.23.1230          RDNEALLREKKEIASRCKKLEHDFEHLEAKHSLLLSAQQDFATRSNMHASNDSAKIANLQ 72
                      ************************************************************

N-terminal            AQIEELQANLETEKRRCAILLQERNDLTRSKGDAPIHVNSAEIANVAVVREEHNRSEDTV 240
LPAL13_230020100      AQIEELQANLETEKRRCAILLQERNDLTRSKGDAPIHVNSAEIANVAVVREEHNRSEDTV 132
LPMP_231270           AQIEELQANLETEKRRCAILLQERNDLTRSKGDAPIHVNSAEIANVAVVREEHNRSEDTV 132
LbrM.23.2.001230      AQVEELQANLETEKRRCAILLQERNDLTRSKGDAPIHVNSAEIANVAVVREEHNRSEDTV 132
LbrM.23.1230          AQVEELQANLETEKRRCAILLQERNDLTRSKGDAPIHVNSAEIANVAVVREEHNRSEDTV 132
                      **:*********************************************************

N-terminal            AKLRESQRVHNIQKGTIDALHSEVARLESERRVSHSRENNLLREVDSLRIQVRDLEMALH 300
LPAL13_230020100      AKLRESQRVHNIQKGTIDALHSEVARLESERRVSHSRENNLLREVDSLRIQVRDLEMALH 192
LPMP_231270           AKLRESQRVHNIQKGTIDALHSEVARLESERRVSHSRENNLLREVDSLRIQVRDLEMALH 192
LbrM.23.2.001230      AKLRESQRVHSIQKGTIDALHSEVARLESERRVSHSRENNLLREVDSLRAQVRDLEMALH 192
LbrM.23.1230          AKLRESQRVHSIQKGTIDALHSEVARLESERRVSHSRENNLLREVDSLRAQVRDLEMALH 192
                      **********.************************************** **********



Gene: LPAL13_280006800

Supplementary Figure 49

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 28 (Positive strand)  

N-terminal extension 49: RNA binding protein

No domain found

Gene:LPAL13_280006600

Pantothenate kinase subunit PhosphataseRBP
Current gene: LPAL13_280006700

35,216 39,595 44,500 45,090

43,981 45,090

47,342 48,616 

N-terminal              MCGHVRQFHRRGRYIFLPRPPPSCCPHHRRVPRLSLLFSYSLLSYHKAPFIHTCSSVVSR 60
LPAL13_280006700        ------------------------------------------------------------
LPMP_280160             ------------------------------------------------------------
LBRM2903_280007100      ------------------------------------------------------------
                                                                                    

N-terminal              CVRDTMPSRAVIRKKQRREARRRKAQQGAGASSHCLSSAYLGSDETSPRCSSLPIQLLFS 120
LPAL13_280006700        ------------------------------------------------------------
LPMP_280160             ------------------------------------------------------------
LBRM2903_280007100      -----MPSRAVIRKKQRREARRRKAQQGAGASSHCFSSAYLGSDETSPRCSSLPIQLLFS 55
                                                                                    

N-terminal              KPRAEAQVSRKRAPELSSTNPSSSPSTAYPASASLALPPPRKRKRVEVPPTESMPEGLTR 180
LPAL13_280006700        -----------------------------------------------------MPEGLTR 7
LPMP_280160             -----------------------------------------------------MPEGLTR 7
LBRM2903_280007100      KPRAEAQVSRKRAPELSSTNPSSSPSTASPASASLALPPPRKRKRVEVPPTESMPEGLTR 115
                                                                             *******

N-terminal              KERRRWETRQQLERQMSRLNSSAVAAKEMIVEAAAQHRDTASDFGNDNAAAASEPKLRHD 240
LPAL13_280006700        KERRRWETRQQLERQMSRLNSSAVAAKEMIVEAAAQHRDTASDFGNDNAAAASEPKLRHD 67
LPMP_280160             KERRRWETRQQLERQMSRLNSSAVAAKEMIVEAAAQHRDTASDFGNDNAAAASEPKLRHD 67
LBRM2903_280007100      KERRRWETRQQLERQMSRLNSSAVAAKEMIVEAAAQHRDTASDFGNDNAAAASEPKLRHD 175
                        ************************************************************

N-terminal              PKFKNGTFWRDRKEKRARTLFLGGIPFSFSVKQVKDFISTVLDFDQGSSDYVDQIGKDAE 300
LPAL13_280006700        PKFKNGTFWRDRKEKRARTLFLGGIPFSFSVKQVKDFISTVLDFDQGSSDYVDQIGKDAE 127
LPMP_280160             PKFKNGTFWRDRKEKRARTLFLGGIPFSFSVKQVKDFISTVLDFDQGSSDYVDQIGKDAE 127
LBRM2903_280007100      PKFKNGTFWRDRKEKRARTLFLGGIPFSFSVKQVKDFISTVLDFDQGSSDYVDQIGKDAE 175
                        ************************************************************

