Supplementary Figure 1

A

N-terminal extension 1: Zinc carboxypeptidase

Leishmania panamensis MHOM/COL/81/L13 Chromosome 35 (Positive strand)

Current Annotation
Gene: LPAL13_350049500

1,464,822

1,463,989

B

N-terminal 1
LPMP_354140
LbrM.35.2.004270

N-terminal 1
LPMP_ 354140
LbrM.35.2.004270

N-terminal 1
LPMP_354140
LbrM.35.2.004270

N-terminal 1
LPMP_354140
LbrM.35.2.004270

N-terminal 1
LPMP_354140
LbrM.35.2.004270

N-terminal 1
LPMP_ 354140
LbrM.35.2.004270

N-terminal 1
LPMP_354140
LbrM.35.2.004270

N-terminal 1
LPMP_ 354140
LbrM.35.2.004270

Current gene: LPAL13_350049600

1,470,816
1,470,816

1,471,867

MFPTSTTWGRRVTSTRGLKRKRREREVGARRGIKPHPRPLLMSRSQDVKRKAAYPPPPAY
————————————————————————————————————————— MSRSQDVKRKAAYPPPPAY
————————————————————————————————————————— MSRSQDVKRKAAYPPPPAY

hkhkkhkkkhkhkkhkkhkkhkkhkkkhkhkhkhkkkki
ATLRTNVPSFSALQTSARVNAAGGLDGSGTPROQROQRAAERLLLOQQOLOAEGVVKAKSDVH
ATLRTNVPSFSALQTSARVNAAGGLDGSGTPRQRQRAAERLLLQOQQLOAEGVVKAKSDVH
ATLRTNVPSFSALQTSARVNAAGGLDGSGTPRQRORAAERLLLOQQLOAEGVVKAKSDVH
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SNYGHHGRDSAVFMVAANDARSRVSHPTPGLSNSESILPSAARPASVSSTLPFGLASVAV
SNYGHHGRDSAVFMVAANDARSRVSHPTPGLSNSESILPSAARPASVSSTLPFGLASVAV
SNYGHHGRDSAVFMVAANDARSRVSHPTPGLSNSESIFSSAARPASVSSTLPFGLASVVV
*************************************: .******************* . *
QOKVKVPEGYGSNQPPTSQPLRRTSMARITSLRPPARLHAHS PPVVAPKVGPRDSLASGVT
QOKVKVPEGYGSNQPPTSQPLRRTSMARITSLRPPARLHAHSPPVVAPKVGPRDSLASGVT
ORVKVPEGHGSNQPPTSQPLRRTSMARITSLRPPARLHAHSPPVVAPKVGPRDSLASGVT
*:******:***************************************************
TPGRVYAASTSPPLSASAEAASAREAHPCDASVPRRNRNRDALLATGISPRPHSGVAVQG
TPGRVYAASTSPPLSASAEAASAREAHPCDASVPRRNRNRDALLATGISPRPHSGVAVQG
TAGRVYAASTSPPLSASAEAASAREAHPCDASVPRRNRNRNALLATGISPRPHSGVAVQG
*_**************************************:*******************
SSINSCSSQRSLQHDTPSFITVARHRPNMAPVMLPTQQLLESGYYVASDESANSSFSDTP
SSINSCSSQRSLQHDTPSFITVARHRPNMAPVMLPTQQLLESGYYVASDESANSSFSDTP
SSINSCSSQRSLQHDTPSFITVARHRPNMAPVMLPTQQLLESGYYVASDESANSSFSDTP
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QSARRISLTSSFSLRTTTQRLDVNSGGAVGEGRSATVATGASLPGVRSLRDSRDPNSSGR
QSARRISLTSSFSLRTTTQRLDVNSGGAVGEGRSATVATGASLPGVRSLRDSRDPNSSAR
QSARRISLTSSSSLRTTTQRLDVNSGGAVGEGGSATVATGASLPGVRSLRDSRDPNCSGR
Ahkkhkhkhkhkhkkhkhkkhkk hhkkhkhkhkhkhkkhkhkkhkhkkhkhkhkkhkhkkhkkkk ***********************.*.*
GGCSDDNSDSRFEEEKDVGNFDEENEEQAVLTYMDSGVEGSRASGPPSSNKAPPPPLARQ
GGCSDDNSDSRFEEEKDVGNFDEENEEQAVLTYMDSGVEGSRASGPPSSNKAPPPPLARQ

GGCSDDNSDSRFEEEKDVGNFDEENEEQAVLTYMDSGVEGSRASGPPSSNKAPPPPLARQ
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Supplementary Figure 2

A

N-terminal extension 2: TLD (Tolloid) protein

Leishmania panmensis MHOM/COL/81/L13 Chromosome 35 (Negative strand)

Current Annotation
Gene: LPAL13_350026300

743,613

B

N-terminal
LPAL13_ 350026400
LPMP_352030
LbrM.35.2.002170

N-terminal
LPAL13 350026400
LPMP_352030
LbrM.35.2.002170

N-terminal
LPAL13 350026400
LPMP_352030
LbrM.35.2.002170

N-terminal
LPAL13_ 350026400
LPMP_352030
LbrM.35.2.002170

N-terminal
LPAL13 350026400
LPMP_352030
LbrM.35.2.002170

N-terminal
LPAL13 350026400
LPMP_352030
LbrM.35.2.002170

N-terminal
LPAL13 350026400
LPMP_352030
LbrM.35.2.002170

TLD (Tolloid) protein

Current gene: LPAL13_350026400

MTQSKSAVDVEEELTQTIQTMEFHSVLVFSRSYSPPPTNDICLFIHTDLAPMGHSFSTQW
MTQSKSAVDVEEELTQTIQTMEFHSVLVFSRSYSPPPTNDICLFIHTDLAPMGHSFEFNTQW
MTQSKSAVDVEKELTQTIQTMGFHTVFVEFSRSYSPPPTNDICLFIHTDLAPMGHSFNTQW

PGSDGSKCVDYNATEDAKVYGVPLELPSPEIVGVDDSEKNMLVLNAK L AARLADALPSSC
PGSDGNKCVDYNATEDAKVYGVPLELPSPEIVGVDDSEKNMLVLNAKLAARLADALPSSC
PGSDGNKCVDHNATEDAKVYGVPLELPSPEIVGVDDSEKNMLVLNAKLAARLADALPSSC

KCATFSEVAKWYLLYSSYLNGKSFQRLVOQRITSRGPTIIVIKVKDSPRVLGAFCESDWLT
KCATFSEVAKWYLLYSSYLNGKSFQRLVQRITSRGPTIIVIKVKDSPRVLGAFCESDWLT
KCATFSEVAKWYLLYSSYLNGKSFQRLVQRITSRGPTIIVIKVKDSPRVLGAFCESDWLT

VTQREKNAKRAAAASTRAVREGQKORTATAPLNONKAFFGNMNCFVFRAHTDGIDNVSTE
————————————————————————————————————————— MNCFVFRAHTDGIDNVSTE
VTQREKNAKRAAAASTRAVREGQKORTATAPLNONKAFFGNMNCFVFRAHADGIDNVSTE
VTQREKNAKRAAAASTRAVREGOQKORTATAPSNONKAFFGNMNCFVFRAHADGIDNVSTE
khkhkhkhhkhkhk - khkhkhkhkhkhkkh*x
GEIYHSHSSSNSNFMYLFDTHPHEEKIGIGMGGQPGYFGWFIDRWLENGTSYGSRCTTFQ
GEIYHSHSSSNSNFMYLFDTHPHEEKIGIGMGGQPGYFGWFIDRWLENGTSYGSRCTTFQ
GEIYHSHSSSNSNFMYLFDTHPHEEKIGIGMGGQPGYFGWFIDRWLENGTSYGSRCTTFQ
GEIYHSHSSSNSNFMYLFDTHPHEEKIGIGMGGQPGYFGWFIDRWLENGTSYGSRCTTFQ
dhkhkhkhhhkhkhkhkhhhhhkhkhkhhhhkhkhkhhhhkhkhkhkhhhhkhkhkhhhhkhkhkhhhhkhkhkhkhhkhhkhkhhhkhhkx
SPRLSSTESWVVESVEVYAVKKDIVEQLLRTGNECASGVSCIDCNPDSKADQOMLLELNGN
SPRLSSTESWVVESVEVYAVKKDIVEQLLRTGNECASGVSCIDCNPDSKADQOMLLELNGN
SPRLSSTESWVVESVEVYAVKKDIVEQLLRTGNECASGVSCIDCNPDSKADOMLLELNGN
SPRLSSTESWVVESVEVYAVKKEIVEQLLRTGNECASGVSCIDCNPDSKADOMLLELNGN
hhkhkhkhkhkhkhhhkhhkhkhhkhhhkhhkhkkhk:hhhkhhkhkhhkhhhkhhkhkhhkhhhkhhkhhkhkhhkhkhhkhkhkhkhhhkkhx
HEFNRWDRTEC 371
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Supplementary Figure 3

A N-terminal extension 3: Heat Shock Protein 70 Partial
Leishmania panmensis MHOM/COL/81/L13 Chromosome 30 (Negative strand)

Current Annotation

Gene: LPAL13_300028500

Current gene: LPAL13_300028600

Gene: LPAL13_300028700

827,476 829,383 831,090 831,467 831,592 832,788
830,640 831,467
B ----

N-terminal
LPAL13_ 300028600

LPMP_ 302470 VNLPFITANADGAQHIQMHISRSKFEGITTRLIERSIAPCKQCIKDAGVELKEINDVVLV 360
LbrM. 30.2440 VNLPFITANADGAQHIQMHISRSKFEGITTRLIERSIAPCKQCIKDAGVELKEINDVVLV 360
N-terminal = —————m e MNPDEAVALGAATLGGVLRGDVKGLVLLDVTPLSLG 36
LPAL13 300028600 === === = e
LPMP_302470 GGMTRMPKVVEEVKRFFQKEPFRGVNPDEAVALGAATLGGVLRGDVKGLVLLDVTPLSLG 420
LbrM.30.2440 GGMTRMPKVVEEVKRFFQKEPFRGVNPDEAVALGAATLGGVLRGDVKGLVLLDVTPLSLG 420
N-terminal IETLGGVETRMI PANTTIPTKKSQTFSTAADNQTQVGIKVFQGEREMAADNOMMGQFDLV 96
LPAL13 300028600 === === m e e
LPMP_ 302470 IETLGGVFTRMIPKNTTIPTKKSQTFSTAADNQTQVGIKVFQGEREMAADNOMMGQFDLV 480
LbrM.30.2440 IETLGGVFTRMIPKNTTIPTKKSQTFSTAADNQTQVGIKVFQGEREMAADNQMMGQFDLV 480
N-terminal GIPPAPRGVPQVEVTFDIDANGICHVTAKDKATGKTONITITAHGGLSKEQIEQMVRDSE 156
LPAL13 300028600 @  -——————————— - MVRDSE 6
LPMP_302470 GIPPAPRGVPQVEVTFDIDANGICHVTAKDKATGKTQNITITAHGGLSKEQIEQMVRDSE 540
LbrM. 30.2440 GIPPAPRGVPQVEVTFDIDANGICHVTAKDKATGKTQNITITAHGGLSKEQIEQMVRDSE 540
*kkk*k*k
N-terminal QHAEADRVKRELVEARNNAETQLTTAERQLGEWKYVSDAEKENVKTHVAELRKAMENPNV 216
LPAL13_ 300028600 QHAEADRVKRELVEARNNAETQLTTAERQLGEWKYVSDAEKENVKTHVAELRKAMENPNV 66
LPMP_302470 QHAEADRVKRELVEARNNAETQLTTAERQLGEWKYVSDAEKENVKTHVAELRKAMENPNV 600
LbrM. 30.2440 QHAEADRVKRELVEARNNAETQLTTAERQLGEWKYVSDAEKENVKTHVAELRKAMENPNV 600

N-terminal
LPAL13 300028600
LPMP_302470
LbrM.30.2440

hAhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhhkhkhkhkhkhkhkhkkhkhkkhkhkhkhkhkhkhkhkhkkhkhkkhkhkhkhkhkkhkhkkhkhkkkhkx

AKEDLAAATDKLQKAVMECGRTEYQQAAAANSGSSSNSGEQQQQQOQOGDQQOQQQOQSSEKK 276
AKEDLAAATDKLQKAVMECGRTEYQQAAAANSGSSSNSGEQQQQQOQOGDQOQOQQOQOSSEKK 126

AKEDLAAATDKLQKAVMECGRTEYQQAAAANSGSSSNSGEQQQQQQOGDQQQOQQOSSEKN—

AKDDLVAATDKLQKAVMECGRTEYQQAAAANSGSSSNSGEQQQQOQQOGDQQQOQOONSEKK -
hhk-kk hhkhkhkhhkhhkhkhhhkhkhkhhhhkhkhhhkkhhkhhkhkhkhkhhkhkhhkhhkhkhhhkhkhkhdxkx _* -
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Supplementary Figure 4

A N-terminal extension 4: FCF1 (FCF1 RRNA-Processing Protein)
Leishmania panmensis MHOM/COL/81/L13 Chromosome 19 (Positive strand)

Current Annotation

Gene: LPAL13_190017800

Current gene: LPAL13_190017900

Gene: LPAL13_190018000

474,993 475,587 475,595 475,945 477,041 477,922
475,130 475,945
B —
N-terminal MFPVNLTSLSHPSFLFLGHPSSAFHVACRLRALLVSVALCVALYGRRVRLHGDRSRVRAA 60
LPAL13 190017900 === mm oo mm e
LBRM2903 190020100 === ==————mmm oo oo
LPMP 191070  m = o mmmm e e o
N-terminal AAMGKVKRQDNHATK KILMKEKSLAMKKKREAESYHESPEPNTTKQATKDYAAVLFRKAQ 120
LPAL13 190017900 === —— o mm oo oo oo
LBRM2903_190020100 - -MGKVKRQDNHAIKKILMKEKSLAMKKKREAESYHESPEPNTTKQATKDYAAVLFRKAQ 58
LPMP_191070 - -MGKVKRQDNHAIKKILMKEKSLAMKKKREAESYHESPEPNTTKQATKDYAAVLFRKAQ 58
N-terminal VTQAAPMHTAHFLSYNTALGPPYRIWLDTNFINFSMONKLDIVQGLMDCLLAKVIPCICD 180
LPAL13 190017900 =  ————————-—mmmmm oo oo MONKLDIVQGLMDCLLAKVIPCICD 25
LBRM2903 190020100 VTQAAPMHTAHFLSYNTALGPPYRIWLDTNFINFSMONKLDIVQGLMDCLLAKVIPCICD 118
LPMP_ 191070 VTQAAPMHTAHFLSYNTALGPPYRIWLDTNFINFSMONKLDIVQGLMDCLLAKVIPCICD 118
hkhkkkkkhkhkkhkkkkkkkhkkkkkkkkkk
N-terminal CVFAELEKLGKKFRIALKLARDKRFERLTCDSKYADDCVVRTVTQHPIYIVATCDQELKR 240
LPAL13 190017900 CVFAELEKLGKKFRIALKLARDKRFERLTCDSKYADDCVVRTVTQHPIYIVATCDQELKR 85
LBRM2903 190020100 CVFAELEKLGKKFRIALKLARDKRFERLTCDSKYADDCVVRTVTQHPIYIVATCDQELKR 178
LPMP 191070 CVFAELEKLGKKFRIALKLARDKRFERLTCDSKYADDCVVRTVTQHPIYIVATCDQELKR 178

N-terminal
LPAL13 190017900
LBRM2903 190020100
LPMP 191070

C

khkkkkkkhkhkhkkhkkkkkhkhkhkkhkkkkkhkhkkhkkkkkkhkhkkhkkkkkhkhkhkkkkkkhkhkkhkkkkkkkkkkkkx

RLRKVPGVPIMYISKHRYTIERLPEAYGAPA 271
RLRKVPGVPIMYISKHRYTIERLPEAYGAPA 111
RLRKVPGVPIMYISKHRYTIERLPEAYGAPA 199
RLRKVPGVPIMYISKHRYTIERLPEAYGAPA 199

khkkhkkkkkkhkkhkkkkkkhkhkkhkkkkkkhkkhkkkkkkk

FCF1 (FCF1 RRNA-Processing Protein)
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Supplementary Figure 5

A N-terminal extension 5: Gryzun, putative trafficking through Golgi

Leishmania panmensis MHOM/COL/81/L13 Chromosome 10 (Positive strand)

Current Annotation
Gene: LPAL13_100005200

2,723

2,499

B

N-terminal 5
LPMP_100010
LPAL13 100005300
LMJSD75_100005300

N-terminal 5
LPMP_100010
LPAL13_ 100005300
LMJSD75_100005300

N-terminal 5
LPMP_100010
LPAL13 100005300
LMJSD75_100005300

N-terminal 5
LPMP_100010
LPAL13 100005300
LMJSD75_100005300

N-terminal 5
LPMP_100010
LPAL13 100005300
LMJSD75_100005300

N-terminal 5
LPMP_100010
LPAL13 100005300
LMJSD75_100005300

Cc

No domain found

0 100

P

Current gene: LPAL13_100005300
Gryzun

8,525 11,635

7,631

MNFLTTVYSDASYRFYCDVSPRFCVAVVASPVEDAETVSQOMLQQASPRNM I VVCTDRKVATN
MNFLTTVYSDASYRFYCDVSPRFCVAVVASPVEDAETVSQOMLQOOASPRMIVVCTDKVATN

MNVLSGIYSDASYRFYWDTNPRFCVAAVASHVEEAEKVSQVLQQVSPRMTIVCTDKIGLD

TAIKSEPSCGARQLLRSNWCHKHQSSLFSCIVLVCFLDRLGADATAEKAAEELVLCLGAA
TAIKSEPSCGARQLLRSNWCHKHQSSLFSCIVLVCFLDRLGADATAEKAAEELVLCLGAA

TSRKAASSSDASQLLRSDWCLKRQKSVFSCIVLVCFLDRLSVNVTAAKLSEELVLCLGAS

VESIHCDIVFAPVLKAPADGKERLSDNIEKRLRSLLGSRFAGCALQTREDGMWRGTAALQ
VESIHCDIVFAPVLKAPADGKERLSDNIEKRLRSLLGSRFAGCALQTREDGMWRGTAALQ

LESMRCDVVFAPVVESTAESKEELRDSIEKSLRSLLGSRLAGSALQTIENGVWRGIAALQ

HLVFESTVAYHKGEVHRLRDRKKRIKDDPEQOLLLPRLHFKIGWHYLVLHDFSSARVQML
HLVFESTVAYHKGEVHRLRDRKKRIKDDPEQQOLLLPRLHFKIGWHYLVLHDFSSARVQOML

SLVFDSTVAYHKGEVRRLRDRKEMLNDDSNQRLALPGLHFKIGWHYLVLHDFSSTRQQOML

SGLRKIKSLFPLFPSFQARLCGSVFLWHFLFCISMSGGHLSSSSEVYEEIRSFTAWVSLA
SGLRKIKSLFPLFPSFQARLCGSVFLWHFLFCISMSGGHLSSSSEVYEEIRSFTAWVSLA
—————————————————————————————————— MSGGHLSSSSEVYEEIRSFTAWVSLA

SGLRKIKTLFPLFPSFEARLCGSVFLWHFLFCISVSEGHLSSSSEVYQEIRCFVDWIGTA
sk Kkkkkkkhkhkhkk.hkkk Kk k. *

YGGSVKDECQTVVEFVLTKAMEAEWLEYLARKTENLAVROQRCDYLVAAAQALQODCDAFLPS
YGGSVKDECQTVVEFVLTKAMEAEWLEYLARKTENLAVRQRCDYLVAAAQALQODCDAFLPS
YGGSVKDECQTVVEFVLTKAMEAEWLEYLARKTENLAVRQRCDYLVAAAQALQDCDAFLPS

YGGGVKDECQTVVLVLTKVMEAEWLEYLARKTENLEARQCCDYLVAAAQALQODCDAFLPS
Khkk Khkhkhkhkhhkhkhhhkhk hhkhkhkhhhkhhkhhkhkhhkhk _Khk hhkhhkhhkhhkhkhhkhhkhhkhhkhhk
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Supplementary Figure 6

A

N-terminal extension 6: Mitochondrial phosphate transporter

Leishmania panmensis MHOM/COL/81/L13 Chromosome 34 (Positive strand)

Current Annotation
Gene: LPAL13_340050300

1,585,848

1,584,274

B

N-terminal
LPAL13 340050400
LbrM.34.2.211080

N-terminal
LPAL13 340050400
LbrM.34.2.211080

N-terminal
LPAL13 340050400
LbrM.34.2.211080

N-terminal
LPAL13 340050400
LbrM.34.2.211080

N-terminal
LPAL13 340050400
LbrM.34.2.211080

N-terminal
LPAL13 340050400
LbrM.34.2.211080

Current gene: LPAL13_340050400
MPT

1,586,710
1,586,593

1,587,510
1,587,510

1,590,504

———————————— MNPDHPHDSTYYMKCIGGGILACGTTHTAVCPLDVVKCNMOVCPERFK
——————————————————————————————————————————————————— MQVCPERFK

MTASTKPWDARYVNPDHPHDSTYYMKCIGGGILACGTTHTAVCPLDVVKCNMQVCPERFK
*kkkkdkkkk

SLAQGISLIMKEEGIGANGLLKGWLPTLCGYSAQGAFKFGLYEYFKDFYANMVGRENAKK
SLAQGISLIMKEEGIGANGLLKGWLPTLCGYSAQGAFKFGLYEYFKDFYANMVGRENAKK

SLAQGISLIMKEEGIGANGLLKGWLPTLCGYSAQGAFKFGLYEYFKDFYANMVGRENAKK
D

YEGVIWLAGSASAEFFADMGLCPFEMVKVKVQTSPKGTFPTGMLAAMSAMRADPSSGFPY
YEGVIWLAGSASAEFFADMGLCPFEMVKVKVQTSPKGTFPTGMLAAMSAMRADPSSGFPY

YEGVIWLAGSASAEFFADMGLCPFEMAKVKVQTSPKGTFPTGMLAAMSAMRADPSSGFPY
Khkhkkhkhkhkhkhhhkhkhhhhkhkhhhhkhkhhdhk hhhkhkkhkhhhhkhkhhkhhkhkhhkhhkkhkhkhhkkhkhkhkkkk

KSLAPLWGRQIPYTMAKFFFFEKVVRMFYEYVFTKPKEQYNKATQLSITFASGYIAGVIC
KSLAPLWGRQIPYTMAKFFFFEKVVRMFYEYVFTKPKEQYNKATQLSITFASGYIAGVIC

KSLAPLWGRQIPYTMAKFFFFEKVVRMFYEYVFTKPKEQYNKATQLSITFASGYIAGVIC
e X E

ATIVSHPADTLVSARGKTSNAGKSYGQIAKEMGYMNVCTKGLGTRILMIGTLTGLOQWWIYD
AIVSHPADTLVSARGKTSNAGKSYGQIAKEMGYMNVCTKGLGTRILMIGTLTGLOQWWIYD

AIVSHPADTLVSARGKTSNAGKSYGQIAKEMGYMNVCTKGLGTRILMIGTLTGLOQWWIYD
D L

TYKTTLGMGTSGGSGKK 305
TYKTTLGMGTSGGSGKK 266

TYKTTLGMGTSGGSGKK 317
ok ok ok kokdok ok dokokkokkk

Mitochondrial phosphate transporter

100 200 300

Gene: LPAL13_340050500
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Supplementary Figure 7

A

N-terminal extension 7: Ribosomal protein S9/S16

Leishmania panmensis MHOM/COL/81/L13 Chromosome 23 (Positive strand)

Current Annotation
Gene: LPAL13_230020600

503,605

503,255

B
N-terminal
LPAL13 230020700
LbrM.23.2.001270
LPMP 231310

N-terminal
LPAL13 230020700
LbrM.23.2.001270
LPMP_ 231310

N-terminal
LPAL13 230020700
LbrM.23.2.001270
LPMP 231310

N-terminal
LPAL13 230020700
LbrM.23.2.001270
LPMP 231310

N-terminal
LPAL13 230020700
LbrM.23.2.001270
LPMP 231310

No domain found

Current gene: LPAL13_ 230020700

505,170
505,170

505,574

MQLSKAFLSVCLRKMKQLLSPKTARHARLFRLANSLASQKGVPQOSDGERLSWVNSHVEKRT
—————————————— MKQLLSPKTARHARLFRLANSLASQKGVPQSDGERLSWVNSHVKRT
—————————————— MKQLLSPKTARHARLFRLANSLASQKGVPQSDGERLSWVNSHVKRT