N-terminal              VVDEVDMLPVKHHSKVKHMYVTMASVSLAGCAAALLDGYKVEGRVLRCNFAANKSEREEA 360
LPAL13_280006700        VVDEVDMLPVKHHSKVKHMYVTMASVSLAGCAAALLDGYKVEGRVLRCNFAANKSEREEA 127
LPMP_280160             VVDEVDMLPVKHHSKVKHMYVTMASVSLAGCAAALLDGYKVEGRVLRCNFAANKSEREEA 127
LBRM2903_280007100      VVDEVDILPVKHHSKVKHMYVTMASVSLAGCAAALLDGYKVEGRVLRCNFAANKSEREEA 175
                        ******:*****************************************************

N-terminal              IRRRTVAQRWVYVFPKK 377
LPAL13_280006700        IRRRTVAQR-------- 136
LPMP_280160             IRRRTVAQR-------- 136
LBRM2903_280007100      IRRRTVAQR-------- 184
                        *********        



Gene: LPAL13_280029800

Supplementary Figure 50

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 28 (Positive strand)  

N-terminal extension 50: Glycoprotein 96-92

No domain found

Gene: LPAL13_280029600
Mannosyl oligosaccharide 

glucosidase

2,3-bisphosphoglycerate-
independent phosphoglycerate 

mutase
Glycoprotein

Current gene: LPAL13_280029700

834,107 836,950 841,479 841,934

841,341 841,934

844,819 847,323

N-terminal            ------------------------------------------------------------
LPMP_282350           MSSAGSDTAVQHVDPEAEVSGTPLNNTSCEEAAAADSFHINGADNDKPLSEIPSTKKRLL 60
LPAL13_280029700      ------------------------------------------------------------
LbrM.28.2410          MSSAGSDTAVQHVDPEAEVSGTPLNNTSCEEAVATDSFHINGAGKDKPLSEIPSTKKRLL 60
                                                                                  

N-terminal            ------------------------------------------------------------
LPMP_282350           RKENKGGSSAEVARRLKQEEKKLAEKIAKAREAEAQAAKEKANRVRQAEAERRKKRDEKD 120
LPAL13_280029700      ------------------------------------------------------------
LbrM.28.2410          RKENKGGAAAEVARRLKQEEKRLAEKIAKAREAEAQAAKEKANRVRQAEAERRRKRDEKD 120
                                                                                  

N-terminal            ------------------------------------------------------------
LPMP_282350           ARAQKGVEEERKLKEEQKRQREEEEKQRAEMVRKQREESQRKREEIQRQREEEMKRRKAE 180
LPAL13_280029700      ------------------------------------------------------------
LbrM.28.2410          ARAQKDVEEERKQREEQKRQREEEEKQRAEMVRKQREKSQRKREEIQRQREEEMKRRKAE 180
                                                                                  

N-terminal            --------------------------MAEEKEAQKRTEKKAEDDFSATRRQRKEEEEQRL 34
LPMP_282350           AEAEKQRLKELQEEHEKKLEEARQHRIAEEKEAQKRTEKKAEDDFSATRRQRKEEEEQRL 240
LPAL13_280029700      ------------------------------------------------------------
LbrM.28.2410          AEAEKQRLKELQEEHEKQLEGARQHRIAEERETQKRAEKKAEDDFAATRRQRKEEEEQRQ 240
                                                                                  

N-terminal            RQREEEEKQRAEMVRKQREESQRKREELKQKEAKEAEEIKRQRKEVQAELQKKREKEQQE 94
LPMP_282350           RQREEEEKQRAEMVRKQREESQRKREELKQKEAKEAEEIKRQRKEVQAELQKKREKEQQE 300
LPAL13_280029700      ------------MVRKQREESQRKREELKQKEAKEAEEIKRQRKEVQAELQKKREKEQQE 48
LbrM.28.2410          RQREEEEKQRAEMVRKQREESQRKREELKQREAQEAEKIKRQRKEAQEKLQKRREKEKEE 300
                                  ******************:**:***:*******.* :***:****::*

N-terminal            LRKKVSERRMKGKTDSKKEQILQQKKMAAAAERERLEEQLRKQKEAEEREIAEKHRRVME 154
LPMP_282350           LRKKVSERRMKGKTDSKKEQILQQKKMAAAAERERLEEQLRKQKEAEEREIAEKHRRVME 360
LPAL13_280029700      LRKKVSERRMKGKTDSKKEQILQQKKMAAAAERERLEEQLRKQKEAEEREIAEKHRRVME 108
LbrM.28.2410          LRKKVSERRMKGKTDSKKEQILQQKKMAAAAERERLEEQLRKQKEAEEREIAAKHRRVME 360
                      **************************************************** *******

N-terminal            QLEKNYEIVNEEEYERERREREERAREERGGMDKVTEEVLVDA 197
LPMP_282350           QLEKNYEIVNEEEYERERREREERAREERGGMDKVTEEVLVDA 403
LPAL13_280029700      QLEKNYEIVNEEEYERERREREERAREERGGMDKVTEEVLVDA 151
LbrM.28.2410          QLEKNYEIVNEEEYERERREREERAREERRGMDKVTEEVLVDA 403
                      ***************************** *************