ODMELSRAEEALRERMMPLEVGDNAVITNNQATHGNLFHFREYPMYPGEYVPAGHNTLSS
———————————————————————————————————————————— MYPGEYVPAGHNTLSS
QODMELSRAEEALRERMMPLEVGDNAVITNNQATHGNLFHFREYPMYPGEYVPAGHNTLSS
ODMELSRAEEALRERMMPLEVGDNAVITNNQATHGNLFHFREYPMYPGEYVPAGHNTLSS

% % % o o ko ko ke ko ok ok ok
LKDELRSDLTAQSLKEAWMRVSGGMYFKSIDDYYASVDGLDEEQLGEIVSALLPDLRKYE
LKDELRSDLTAQSLKEAWMRVSGGMYFKSIDDYYASVDGLDEEQLGEIVSALLPDLRKYE
LKDELRSDLTAQSLKEAWMRVSGGMYFKSIDDYYASVDGLDEEQLGEIVSALLPDLRKYE
LKDELRSDLTAQSLKEAWMRVSGGMYFKSIDDYYASVDGLDEEQLGEIVSALLPDLRKYE
dkdkdkkdkdkdkdkdkkdkdkdkdhdhdhdhdhdhdhdhdhdhdhdhdhdhdhdhhdhhhdhhdhhhdhhhhhhhhhhhhhhhhhhkhkhk
SQALVTKVLESLSKPADSPSRQLSRTITADAVGLDNAPGHYTNFLEWMGRMTETKAFKTE
SQALVTKVLESLSKPADSPSRQLSRTITADAVGLDNAPGHYTNFLEWMGRMTETKAFKTE
SQALVTKVLESLSKPADSPSRQLSRTITADAVGLDNAPGHYTNFLEWMGRMTETKAFKTE
SQALVTKVLESLSKPADSPSRQLSRTITADAVGLDNAPGHY TNFLEWMGRMTETKAFKTE
dhkdkdkdkdkdkdkdkdkkdkdkdkdhdhdhdhdhdhdhdhdhdhdhdhdhdhdhdhdhdhdhdhdhhdhdhhdhhhhhhhhhhhhhhhhhhhkhk
HALFEFTRRKFNRDDVRVMFENYNLMSKATLEADSSDSYSHFYTVLNDFSRKVAGEDTRH
HALFEFTRRKFNRDDVRVMFENYNLMSKATLEADSSDSYSHFYTVLNDFSRKVAGEDTRH
HALFEFTRRKFNRDDVRVMFENYNLMSKATLEADSSDSYSHFYTVLNDFSRKVAGEDTRH

HALFEFTRRKFNRDDVRVMFENYNLMSKATLEADSSDSYSHFYTVLNDFSRKVAGEDTRH
khkkhkkhkkkhkhhhhkkhkhkhhhhkhkhkhkhkhhkkhkhkhhhhkkhkhkhkhhkkkhkhkhhkkkkkhkhkk
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Gene: LPAL13_230020800

Ribosomal S9/S16 __
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120
16
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180
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240
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226
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196
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Supplementary Figure 8

A

N-terminal extension 8: Hypothetical protein

Leishmania panamensis MHOM/COL/81/L13 Chromosome 17 (Negative strand)

Current Annotation
Gene:LPAL13_170009100

155,571

152,125

B

N-terminal

LPAL13_ 170009200
LPMP_170380
LBRM2903_ 170010000

N-terminal

LPAL13_ 170009200
LPMP_170380
LBRM2903_ 170010000

N-terminal

LPAL13_ 170009200
LPMP_170380
LBRM2903_ 170010000

N-terminal

LPAL13_ 170009200
LPMP_170380
LBRM2903_ 170010000

N-terminal

LPAL13_ 170009200
LPMP_170380
LBRM2903_ 170010000

Current gene: LPAL13_200022900

158,006
158,006

160,723

MPNTHGSAAAVVTAASGASRTVFNAGHTKVEFNQYWYSRNTIHHLVREVCHHATACAFLS
MPNTQGSAAAVVTAASGASRTVFNAGHTKVEFNQYWYSRNTIHHLVREVCHHATACAFLS

TPSLFFALDERRGDETTEDESRLKQLRHSSRVFEYDLOWSSDPCFVHYDFHQPEQVPVQY
TPSLFFALDERRGDETTEDESRLKQLRHSSRVFEYDLOWSSDPCFVHYDFHQPEQVPVQY
TPSLFFALDDRRGDETAEDESRLKQLRHSSRVFEYDLOQWSSDPCFVHYDFHQPEQVPVQY

MAAFDYVVADPPFITADVWTQYAATAKLLLKEGGKLLFTTVPENHSLLENLLDRPLFIAD
MAAFDYVVADPPFITADVWTQYAATAKLLLKEGGKLLFTTVPENHSLLENLLDRPLFIAD
MAAFDYVVADPPFITADVWTQYAATAKLLLKEGGKLLFTTVPENHSLLENLLDRPLFIAD

MAAFDYVVADPPFITADVWTQYAATAKLLLKEGGKLLFTTVPENHSLLENLLDRPLFIAD
Khkhkhkhhkhkhkdhhhhkhkhhhhkhkhhhhhkkhhhhhkhkdhhhhkkhhhhkkhkhhhhkkhhkhhkhkhhhrhkkhkkhk

FYPLVEHLTYQYVCFLSYEPTCLAQPNAELPEVDAKMAAAIHMANDLRSSEKEFALQMAQ
FYPLVEHLTYQYVCFLSYEPTCLAQPNAELPEVDAKMAAATIHMANDLRSSEKEFALQOMAQ
FYPLVEHLTYQYVCFLSYEPTCLAQPNAELPEVDAKMAAAIHMANDLRSSEKEFALQMAQ

FYPLVEHLTYQYVCFLSYEPTCLAQPNAELPEVDAKMVAAIHMANDLRSSEKEFALOMAQ
hhkhkhkhkhkhkhhhhhhhhhhhhhhhhhhhhhhhdhdhdhdhdhdhdh dhhkhdhhhhhhhhhhhhkhkhkhkhkkx

RKREGEERLPTVAFERDNELARNPKVRERVKAERNAVNWDTIPIEKMEWGYIPEGLTVYP
RKREGEERLPTVAFERDNELARNPKVRERVKAERNAVNWDTIPIEKMEWGYIPEGLTVYP
RKREGEERLPTVAFERDNELARNPKVRERVKAERNAVNWDTIPIEKMEWGYIPEGLTVYP

RKREGEERLPTAAFERDNELARNPKVRERVKAERNAVNWDTIPIEKMEWGYIPEGLTVYP
hhkhkhkhkhkhkhkhkhkhk hhhhhhhhhhhhhhhhhhhhhdhdhdhhdhhhhhhhhhhhhhhkhhkhhkhkkkkx

N6-adenineMlase domain

5-adenineMlase

Gene: LPAL13_170009300

156,723
156,396

164,700

109

120
120

169

180
180

229
120
240
240

289
180
300
300



Supplementary Figure 9

A

Leishmania panamensis MHOM/COL/81/L13 Chromosome 20 (Negative strand)

Current Annotation
Gene: LPAL13_200022800

675,212

675,141

B

N-terminal
LPAL13_ 200022900
LPMP_201750
LbrM.20.2.001570

N-terminal
LPAL13 200022900
LPMP_201750
LbrM.20.2.001570

N-terminal
LPAL13_ 200022900
LPMP_201750
LbrM.20.2.001570

N-terminal
LPAL13_ 200022900
LPMP_201750
LbrM.20.2.001570

N-terminal
LPAL13_ 200022900
LPMP_201750
LbrM.20.2.001570

N-terminal
LPAL13_ 200022900
LPMP_201750
LbrM.20.2.001570

Cc

No domain found

N-terminal extension 9: Hypothetical protein

Current gene: LPAL13_200022900

689,675
689,675

691,396

MYTSAPFQKKPRAKAQTSTTATGASSSAKHLCPLPLLSRTDGTCTPSPPVPPSTSLNGSP
MYTSAPFQKKPRAKTQTSTTATGASSSAKHLCPLPLLSRTDGTCTPSPPVPPSTSLNGSP

RATRSLSILPILPHRASAFPSPDEGERTRHVVMDPLAALRRCLQYVCSHPEIYGTDVRGL
———————————————————————————————— MDPLAALRRCLQYVCSHPEIYGTDVRGL
RATRSLSILPILPHRASAFPSPDEGERTRHVVMDPLAALRRCLQYVCSHPEIYGTDVRGL

RATRSLSILPILPHRASAFPSPDEGERTRHVVMDPLAALRRCLQYVCSHPEIYGTDVRGL
hhkhkhkhkhkhkhkhkhkhhhhhkhkhkhkhkhkhkhkhhkhkhkxkx

LDREVMHVMRLKTSELSLTNGOQRPLEFVNPLESVTVRHAARSLIGAQAYPTIPTQSTASSG
LDREVMHVMRLKTSELSLTNGQRPLEFVNPLESVTVRHAARSLIGAQAYPTIPTQSTASSG
LDREVMHVMRLKTSELSLTNGQRPLFVNPLESVTVRHAARSLIGAQAYPTIPTQSTASSG

LDREVMHVMRLKTSELSLTNGQRPLFVNPLESVTVRHAARSLIGAQAYPTIPTQSTASNG
Ihkhkhkhkhkhkhkhhhhhhhhhhkhkhkhkhkhkhkhhhhhhhhkhkhkhkhkhkhkhkhhhhhhhkhkhkhkhkhkhkhkhkhhhkh *

GVPGSAAAGDLFGYGNVSFLPVSSVGFSALLODFRGDRARADLTGDCRQADGRETLFGGA
GVPGSAAAGDLFGYGNVSFLPVSSVGFSALLODFRGDRARADLTGDCRQADGRETLFGGA
GVPGSAAAGDLFGYGNVSFLPVSSVGFSALLQOQDFRGDRARADLTGDCRQADGRETLFGGA

GVPGSASAGNLFGYGNVSFLPVSSVGFSALLODFRGDRARADLTGDCRQADGRETLFGGA
hhkhkhkhkhk chkhk s hhhhhhhhhkhkhkhkhkhhhhhhhhhhkhkhkhkhkhkhkhhhhhhhhhkhkhkhkhkhkhkhhhhhh

PSTSWPAAVPAPPLEESIQWSGTLPPSLTSTRVRGTRSVVHDDEAVKGSGFSENVGANGG
PSTSWPAAVPAPPLEESIQWSGTLPPSLTSTRVRGTRSVVHDDEAVKGSGFSENVGANGG
PSTSWPAAVPAPPLEESIQWSGTLPPSLTSTRVRGTRSVVHDDEAVKGSGFSENVGANGG

PSTSWPAAVPAPPLEESIQWSGTLPPSLTSTSVRGIRSVVHDDEAVKGGGFSENVGVNGG
hhkhkhkhkhkhkhkhkhhhhhhhhkhkhkhkhkhkhkhkhkhhhhhkhk *hkk hkhkhkhhhhhhhkhkhx *hkhkhkhkhkk _ *kx*

GVHSGETHGTSQFLSRMSASAVODKLNPOQLORLVLDPSEDTASGFSAALP-NAFCAAEGM
GVHSGETHGTSQFLSRMSASAVODKLNPQLORLVLDPSEDTASGFSAALP-NAFCAAEGM
GVHPGETHGTSQFLSRMSASAVODKLNPQLORLVLDPSEDTASGFSAALP-HAFCAAEGM

GVHPGETHGRSQFLSRMSASAVODKLNPQLORLVLDPSEDTASGLSAALPNAFYCAVEGM
dhkhk Khkhkhkhk hhhhkhhkhhkhkhkhkhkhkhkhkhhhhhhhhkhkhkhkhkhkhkhhhhkh:hhkhkhx ckk _khkk

Gene: LPAL13_200023000

684,084
684,084

692,553

60

60
60

120
28

120
120

180
88

180
180

240
148
240
240

300
208
300
300

360
268
360
360



Supplementary Figure 10

A N-terminal extension 10: Vacuolar protein sorting-associated protein 16

Leishmania panamensis MHOM/COL/81/L13 Chromosome 18 (Positive strand)

Current Annotation

Gene: LPAL13_180013900

352,085

351,792

B

LbrM.18.2.001170
LbrM.18.1170
N-terminal
LPAL13 180014000

LbrM.18.2.001170
LbrM.18.1170
N-terminal
LPAL13 180014000

LbrM.18.2.001170
LbrM.18.1170
N-terminal
LPAL13 180014000

LbrM.18.2.001170
LbrM.18.1170
N-terminal
LPAL13 180014000

LbrM.18.2.001170
LbrM.18.1170
N-terminal
LPAL13 180014000

LbrM.18.2.001170
LbrM.18.1170
N-terminal
LPAL13 180014000

Cc

Current gene: LPAL13_180014000

358,989
358,131

361,847

MPHRRHFDRTSRLGSWISLGTEALFRFAELEDYSNTLPFKFDNSLMAHSGYGGLVALFSP
MPHRRHFDRTSRLGSWISLGTEALFRFAELEDYSNTLPFKFDNSLMAHSGYGGLVALFSP
MPHRRHFDRTSRLGSWISLGTEALFRFAELEDYSNTLPFKFDNSLMAHSGYGGLVALFSP

RACNFSTNENSIFLFHLAGTPLOQKRPRIQLKAIERVIYMTWNKAADHLIVVLNTGFVHFY
RACNFSTNENSIFLFHLAGTPLOQKRPRIQLKATIERVIYMTWNKAADHLIVVLNTGFVHFY
RACNFSTNENSIFLFHLAGTPLOQKRPRIQLKAIERVIYMTWNKAADHLIVVLNTGFVHFEY

NYCGAAAAPSLPMEIPIACTSCDNGFVALVDTATEAKLVLVHLGRQKEYTMRELSLPQSI
NYCGAAAAPSLPMEIPIACTSCDNGFVALVDTATEAKLVLVHLGRQKEYTMRELSLPQSI
NYCGAAAAPSLPMEIPIACTSCDNGFVALVDTATEAKLVLVHLGROKEYTIRELSLPQST

ROFMTTIALVALESVDKEETKEVFLSYTPWSSNSFICRCLFGASNSSFLELAVPVEGGRV
ROFMTTIALVALESVDKEETKEVFLSYTPWSSNSFICRCLFGASNSSFLELAVPVEGGRV
ROFMTTIALVALESVDKEETKEVFLSYTPWSSNSFICRCLFGASNSSFLELAVPVEGGRV

LGMCRSPTSRAVAFMMLDGSLYSTSSGFSEVSLLRRTDVTLESFLOMTWCGGHCVAYLQR
LGMCRSPTSRAVAFMMLDGSLYSTSSGFSEVSLLRRTDVTLESFLOMTWCGGHCVAYLQR
LGMCRSPTSRAVAFMMLDGSLYSTSSGFSEVSLLRHTDVTLESFLOMTWCGGHCVAYLQR

—————————————————————————————————————————————— MTWCGGHCVAYLOR
hkhkkhkkhkkhkkhkhkkhkkhkkkhkkkk

MQOYGGALDEGEDCPCSLFLMNVDEPDNNDCISDLPFDACLLPEKDGAWVLSREKLFFLQV
MOYGGALDEGEDCPCSLFLMNVDEPDNNDCISDLPFDACLLPEKDGAWVLSREKLFFLQV
IQYGGALDEGEDCPCSLFLMNVDEPDNNDCISDLPFDACLLPEKDGAWVVSREKLFFLQV

IQYGGALDEGEDCPCSLFLMNVDEPDNNDCISDLPFDACLLPEKDGAWVVSREKLFFLQV
chkhkkhkhkhkhhhkhhhkhhhkhhkhhhkhhhkhhhkhhkhhhkhhkhhhkhhhkhhkhhk:hhkhkhkhhkkhk

Vacuolar protein sorting-associated protein 16

0 100

200

k[ 40 500 600 700 800

Gene: LPAL13_180014100

360,905
360,905

362,845

120
120
120

180
180
180

240
240
240
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300
300

360
360
360

900



Supplementary Figure 11

A

Leishmania panamensis MHOM/COL/81/L13 Chromosome 27 (Negative strand)

Current Annotation
Gene: LPAL13_270018000

455,758

455,168

LPMP_271090
LbrM.27.2.001190
N-terminal
LPAL13 270018100

LPMP_271090
LbrM.27.2.001190
N-terminal
LPAL13 270018100

LPMP_271090
LbrM.27.2.001190
N-terminal
LPAL13 270018100

LPMP_271090
LbrM.27.2.001190
N-terminal
LPAL13 270018100

LPMP_271090
LbrM.27.2.001190
N-terminal
LPAL13 270018100

LPMP_271090
LbrM.27.2.001190
N-terminal
LPAL13 270018100

Cc

No domain found

0 100

N-terminal extension 11: Hypothetical

Current gene: LPAL13_270018100

458,282
458,282

460,216

MRSWLLRCSPGLATAQVVPRAAYALCLHTPHRCVFVRELSTPVTLESSNRSVTPFPARLL
MRSWLLRCSPGLATAQVVPRAAYALCLHTPHRCVFVRELSTPVTLESSNRSVTPFPARLL
MRSWLLRCSPGLATAQVVPRAAYALCLHTPHRCVFVRELSTPVTLESSNRSVTPFPARLL

WQFSSKRPRHLVLCVRKPLPAVVPLASEDAFEEWSDAEAAEALPKRTAVVDGAPRTPEDY
WQFSSKRPRHLVLCVRKPLPAVVPLASEDAFEEWSDAEAAEALTKRTAAVDGAPRTPEDY
WQFSSKRPRHLVLCVRKPLPAVVPLASEDAFEEWSDAEAAEALPKRTAVVDGAPRTPEDY

MYGRLFLRPYNVAQLLTVLOQGWSDLPAVVERPRSSLTLSAVPPASTSAKLAKRSNVDVRP
MYGRLFLRPYNVAQLLTVLOGWSDLPAVVERPRSSLTLSAVPPASTSAKLAKRSNVDVRP
MYGRLFLRPYNVAQLLTVLOGWSDLPAVVERPRSSLTLSAVPPASTSAKLAKRSNVDVRP
MYGRLFLRPYNVAQLLTVLOGWSDLPAVVERPRSSLTLSAVPPASTSAKLAKRSNVDVRP

hkhkhkkhkhkkhkhkkhkkhkhkkhkhkkhkkhkhkkhkhkhkkhkhkkhkkhkhkkhkhkkhkkhkhkkhkhkkhkkhkhkkhkhkhkhkhkkhkhkhkkhkhkkhkhkhkkhkhkhkhkhkkhkhkkhkhkhkkhhkkk

REVMLTARLTRKMFSATLGGSGRATIAEAATHPSADSDPATEEDYPDSVYVDGDVCTLRV
REVMLTARLTRKMFSATLGGSGRATIAEAATHPSADSDPATEEDYPDSVYVDGDVCTLRV
REVMLTARLTRKMFSATLGGSGRATIAEAATHPSADSDPATEEDYPDSVYVDGDVCTLRV

REVMLTARLTRKMFSATLGGSGRATIAEAATHPSADSDPATEEDYPDSVYVDGDVCTLRV
Thkhkhkhhkhkhhhkhkhhhkhkhhhhkhkhhkhkhkhhhkhkhhhkhkhkhhkhkhkhhkhkhkhhhkhkhkhhkhkhkhhkhkhkhhkkhkhk

VLRDADLILFTVHLESVLSDLFAIEHYSRKLERCNTFDSQPSRVCHRTGARLSSFVRSSA
VLRDADLILFTVHLESVLSDLFAIEHYSRKLERCNTFDSQPSRVCHRTGARLSSFVRSSA
VLRDADLILFTVHLESVLSDLFAIEHYSRKLERCNTFDSQPSRVCHRTGARLSSFVRSSA

VLRDADLILFTVHLESVLSDLFAIEHYSRKLERCNTFDSQPSRVCHRTGARLSSFVRSSA
Khkhkhkhhkhkhhkhkhhkhhhkhkhhkhhhkhkhhkhhhkhhhkhhhkhhhkhhhkhhhkhhhkhhkhhhkhhkhhkhhx

RPPQYLSHRYTPGSRAHGDTMEPRYRSHRPQRSNHGSSHHHNATTAAANTAATGPTESGK
RPPQYLSHRYTPGSRAHGDTMEPRYRSHHPQRSNHGSSHHHNATTAAANTAATGPTESGK
RPPQYLSHRYTPGSRAHGDTMEPRYRSHRPQRSNHGSSHHHNATTAAANTAATGPTESGK

RPPQYLSHRYTPGSRAHGDTMEPRYRSHRPQRSNHGSSHHHNATTAAANTAATGPTESGK
Khkhkhkhkhkhkhhkhkhhkhhhkhhhkhhhkhhhkhhhkhk . khhkhkhhhkhhkhhhkhhhkhhkhhkhhkhhkhkhhx

200 300 100 500 600

Gene: LPAL13_270018200

456,660
456,300

460,923

120
120
120

180
180
180
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Supplementary Figure 12

A

N-terminal extension 12: Ribosomal protein L2

Leishmania panamensis MHOM/COL/81/L13 Chromosome 27 (Negative strand)

Current Annotation
Gene: LPAL13_080007600

93,569

93,342

LPMP_080290
LbrM.08.0320
LPAL13 080007700
N—-terminal

LPMP_080290
LbrM.08.0320
LPAL13 080007700
N—-terminal

LPMP_080290
LbrM.08.0320
LPAL13 080007700
N—-terminal

LPMP_080290
LbrM.08.0320
LPAL13 080007700
N—-terminal

LPMP_080290
LbrM.08.0320
LPAL13 080007700
N—-terminal

LPMP_080290
LbrM.08.0320
LPAL13 080007700
N—-terminal

LPMP_080290
LbrM.08.0320
LPAL13 080007700
N—-terminal

LPMP_080290
LbrM.08.0320
LPAL13 080007700
N—-terminal

Current gene: LPAL13_080007700

93,616
93,310

95,402

————————— MLRROLOFFTIGGVSAVSAAELTGMGPSSVAAAATGPSLSSPTTLSIVAGA
————————— MLRROLOFFTIGGVSAVSAAELTGMGPSSVAAAATGPSLSSPTTLSIVAGA

MWVLCRACVSQCSAGNFSSSPSAACRLCQRRSSRAWGSVAAAATGPSLSSPTTLSIVAGA

SALIVPRRGVKLVNPIGKQGSQHYGLEPKLEAGKDTQLKHTEMYDGYTDDFGVFKEGPPV
SALIVPRRGVKLVNPIGKQGSQHYGLEPKLEAGKDTQLKHTEMYDGYTDDFGVFKEGPPV
—————————————————————————————————————————— MYDGYTDDFGVFKEGPPV
SALIVPRRGVKLVNPIGKOGSOHYGLE PRLEAGKDTQLKHTEMYDGYTDDEFGVEFKEGPPV
hhkhkhkhkhhkhkhkhkhkhkhkhhkx*x
TLRLEYVRSPDHGYSQHILOKDIWSPFQVGANMMSY TPLYYDWKGFSSRDYFGHRSGTNP
TLRLEYVRSPDHGYSQHILOKDIWSPFQVGANMMSYTPLYYDWKGEFSSRDYFGHRSGTNP
TLRLEYVRSPDHGYSQHILOKDIWSPFQVGANMMSYTPLYYDWKGFSSRDYFGHRSGTNP
TLRLEYVRSPDHGYSQHILOKDIWSPFQVGANMMSYTPLYYDWKGFSSRDYFGHRSGTNP
AAKAAAIAIAAAAIAAA A A A A A A A A A A A A hAhAhAhkhAhkhhkhhhkhhkhkhhhhkhkhhkhhkhhhhhkhhihkx
GSKVLLGHYRRDEERSWGYRIMVNHKPOKRI PKWLACVVHNRRKKTFLGFFLYANGAYVA
GSKVLLGHYRRDEERSWGYRIMVNHKPQKRIPKWLACVVHNRRKKTFLGFFLYANGAYVA
GSKVLLGHYRRDEERSWGYRIMVNHKPOKRIPKWLACVVHNRRKKTFLGFFLYANGAYVA
GSKVLLGHYRRDEERSWGYRIMVNHKPOKRI PKWLACVVHNRRKKTFLGFFLYANGAYVA
AAK A A KA IAAKAIAAAKAAAAAAAAAAA R A A A AR A A A A A A A A A A A AT A A A hdhkhhrhhhhhrhx
ELLTYKQLPRIIYNKAFQGCLPTVGQTVSLTEVTYGKEMHSVEMYPGHGGVICRASGTAA
ELLTYKQLPRIIYNKAFQGCLPTVGQTVSLTEVTYGKEMHSVEMYPGHGGVICRASGTAA
ELLTYKQLPRIIYNKAFQGCLPTVGQTVSLTEVTYGKEMHSVEMYPGHGGVICRASGTAA
ELLTYKQLPRIIYNKAFQGCLPTVGQTVSLTEVTYGKEMHSVEMYPGHGGVICRASGTAA
AAK A A KNI AR A KNI AAAKRKAAAKAAIRAAKNRAKRAAAA A AR AI A AR AR A A A A A A A A A A A hdhhhrhx
VVLRGSEPNLVPLLLPSKEVRLFDSTCHAVFGRRAGVMYNKQOQRNFSKRS IEENMPHRPKV
VVLRGSEPNLVPLLLPSKEVRLFDSTCHAVFGRRAGVMYNKQRNFSKRS IEENMPHRPKV
VVLRGSEPNLVPLLLPSKEVRLFDSTCHAVFGRRAGVMYNKQOQRNFSKRSIEENMPHRPKV
VVLRGSEPNLVPLLLPSKEVRLFDSTCHAVFGRRAGVMYNKQRNFSKRS IEENMPHRPKV
AAKAAKRKAKAAAKRKAKAAKAKAKIAAAKRAAAARA KR AAAA A A A AAAAAAhhkhkhrhkhkhkhdhkhkhrhdhkhhrx
HSKTKRVSSHPAGGGNGGSPNLLTPLDWRIHPRNCVKTKYWLSGYILRGRQYNRNQTVAD
HSKTKRVSSHPAGGGNGGSPNLLTPLDWRIHPRNCVKTKYWLSGYILRGRQYNRNQTVAD
HSKTKRVSSHPAGGGNGGSPNLLTPLDWRIHPRNCVKTKYWLSGYILRGRQYNRNQTVAD
HSKTKRVSSHPAGGGNGGSPNLLTPLDWRIHPRNCVKTKYWLSGYILRGRQYNRNQTVAD
L e e R R
LKSKTYSWANRDPVYR 377
LKSKTYSWANRDPVYR 377
LKSKTYSWANRDPVYR 334

LKSKTYSWANRDPVYR 436
% K d F K K K Kk Kk Kk ok ok ok ke

Ribosomal protein L2

Ribosomal
L2 C

100 200 300 40

Gene: LPAL13_080007800

94,620
94,620

96,094

51
51

91
91
18
120

121
121
78

180

181
181
138
240

241
241
198
300

301
301
258
360

361
361
318
420



Supplementary Figure 13

A

N-terminal extension 13: GP63, leishmanolysin

Leishmania panamensis MHOM/COL/81/L13 Chromosome 10 (Negative strand)

Current Annotation
Gene: LPAL13_100010100

178,855

177,866

B

N-terminal
LPAL13 100010200
LPMP_100420

N—-terminal
LPAL1I3 100010200
LPMP_100420

N-terminal
LPAL1I3 100010200
LPMP_100420

N—-terminal
LPAL1I3 100010200
LPMP_100420

N—-terminal
LPAL1I3 100010200
LPMP_100420

N—-terminal
LPAL1I3 100010200
LPMP_100420

N—-terminal
LPAL1I3 100010200
LPMP_100420

N—-terminal
LPAL1I3 100010200
LPMP_100420

Current gene: LPAL13_100010200
GP63

179,751
179,469

181,070
181,070

183,867

RRPPGSVSALGLPYVSTDPISSAHAVDWALADSTSPSVARAADWGTLRIAVSTADLTDILIC

SHCTRVGQRVNNHNGEIATCTAEDILTEEKRDILVSYLIPOQALOLHTERLKVKQVQOGSWK

SHCTRVGQRVNNHNGEIATCTAEDILTEEKRDILVSYLIPQALOQLHTERLKVKQVQOGSWK

VITGMTGSICGDYVVPTAHLTVGVSNADFVLYVASVPSEPGVLAWATICQVFSDKQPAVAV
———MTGSICGDYVVPTAHLTVGVSNADFVLYVASVPSEPGVLAWATICQVFSDKQPAVAV

VITGMTGSICGDYVVPTAHLTVGVSNADFVLYVASVPSEPGVLAWATICQVFSDKQPAVAV
R R & X )

INIPPANIHSPYDQVLTRAVAHEVAHALGFSRMYFERAGLLTNASHVRGKFFSVPVMNSS
INIPPANIHSPYDQVLTRAVAHEVAHALGFSRMYFERAGLLTNASHVRGKFFSVPVMNSS

INIPPANIHSPYDQVLTRAVAHEVAHALGFSRMYFERAGLLTNASHVRGKFFSVPVMNSS
L R R R R 2 2R

TVVAKAREQYGCSNLTYVELEDLGDSRTTASHFKGRNAKDELMAPASAAGYYTALTMAVEF
TVVAKAREQYGCSNLTYVELEDLGDSRTTASHFKGRNAKDELMAPASAAGYYTALTMAVE
TVVAKAREQYGCSNLTYVELEDLGDSRTTASHLKGRNAKDELMAPASAAGYYTALTMAVE

*hhhhkhkkhkhkkhkhkhkhkhkhkhkhkhhkhhhkdhhhhhhkhkhkhkhkkhk:hhkhhhhhkddddhhhhkhkhkhkhkhkhbhhbhhhhi

EDLGFYKADFAKVEVMPWAQONASCDFLTKKCMENNITOWPEMFCNTTEMVPQCTTDRLRL
EDLGFYKADFAKVEVMPWAQONASCDFLTKKCMENNITOQWPEMFCNTTEMVPQCTTDRLRL

EDLGFYKADYNLAEIMPWAQONASCDFLTKKCMENNITOQWPEMFCNTTEMVPQCPTDRLRL
dhhkhkhhhkkx - Kk ik h Ak Ak kA A A A A A A A A A Ak A A hAhhAhhkhhhhkhhhhkhhhhkdh *hhkhkkxk

GTCLIIDVGRPMSMIYQYFTNDSLSGRSPFLDYCPVIVGSSNSACDQDPSMASPSLQOAFN
GTCLIIDVGRPMSMIYQYFTNDSLSGRSPFLDYCPVIVGSSNSACDQDPSMASPSLQOAFN

GTCLIIDVGRPMSMIYQYFTNDSLSGRSPFLDYCPVIVGSSNSACDQDPSMASPSLOAFN
AAAKAKRAKAKRAIAKAAIRAAA A KA AKR A KA AKR A A AR A A AT A A A I Ak dhhkhkdhhkhkdhhkdhhhhxhkx

GP63, leishmanolysin

Peptidase_M8

200 300 400 500 600

Gene: LPAL13_100010300

184,076

180

151
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240

211
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300

271
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237
420
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480



Supplementary Figure 14

A N-terminal extension 14: NADH-dependent fumarate reductase

Leishmania panamensis MHOM/COL/81/L13 Chromosome 34 (Positive strand)

Current Annotation
Gene: LPAL13_340016100

392,205

391,186

B

N—-terminal

LPAL13 340016200
LBRM2903_340017200
LAMAPH8 000829100

N—-terminal

LPAL13 340016200
LBRM2903_340017200
LAMAPH8 000829100

N—-terminal

LPAL13 340016200
LBRM2903_340017200
LAMAPH8 000829100

N—-terminal

LPAL13 340016200
LBRM2903_340017200
LAMAPH8 000829100

N—-terminal

LPAL13 340016200
LBRM2903_340017200
LAMAPH8 000829100

N—-terminal

LPAL13 340016200
LBRM2903_340017200
LAMAPH8 000829100

N—-terminal

LPAL13 340016200
LBRM2903_340017200
LAMAPH8 000829100

Current gene: LPAL13_100010200
NADH-dependent

398,009
398,009

183,867

LSTTSAPAAMSDIASSLNRVVVIGSGLAGQCAATEAARHGAKEVVIIEKETRLGGNSAKA
————————— MSRVAPSVNRVVIIGSGLAGQSAATEAAREGAKEVVLIEKEARLGGNSAKA

TSGINAWGTAVOKAAGVHDSGELFEKDTFASGKGGSCQPELVRTLSDHSAEATEWLSSFG
TSGINAWGTAVOKAAGVHDSGELFEKDTFASGKGGSCQPELVRTLSDHSAEATEWLSSFG
TSGINGWGTAVOKAAGVNDSGELFEKDTFVSGKGGTCOQAELVRTLSDHSAESIEWLSSFG

IPLTALTQLGGASRKRCHRAPDNPDGTPLPIGEFTIVRALENY IRTNLSDIVRIETNARLTI
IPLTALTQLGGASRKRCHRAPDNPDGTPLPIGFAIVRALENYIRTNLSDIVRIETNARLI
IPLTVITQLGGASRKRCHRAPDKPDGTPLPIGFTIVRALENYIRTNLSGTVLIETSARLI

SLMHSKEDDAVVVOGITYATQTASGEGKIRKLOARAVILATGGFSNDHTANSLLQQYAPQ
——MHSKEDDAVVVQGITYATQOQTASGEGKIRKLOARAVILATGGFSNDHTANSLLQOQQYAPQ
SLMHSKEDNAVVVQOGITYATQTASGEGKIRKLOARAVILATGGFSNDHTANSLLQQYAPQ

SLTHRKEGDVEVVRGITYATQTGGGEEQTRELHADAVILATGGFSNDHTPNSLLQQYAPQ
F* hhk .. kkokkkkkhkhkhk kK dohk ik hhkhkhkhkhkhkhhhhhhh Ahkhkhkhkdkdkdhh

LSSFPTTNGVWATGDGVKAARELGVKLVDMDKVOLHPTGLLDPKDPSNRTKYLGPEALRG
LSSFPTTNGVWATGDGVKAARELGVKLVDMDKVQLHPTGLLDPKDPSNRTKYLGPEALRG
LSSFPTTNGVWATGDGVKAARELGVELVDMDKVOLHPTGLLDPKDPSNRTKYLGPEALRG

LSSFPTTNGVWATGDGVKAARELGVALVDMDKVOLHPTGLLDPKDPNAKTLFLGPEALRG
AAAKIKRKRKKAKAKRAARKRKRAAAAKAKAKAKNKAK hhkhkhkhkhhAAAhAhAAAhhkhkhkhhkx_  :K* :hkhkhkhkhkhkhx

NADH-dependent fumarate reductase

200

300 500

Gene: LPAL13_340016300

fumarate reductase_—

396,984
396,573

184,076

60

120

15

180
51

75

240
111

135

300
171

195
58

360
231

255
118
420
291



Supplementary Figure 15

A

N-terminal extension 15: Hypothetical protein

Leishmania panamensis MHOM/COL/81/L13 Chromosome 32 (Negative strand)

Current Annotation
Gene: LPAL13_320029300

843,090

842,470

B

N—-terminal
LPAL13 320029400
LBRM2903_320031300

N—-terminal
LPAL13 320029400
LBRM2903_ 320031300

N—-terminal
LPAL13 320029400
LBRM2903_320031300

N-terminal
LPAL13 320029400
LBRM2903_ 320031300

N-terminal
LPAL13 320029400
LBRM2903_ 320031300

N-terminal
LPAL13 320029400
LBRM2903_ 320031300

N—-terminal
LPAL13 320029400
LBRM2903_320031300

N—-terminal
LPAL13 320029400
LBRM2903_320031300

No domain found

Current gene: LPAL13_320029400

846,348
846,348

846,781

AEVQOAHAAQVAELQORLEVERDHAAANQSTAAECESALQORLSELRTSMAAEREQHESR

MAELQQAHAAQVAELQOAHAAQVAELQQAHAAQVAELQQGRELNVLRDDAAEKFWVTSQP

VAELQRAHATQVAEVQOAHAAQVAEVQOAHAAQVAELQQORRELNVLRDESAEKFWVTSQP

VDWLKEENESLKVQVREWEEKHTEVTNEKVSAVVKVGEVEEMLSCCKCELQRLKAEYSSL
————————————————————————————————————————— MLSCCKCELQRLKAEYSSL

VDWLKEENESLKVQVREWEEKHTEVTKEKVNAVVKVGEVEEMLSCCKCELOQRLKAEYSSL
hhkhkhhkhkhkhhkhkhkhkhhhkhhkhx

QKTMSKSLEDRDIAVKRLKESVHLTEEAEANVVRLETLRKELQEVOERLEITDKDRALVV
QOQKTMSKSLEDRDIAVKRLKESVHLTEEAEANVVRLETLRKELQEVOERLEITDKDRALVV

OKTMSKSLEERDIAVKRLKESAHLTEEAEANAVRLETLRKELQEVOERLEITDKDRALVV
AAAKKKKKK s kAR RAAAAAAK KA AAAK _ AAAAAAAAAAAAA Ak Ak h A A A A A A hAhAhkhhx

SRYRRATTEKEECADAARRLLTEYKEMAATREKLVAQLAAAEALAAERSREVEELTRAAP
SRYRRATTEKEECADAARRLLTEYKEMAATREKLVAQLAAAEALAAERSREVEELTRAAP

SRYRRATTEKEECADAARRLLTEYKEMAATREKLVAQLAAAEALAAERSREVEELTRAAP
R R R

AGASLKSSGPRDDALEAVGQKVVQOSTVSEKQERIEALVCELEAVTRENKRLRSELEVAQV
AGASLKSSGPRDDALEAVGQKVVQOSTVSEKQERIEALVCELEAVTRENKRLRSELEVAQV

AGASLKSSGPKDDALEAVGQKVVQOSTVSEKQERIEALVGELEAVTRENKRLRSELEVAQV
AAAKKRKRKKKK c kAR KA AAAKAKAKAKRKAAARAAA AR A A AAAAKAN AhkhkhkhkhkhkhkhkhA A A A hAhArAhAhhhx

200 300 400 500

Gene: LPAL13_320029500

844,828
844,828

849,035

480

540

600

60

660

120
19
720

180
79
780

240
139
840

300
199
900



Supplementary Figure 16

A N-terminal extension 16: Hypothetical protein
Leishmania panamensis MHOM/COL/81/L13 Chromosome 28 (Negative strand)

Current Annotation

Gene: LPAL13_280038900 Current gene: LPAL13_280039000 End of Chromosome 28
1,120,399 1,120,614 1,121,132 1,121,132 1,122,430

1,120,925 1,121,132

B —
LPMP_283190 MSQPAKLCTSHNLGNPAENHLPVNNLFQPHNDNIHTEISSVKSKNVAFPKKDTFYEQIDQ 60
LbrM.30.0440 MSQPAKPCTSHNLGNPAENHLPVNNLFQPHNDNIHTEISSVKSKNIAFPKKDTFYEQIDQ 60

LPAL13 280039000 -—---—--——-m - oo e
N-terminal = = = = =  —--———— e e

LPMP_283190 INSAALSAALPKGEGGEATQRVCVGPEGVWRCCVCHKVKDLKGPHLNGKASVRSDCWPCA 120
LbrM.30.0440 TNSAALSAALPKGEGGEATQRVCVGPEGVWRCCVCHKVKDLKGPHLNGKASVRSDCWPCA 120
LPAL13 280039000 == == —mm oo e e e
N-terminal = ————m——mmmmmmmmmo o MGPEGVWRCCVCHKVKDLKG PHL.NGKASVRSDCWPCA 37
LPMP_ 283190 KKTTFVHESSGDGPLEDAGRRAGRVAAAADVERLSVCGEHRTTVFKAPVVPSEAEEPSCM 180
LbrM.30.0440 KKTTFVHESSGDGPLEGAGRPAGRVAVAADVERLSVCGEHRTTVFKAPVVPSEAEEPSCM 180
LPALL3 280039000 == === m e e e e e e e e M 1
N-terminal KKTTFVHESSGDGPLEDAGRRAGRVAAAADVEKLSVCGEHRTTVFKAPVVPSEAEEPSCM 97
*
LPMP_283190 LPVTKAGRGQGSAAEGAGLAPLSGNVLWRCAVCHKVKDLKGPHLSGKTSVRSDCWPCAKK 240
LbrM.30.0440 LPVTKAGKGQGSAAEGAGLAALSGNVLWRCAVCHKVKDLKGPHLSGKTSVRSDCWPCAKK 240
LPAL13 280039000 LPVTKAGRGQGSAAEGAGLAPLSGNVLWRCAVCHKVKDLKGPHLSGKTSVRSDCWPCAKK 61
N-terminal LPVTKAGRGQGSAAEGAGLAPLSGNVLWRCAVCHKVKDLKGPHLSGKTSVRSDCWPCAKK 157

khkkkhkhkk :hkhkkhkhkkhhkkhkhhk hhkkkhkhkkhhkkhkhkhhkhkhkhkhkhkhkhkhkhkhkhkhkhhkhkhhkkhhkkkhkkk

LPMP_ 283190 TTFLRDTCAIAGSGAAAEPVSSAPKMPPTAEGATPATSDAKASVLADHNIPPFLQTTACP 300
LbrM.30.0440 TTFLRDTCAIAGSGAAAELVSSAPKTAPTAEGATPATSDAKASVLAEHNIPPFLQTTACP 300
LPAL13 280039000 TTFLRDTCAIAGSGAAAEPVSSAPKMPPTAEGATPATSDAKASVLADHNIPPFLQTTACP 121
N-terminal TTFLRDTCAIAGSGAAAEPVSSAPKMPPTAEGATPATSDAKASVLADHNIPPFLQTTACP 117

khkkhkhkhkhkhkhkhkhkhkhkhkhkhkhkk dhhkkkhkk  hhhkhkhkhkhkhkhkhkhkhkhkkkhhhkh . hhkhhkhhhkhhkhkhkkx

No domain found



Supplementary Figure 17

A

N-terminal extension 17: Heat shock protein grpe

Leishmania panamensis MHOM/COL/81/L13 Chromosome 30 (Positive strand)

Current Annotation
Gene: LPAL13_300013000

234,953

B

N-terminal
LPAL13 300013100
LPMP_ 300770
LbrM.30.2.000830

N-terminal
LPAL13 300013100
LPMP_ 300770
LbrM.30.2.000830

N-terminal
LPAL13 300013100
LPMP_300770
LbrM.30.2.000830

N-terminal
LPAL13 300013100
LPMP_300770
LbrM.30.2.000830

N-terminal
LPAL13 300013100
LPMP_ 300770
LbrM.30.2.000830

Current gene: LPAL13_300013100

MRKSRRTDAALKTYIARAQVLRVEKKNSHIESIFIYTFMIVRFSHRLIINDTLVLCSTRV
—————————————————————————————————————— MIVRFSHRLIINDTLVLCSTRV
—————————————————————————————————————— MIVRFSRRLIINDTLVLCSTRV

IPLALSIPLLFQLSTTDSFLEHIPRDQHKIMYRRVGTHVTPLLCSCCLIQRKCATQDGAT
IPLALSIPLLFQLSTTDSFLEHIPRDQHKIMYRRVGTHVTPLLCSCCLIQRKCATQDGAT
IPLALSIPLLFQLSTTDSFLEHIPRDQHKIMYRRVGTHVTPLLCSCCLIQRKCATQDGAT

TLSVVDLKTKYEVLRAQLRESKKQIQQLOSENLYTAASCENIRKATQEQAKQAHNDAVRS
TLSVVDLKTKYEVLRAQLRESKKQIQQLOSENLYTAASCENIRKATQEQAKQAHNDAVRS
TLSVVDLKTKYEVLRAQLCESKKQIQQLQOSENLYTAASCENIRKATQEQAKQAHNDAVRS

FAQDMLDVCDALQVVTRKVGEYRQRNSSIPQSEASILTGVMLTEEVALKVLKRYGVTQMN
———————————————————————————————————————— MLTEEVALKVLKRYGVTQMN
FAQDMLDVCDALQVVTRKVGEYRQRNSSIPQSEASILTGVMLTEEVALKVLKRYGVTQMN

FAQDMLDVCDALQVVTRKVGEYRQRNSSIPQSEASILTGVMLIEEVALKVLKRYGVTQMN
*k hkhkkkkkhkkkhkkkkkkx

TVVGAPFDETKEEKIFTVPSTLSLQEGSVAEIVKKGYHMNESVLRRAEVGLSEDP 295
TVVGAPFDETKEEKIFTVPSTLSLQEGSVAEIVKKGYHMNESVLRRAEVGLSEDP 85
TVVGAPFDETKEEKIFTVPSTLSLQEGSVAEIVKKGYHMNESVLRRAEVGLSEDP 262

TVVGAPFDEAKEEKIFTVPSTLSLQEGSVAEIVKKGYHMNESVLRRAEVGLSEDP 262
Ihkhkkhkhkhhhk :hhkkhkhkhkhhhkhkhhhhhhkkhhkkhhkkhhrkkhhkkhhkkkhrkhhkkhrk

Heat shock protein grpe

100 200

Gene: LPAL13_300013200

235,609 236,828 237,055 237,356 237,871
236,168 237,055

60

22
22

180

142
142

240
20

202
202



Supplementary Figure 18

A

Leishmania panamensis MHOM/COL/81/L13 Chromosome 26 (Positive strand)

Current Annotation

N-terminal extension 18: Hypothetical protein

Gene: LPAL13_260025100

730,515

729,565

B

N—terminal

LPAL13 260025200
LSCM1_04222
LMARLEM2494 260025000

N—terminal

LPAL13 260025200
LSCM1_04222
LMARLEM2494 260025000

N—terminal

LPAL13 260025200
LSCM1l_04222
LMARLEM2494 260025000

N—terminal

LPAL13 260025200
LSCM1l__04222
LMARLEM2494 260025000

N—terminal

LPAL13 260025200
LSCM1l_04222
LMARILEM2494 260025000

N—terminal

LPAL13 260025200
LSCM1l_04222
LMARLEM2494 260025000

N—terminal

LPAL13 260025200
LSCM1l_04222
LMARLEM2494 260025000

N—terminal

LPAL13 260025200
LSCM1l_04222
LMARLEM2494 260025000

N—terminal

LPAL13 260025200
LSCM1_ 04222
LMARLEM2494 260025000

No domains found

Current gene: LPAL13_ 260025200

100

Hypothetical

733,770
732,918

734,111
734,111

737,128

MNSCAVMAANGRVETKCIVSVLAGEEMYFLAAFCWLRSLRGSHSVWCFAA

——————————— MPTPIDVSAARDVTISWLSHAESVLVLEWAEEGRAQQOAQ
——————————— MPTPIDVSAARDVTISWLSHAESVLVLEWAEEGRAQOAQ

LOAQSODVKETOORPATTADALLAEAVAAGLRYTGGASSSCSFEFSSSADDP
LOAQSODVKETOORPATTADALLAEAVAAGLRY TGGASSSCSFEFSSSADDP

DDERRAQGLVPLKCDHAPFPFHRSSGVAFALPPSDGSGDTTAMNVAALSR

DEERRTOGLVPLHCDHTPFPFHRSSGVVFALPPGSGGRASPAVSAAMPSD
DEERRTOGLVPLHCDHTPFPFHRSSGVVFALPPGSGGRASPAVSAAMPSD
- * *
LIEGAPIMIDSVPVGIDYYAALOKAWSRAPERPPSLPPLAMVSDVNLHTI
LIEGAPIMIDSVPVGIDYYAALOKAWSRAPERPPSLPPLAMVSDVNLHTTI
CGEWAPGVIDKVPVGADYYAATLOKAWARTPEQPPRLPPLATESEVNLADT
CGEWAPGVIDKVPVGADYYAALOKAWARTPEQPPRLPPLATESEVNLADT
K Kk shkKhk _Khhkhkkhk Khhkhkhkhhhhhh -k -hhk - hkhk AAkkhkk * . KKK *
EEMLSGDSEGEELRPPVPLGLIITYFIEDWRDSGLYDIVRKREETLSQOP
EEMLSGDSEGEELRPPVPLGLIITYFIEDWRDSGLYDIVRKREETLSQQP
EEVLSGDSDYEELRPPVPLGLMISYFTVDWRDSGLYDVVORREETLLQOS
EEVLSGDSDYEELRPPVPLGLMISYFTVDWRDSGLYDVVORREETLLQOS
KA KKK AhKk s Khkhkhkhkhkhkhkhkkhkhk .k - hx KAk AhAAhhhhh Kk - - hhhhkhk Kdk _
HKWKP 533
HKWKP 188
SKRGL 339

SKRGL 339
*~

200 300

Gene: LPAL13_260025300

740,187

60

120

180

353

159
159

413

219
219

473
128
279
279



Supplementary Figure 19

A

N-terminal extension 19: Hypothetical protein

Leishmania panamensis MHOM/COL/81/L13 Chromosome 35 (Negative strand)

Current Annotation

Gene: LPAL13_350063000

1,964,328

B

N-terminal

LPAL13 350063100
LBRM2903_ 350067000
LTRL590_ 360064800

N-terminal

LPAL13 350063100
LBRM2903 350067000
LTRL590_ 360064800

N-terminal

LPAL13 350063100
LBRM2903_ 350067000
LTRL590_ 360064800

N-terminal

LPAL13 350063100
LBRM2903_ 350067000
LTRL590_ 360064800

N-terminal

LPAL13 350063100
LBRM2903 350067000
LTRL590_ 360064800

Current gene: LPAL13_350063100 Gene: LPAL13_350063200

1,965,420 1,969,307 1,970,940 1,972,055
1,965,210 1,969,307

1,964,543

MPLCVLPLLTSPVTTGAVMEPIFHEAPRVQEAILESRVOTFYIAPRPPNRHLLDAHGGHR 60

STQGVTDSSSLPRRAPGQLPLPAVRKASAVTQPDSRPMFVPVRPLGALSGGAAAVQORRH
————————————————————————————————————— MFVPVRPLGALSGGAAAVQQORRH
————————————————————————————————————— MFVPVRPLGALSGGAAAVQQQRH

LMHGGTGRSGSPRQADLQPLPPAARKSSTATHLDSRSALAPVRPLNALPGCAAAAQRCRY
< kkkkk Kk Kk kkk k. k-

RSPHSTMEEEAAAAASQTLVRLQVAQPTASLRODRQGHLLPHEAWQPLILTAVPDHTPQK
RSPHSTMEEEAAAAASQTLVRLQVAQPTASLRODRQGHLLPHEAWQPLILTAVPDHTPQK
CSPHSTMEEEAAAAASQTLARLQVAQPTASLRODRQGHLLPHEAWQPLILTAVPDHTPQK

RSPPSATERKAAAAANQTLARLQVAPPSASLRHDRQAHLLSLEAWQPLILTAAPDHAPRQ
*k ko ok kkkkk hkk hhkkkk kokkkk.kkk hhkk_  hkkkkkhkkhkkk kkk.k. .

240
143
143
222

PVASVSSPLHFEFLASGTTLDAPGCDSAGAEGAGTISSRWRLRRGDPRAAQFSLPCEERN
PVASVSSPLHFEFLASGTTLDAPGCDSAGAEGAGTISSRWRLRRGDPRAAQFSLPCEERN
PVASVSSPLHFEFLASGTTLDAPGCDSAGAEGAGTISSRWRLRRGDRRAAQFSLPCEERN

PVASVSSPQRSQFLTFSPTWAAPGGSSSGAEGLRKISLRWQLRRGDRGAAPFPPTFGEPD
*k ok kkokok ok ckk: ok kkk _k.okkkk  kk kk.kkkkk kk K *

300
203
203
282

GYAAGSRQPPHRVLHLLGSAIFNNSPLGTFLPCLNLRMASCHASKTAQNIDREPTSQLSL
GYAAGSRQPPHRVLHLLGSAIFNNSPLGTFLPCLNLRMASCHASKTAQNIDREPTSQLSL
GYAAGSWQPPHRVLHLLGSAIFNNSPLGTFLPCLNLRMASCHASKTAQNIDREPTSQLSL

GHAAENQQOHPLQVLHFLGATAFSDSPLCTFLPCLSLRMASSHASTTVQSTDRPSTSRPSL
* . kK * ok ckkk.kk:.: Kk .kkk kkkkkk kkkkk _kkk Kk _*k  Kkk _Kkk. k%

No domain found

100 il fu



Supplementary Figure 20

A

N-terminal extension 20: Hypothetical protein

Leishmania panamensis MHOM/COL/81/L13 Chromosome 26 (Negative strand)

Current Annotation
Gene: LPAL13_260012200

216,838

B

N—terminal
LPAL13 260012300
LPMP_260750
LbrM.26.2.000780

N—terminal
LPAL13_ 260012300
LPMP_260750
LbrM.26.2.000780

N—terminal
LPATL13 260012300
LPMP_260750
LbrM.26.2.000780

N—terminal
LPATL.13 260012300
LPMP_ 260750
LbrM.26.2.000780

N—terminal
LPAIL13 260012300
LPMP_ 260750
LbrM.26.2.000780

N—terminal
LPAL13_ 260012300
LPMP_ 260750
LbrM.26.2.000780

N—terminal
LPAL13_ 260012300
LPMP_ 260750
LbrM.26.2.000780

N—terminal
LPAL13_ 260012300
LPMP_260750
LbrM.26.2.000780

N—terminal
LPAL13 260012300
LPMP_260750
LbrM.26.2.000780

N—terminal
LPATL13 260012300
LPMP_260750
LbrM.26.2.000780

No domain found

100

217,329

Current gene: LPAL13_ 260012300
Hypothetical

218,092
218,092

219,069
219,069

221,567

MEHSHSORVSYDMPORQLDYFSSRARTFPAFEQSAQANHLYDKPTFGRIHKIHHREQOOP
MEHSHSQORVSYDMPOKOLDYFSSRARTFPAFEQSAQOANHLYDKPTFGRIHKIHHRFQQOOP
MEHSHSQORVSYDMPOKOLDYFSSRARTFPAFEQSAQOANHLYDKPTFGRIHKIHHRFQOOP

ESQEIEHTAVAQOGRFSERYQOLHLGEHIPVDSKSHSLIAESTASQOSYQOTEESQFHKAPAP
ESQEITEHTAVAQOGRFSERYOLHLGEHIPVDSKSHSLIAESTASQOSYQOTEESQFHKAPAP
ESQEIEHTAVAQOOGRLSERYQOLYFGEHIPVDSKSHSLIADSTASRSYQOTEESQFHKAPAP

KAASQOQKPPSEVSSHAPSTRHRYFSVEPKKSSHPRTHREAVVNTIDEFNSSYNALPSWHSSTI
KAASQOQKPPSEVSSHAPSTRHRYFSVEPKKSSHPRTHREAVVNTIDEFNSSYNALPSWHSST
KAASQKPPSEVSSHAQOSTRHRYFSVEPKKSSHPRTHREAVVNTIDEFNSSYNALPSWHSSTI

SQEQOSTNNMNPAHGDMTQOQOTEDOQPWTSKRGYKOTRGDHOAPTAE L FASRSTLVSYDPRSE
SOQEQOSTNNMNPAHGDMTOOTEDOPWTSKRGYKOTRGDHOAPIAELFASRSTLVSYDPRSE
SQOQEQSTNNMNPAHGNMTOOTEDOPWTSKRGYKQOQTRGDHOAPIAELFASRSTLVSHDPRSE

MSASFRSQOHHEALTKPPAQERPAAALSYVPOOMGRIHPMRKALDRQOQEPDYSARHPAARGQO
MSASFRSQOQHHEALTKPPAQERPAAALSYVPOOMGRIHPMRKALDROQEPDYSARHPAARGO
MSASFRSQOHHEATLAKPPAQERPAAALSYVPOOMGRIHPMRKALDROEPDYSARHPAARGO
MSASFRSQHHEALAKPPAQERPAAALSYVPOOMGRIHPMRKALDRQEPDYSARHPAARGQ
A A A A A AAAAAAAK : A A A A A A A AAAAAAAAAAAAAA A A A A A A A A A A A A A A A A A A A A A A A A *
ADEYERMRDEEENCTFOPSIVNPSRPRKGNVOGPMHCESESTNLPHASRGDYVODLYNKM
ADEYERMRDEEENCTFOPSIVNPSRPRKGNVOGPMHCESESTNLPHASRGDYVODLYNKM
ADEYERMRDEEENCTFOPSIVNPSRPRKGNVOGPMHCESESTNLPHASRGDYVODLYNKM
ADEYERMRDEEENCTFOPSIVNPSRPRKGNDOGPTYCESERTNLOHASRGDYEQDLYNKM
A A A AAAAAAAAAAAAAAAAAAAAAAAAKAAA dAhkdh -HhAAhkdk HAhkdk HAhAhkAdhAi HAdkhdxkx
HGDADTAKRRKDSRRAQOKEIDDAETEONTRRGPRSTFANPRRTAVDCDTDPEEVEVRLYE
HGDADTAKRRKDSRRAQOKEIDDAETEONTRRGPRSTFANPRRTAVDCDTDPEEVEVRLYE
HGDADTAKRRKDSRRAQKEIDDAETEQONTRRGPRSTFANPRRTAVDCDTDPEEVEVRLYE
HGDADTAKRRKDSRRAQOKEIDDAETERNTRRGPRSTFANPRRTAVDCDTDPEEVEVRLYE
A A A AAAAAAAAAAAAAAAAAAAAAA A : A A A A A A AR AAA A A A AR A A A A A AR A A A A Ah A Ahk
DAORYNKEKSEQERLIELKROOELHDAPHELKKGNKHKEGTLDNDNEGAVSGNEKPAEGK
DAQORYNKEKSEQERLIELKROOELHDAPHELKKGNKHKEGTLDNDNEGAVSGNEKPAEGK
DAORYNKEKSEQERLIELKROOELHDAPHELKKGNKHKEGTLDNDNEGAVSGNEKPAEGK
DAORYNKEKSEQERLIELKROOELHDAPYELKKGSKHKEGTLDNDNEGAVSGNEKPAEGK
KA A A A A A A A A A A A AAhhhhdd A A ddkdkhd o &ddkhkdk _ %k 3 3 3 & % % % % % 3 3 & & % % % % o o o & d i
PIrTSSIARKSASEIRQFFERLSOPNSIAIKFEKLKEQAEQEKREKEEKEAESKKNEMEKIA
PTSSIARKSASEIRQFFERLSOPNSIATKFEKLKEQAEQEKREKEEKEAESKKNEMEKIA
PTSSIARKSASEIRQFFERLSOPNSIATKFEKLKEQAEQEKREKEEKEAESKKNEMEKIA
PTSSIARKSASETIRQOFFERLSOPNSIATKFEKLKEQAEQEKREKEEKEAESKKNEIEKIA
A A A A A A A A A A AT A A A A A A A A A A A A A A A A A A A A A A A A A A A A dAhAdhdhhkhdddddhdkdhh o *hhi
RYKWMIPAKSFTFSDLOSHNAIYAS 565

RYKWMIPAKSFTEFSDLOSHNAIYAS 325

RYKWMIPAKSFTEFSDLOSHNAIYAS 565

RYKWMIPAKGFTFEFSDLOSHNAIYSS 565

HhhKAAhhh hhkhAhhhhAhkdhdhidx o X

200 300 400 500

Gene: LPAL13_260012400

222,031

60

60
60

120

120
120

i80
180

240

240
240

300

300
300

360
120
360

420

i80

420

480

480
480

540
300
540
540



Supplementary Figure 21

A

N-terminal extension 21: Hypothetical protein

Leishmania panamensis MHOM/COL/81/L13 Chromosome 29 (Negative strand)

Current Annotation
Gene: LPAL13_290020600

629,425

628,220

LAEL147_000532600
LTRL590_290022900
N-terminal

LPAL13 290020700

LAEL147_000532600
LTRL590_290022900
N-terminal

LPAL13 290020700

LAEL147_000532600
LTRL590_290022900
N-terminal

LPAL13 290020700

LAEL147_000532600
LTRL590_290022900
N—-terminal

LPAL13 290020700

LAEL147_000532600
LTRL590_290022900
N—-terminal

LPAL13 290020700

LAEL147_000532600
LTRL590_290022900
N—-terminal

LPAL13 290020700

LAEL147_000532600
LTRL590_290022900
N—-terminal

LPAL13 290020700

LAEL147_000532600
LTRL590_290022900
N—-terminal

LPAL13_ 290020700

No domain found

Current gene: LPAL13_ 290020700

630,211 632,337 636,759 637,
630,025 632,337

MPPPRRSLQ

MPPPRHSLQ

MHLHTRAKRECRIKPADKRIFSFVSFQLRVKGVTSLICCLVRAYWSFRRCWMPPPRSQLQ

PRFTEQTPSLKAAPELAATHGDTLSLVPPPSASLVWAKAPRVVAKGESLCRAGQAHAQVS
PRFTEQTPSLKAALELAATHGDTLSLVPPPSASLVWAKAPRVVTKGESLCRAGQAHAQVS
PRSTEQASALRAAPGLADAHGDTASLAPTPRFSIPRVKRPRFAAKGESPHRTRQADAHAS

PIVSPSHNGRHNTRWTSARGTTETLKSTGAFMGCSAPRSSALTAESDRETTARVTSARSS
PIVSPSHNGRHNTRWTSARGTTETLKSTGASMGCSAPRSSALTAESDRETTARVMSARSS
HIVTSSHNGLOATRETSAQGMIATSKSTGAYSGRSSLCNASLASENNRGGTTRVVCTRLP

VRARSAEPCPCPSSQTFDRAAALRYATAAFAGESEEALRAP-—-DHLARATRPASAQAHY
VRARSAEPCPCPSAQTFNRAAALRYATAAFAGESEEALRAP-—--DHLARATRPASSQAHY
ARARSAEPCQYTSSLTADRAASLRFAPAWLAGKNGEATEVPCVTRCRARTPRPTSSLVDH

NARPSAYARPQLSEASDAVVVGRQOSRAVCGSPARDVSYTHSISSPVLHPSGSASFAEAAP
NARPSADARPQLSEASDAVAAGRQSRAVCGSPARDVSYTHSISSPVLHPSGSASFAEAAP
OTRSRAEARPHSIETSSAIAEELQSRAVCGSSTCDISSSHTTSSPVLHPSGAASFAAAAP

HPSHPRNFAASAAPSREGEGDNKGCASLPQOQSSSSTTAAGRATRYGTEGPAALDKPWLAVT
HPSHPRNFAASAAPSREGEGDNKGCASLPQOQSPSSTTAAGRATRYGTEGPAALDKPWLAVT
TPSQPGSVVVSAAPTR-EHGDDKGCASLPQSSSCTPAAGSATHRSTEGPAVLERPWLARP

PAHGILKGRGRMNSTTLIVSSTVSSTESTSSSHRAHTPSSVPKAVISDSSARSLSNPESTI
PAHGILKGRGRMNSTTLIVSGAVSSTGSTSSSHRAHTPSSVPRAVISDSSARSLSNPEST
PAHGILKRKGSMSSTVRVASSSISVAKPPASSCRMHTPSGSPKADVADSSAGSLSNQESV

——————————— MSSTVRVASSSISVAKPPASSCRMHTPSGSPKADVADSSAGSLSNQESV

* KKk o Kk Kk 2 chkk Kk Khkhk_ Kok . :Khkkkhkk Khhkhkk Kk
SAQESARQTRHVTFDEDATEYLDTSENHVVYDDSRLGRHPEKVECGAAMLSSCTLRDLGT
SAQESARQTRHVTFDEDAMEYLDASENHVVYDDSRLGRHAEKVECEAAMLSSCTLRDLGV
GAHESARRTRHVTFDEASIGYLGTYGSHRVHEESRPRVPPENVVCGTAMLSSCAASDGGG

GAHESARRTRHVTFDEASIGYLGTYGSHRVHEESRPRVPPENVVCGTAMLSSCAASDGGG
Lk hkkhkhkchkkhkhkhhkhhk *x - * K. okK LKk ok Kk chkkhhkKoh . *  *

300 400 500 600 700 800 800 1000

Gene: LPAL13_290020800

955

69
69
120

129
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180
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Supplementary Figure 22

A

N-terminal extension 22: Zinc finger C-x8-C-x5-C-x3-H type

Leishmania panamensis MHOM/COL/81/L13 Chromosome 22 (Negative strand)

Current Annotation
Gene: LPAL13_220006700

69,537

68,107

B

N-terminal
LPAL13 220006800
LPMP_ 220160
LMJSD75_ 220006800

N-terminal
LPAL13 220006800
LPMP_ 220160
LMJSD75_ 220006800

N-terminal
LPAL13 220006800
LPMP_220160
LMJSD75_220006800

N-terminal
LPAL13 220006800
LPMP_220160
LMJSD75_220006800

N-terminal
LPAL13 220006800
LPMP_ 220160
LMJSD75_ 220006800

N-terminal
LPAL13 220006800
LPMP_ 220160
LMJSD75_ 220006800

N-terminal
LPAL13 220006800
LPMP_220160
LMJSD75_220006800

Cc

Current gene: LPAL13_220006800

Gene: LPAL13_220006900

72,651 73,676 76,550 79,888
72,441 73,676
MSFTHHFASHSSLPTVRVGSASNFMPTGSYGNRNTVCSLESSMLLRPRQSVRAPQPLLTV 60

MSYTSHFGSHSSLPTVRVGSAANSMPAGLYGSRNMACSLESGTLLRPRQSDRASRSPLIC

SKRPSKHLSGMAWISAIDTASTKLNIPMTAVEPTLAFEDDGLVPGVCRLYMEGRCRQGDR
—————————— MAWISAIDTASTKLNIPMTAVEPTLAFEDDGLVPGVCRLYMEGRCRQGDR
—————————— MAWISAIDTASTKLNIPMTAVEPTLAFEDDGLVPGVCRLYMEGRCRQGDR
SQRLGKYIAGMSSISAIDTASTKLSIPITAVEPTLAFEDDGLVPGLCRLFMEGRCRQGDR

Ko hhkhkhkhkhkhkhhkhk Khk-hhkhkhhkhhkhhkhkhhkhhkhhkkhk - hkhk-hkhkhkhkhhhkkhx
CFQVHANPSVVQQOLRRVALNTPSCCPAHGAKCNMEGFPLGLVVVIDPPREKEVGLAVEAK
CFQVHANPSVVQOLRRVALNTPSCCPAHGAKCNMEGFPLGLVVVIDPPREKEVGLAVEAK
CFQVHANPSVVQOLRRVALNTPSCCPAHGAKCNMEGFPLGLVVVIDPPREKEVGLAVEAK
CFQVHANPSVVEQLRQEAFNTPSCCPAHGAKCNMEGFPLGLAVIIDPPREKESGAMVEAH
dhkhkhkhkhkhkhhkhhk - hhkhk: hk:-hkhhhkhhkhhkhhkhhhhhkhhkhhkhhkdk K. hkhkhkhkkkkkx * * kK -
VERESGCAAVSPSSGELNTTSTGDDAYNGNNVTSTEQRFTIALHNVCPTRFLWSRYEENG
VERESGCAAVSPSSGELNTTSTGDDAYNGNNVTSTEQRFTIALHNVCPTRFLWSRYEENG
VERESGCAAVSPSSGELNTTSTGDDAYNGNNVTSTEQRFTIALHNVCPTRFLWSRYEENG

AARDNGSAAGSLSNGETNTADTGGDAYSGHSINNREQ-VPIALHNVCPTRFLWSRYEENG
*o ok _kk Kk K _Kk Khkhk. Khk_hkk k. - kk | kkkkkhkhkhkhkhkhkhkhkhkhkhkhkkkk

GMLLHVPKSKICREHRKGLCRFGNECSFLHLCRQITLGSGEDEPFSRSHTPSCNAPMQGS
GMLLHVPKSKICREHRKGLCRFGNECSFLHLCRQITLGSGEDEPFSRSHTPSCNAPMQGS
GMLLHVPKSKICREHRKGLCRFGNECSFLHLCRQITLGSGEDEPFSRSHTPSCNAPMQGS
GMLLHMPRSKVCREHRKGLCRFGNECSFLHVCROMPIGSGDEELLSHSRTPLRHSTVQGS
ddkhkhkhk -k :hkhk-hhkhkhhkhkhhhkhkhkhhkhkhkhhkkhk:-hkkk: -hkk::-% -%:%:%% . ikKk
MODYSRSLSSATANGSLCHQAHSQSHSTSNLPHFQGSVLVSQSGSYMDCSLGNSQTGSRP
MODYSRSLSSATANGSLCHQAHSQSHSTSNLPHFQGSVLVSQSGSYMDCSLGNSQTGSRP
MODYSRSLSSATANGSLCHQAHSQSHSTSNLPHFQGSVLVSQSGSYMDCSLGNSQTGSRP
MODFSHPPSFATASGSLCHHAHSQSYSQANLQHFQGSTVMSQONGSYMDGSLGNSQTGSRP
Kk k- Kk hkk _hkkhkhk.khkhkhkk-Khk -kk khkhkhkk _--kk_hkkkhkk Kkhkhkkkkhkkkkk
HFSRIPATSESYGSHQPLLRPLGGLPNSQRTIGTRGSFTHNPYAEASSFQG 411

HFSRIPATSESYGSHQPLLRPLGGLPNSQRTIGTRGSFTHNPYAEASSFQG 351

HFSRIPATSESYGSHQPLLRPLGGLPNSQRTIGTRGSFTHNPYAEASSFQG 351

HLSRAPTASESYGGHQPLLRPLGGVQONSHSSVAARGSFSHNPYAEASSFQS 411
Kokk Kook khkhkk hhkkhkkkhkkkk: *k-: cLikkkk . hkkkhkhkhkhkhhkhk

Zinc finger C-x8-C-x5-C-x3-H type

VHED dJuZ

180
110
110
180

240
170
170
240

300
230
230
300

360
290
290
360



Supplementary Figure 23

A

Leishmania panamensis MHOM/COL/81/L13 Chromosome 28 (Positive strand)

Current Annotation
Gene: LPAL13_280029600

836,950

834,107

B

N-terminal

LPMP_ 282350
LPAL13 280029700
LbrM.28.2410

N-terminal

LPMP_ 282350
LPAL13 280029700
LbrM.28.2410

N-terminal

LPMP_ 282350
LPAL13 280029700
LbrM.28.2410

N-terminal
LPMP_282350
LPAL13 280029700
LbrM.28.2410

N-terminal

LPMP_ 282350
LPAL13 280029700
LbrM.28.2410

N-terminal

LPMP_ 282350
LPAL13 280029700
LbrM.28.2410

N-terminal

LPMP_ 282350
LPAL13 280029700
LbrM.28.2410

Glycoprotein 96-92

N-terminal extension 23: glycoprotein 96-92

Current gene: LPAL13_ 280029700

841,479
841,341

841,934
841,934

844,819

ARAQKDVEEERKQREEQKROREEEEKQRAEMVRKQOREKSQORKREE IQROREEEMKRRKAE

—————————————————————————— MAEEKEAQKRTEKKAEDDFSATRRQRKEEEEQRL
AEAEKQRLKELQEEHEKKLEEARQHRIAEEKEAQKRTEKKAEDDFSATRRQRKEEEEQRL

AEAEKQRLKELQEEHEKQLEGARQHRIAEERETQKRAEKKAEDDFAATRRQRKEEEEQRQ

ROREEEEKQRAEMVRKQREESQRKREELKQKEAKEAEEIKROQRKEVOAELOKKREKEQQE
ROREEEEKQRAEMVRKQREESQRKREELKQKEAKEAEEIKROQRKEVOAELOKKREKEQQE
———————————— MVRKQREESQRKREELKQKEAKEAEEIKRQRKEVOQAELOKKREKEQQE
ROQREEEEKQRAEMVRKQREESQRKREELKQREAQEAEKIKROQRKEAQEKLOKRREKEKEE
dkhkhkhkhkhhkdhhkhhhkhhkhhkhk-hkk-hkhkk:-hkkhkkhkhkkhk _* -hkhkk-hkkkk.- %
LRKKVSERRMKGKTDSKKEQILQOKKMAAAAERERLEEQLRKQKEAEEREIAEKHRRVME
LRKKVSERRMKGKTDSKKEQILOQOKKMAAAAERERLEEQLRKOQKEAEEREIAEKHRRVME
LRKKVSERRMKGKTDSKKEQILOQOKKMAAAAERERLEEQLRKOQKEAEEREIAEKHRRVME
LRKKVSERRMKGKTDSKKEQILQOKKMAAAAERERLEEQLRKQKEAEERETIAAKHRRVME
dhkhkhkhkhkhkhkhhkhkhkhhkhhkhkhkhkhkhhkhkhhhkhhkhkhkhkhkhhkhkhkhhkhhkhkhkhkhkhhkhkhkhkhkhkdx *hkkhkkxkkx
QLEKNYEIVNEEEYERERREREERAREERGGMDKVTEEVLVDA 197
QLEKNYEIVNEEEYERERREREERAREERGGMDKVTEEVLVDA 403
QLEKNYEIVNEEEYERERREREERAREERGGMDKVTEEVLVDA 151

QLEKNYEIVNEEEYERERREREERAREERRGMDKVTEEVLVDA 403
hhkhkhkhkhkhkhhkhhhhhkhhkhhkhhhkhhkhhkhhkhhx hhkhkhkhkhkhkhkhhhkhk

Gene: LPAL13_280029800

847,323

60

60



Supplementary Figure 24

A

N-terminal extension 24: Hypothetical protein

Leishmania panamensis MHOM/COL/81/L13 Chromosome 20 (Positive strand)

Current Annotation

Gene: LPAL13_200014000

336,400

335,354

B

N-terminal

LPAL13 200014100
LPMP_200950
LBRM2903 200015900

N-terminal

LPAL13 200014100
LPMP_200950
LBRM2903 200015900

N-terminal

LPAL13 200014100
LPMP_200950
LBRM2903 200015900

N-terminal

LPAL13 200014100
LPMP_200950
LBRM2903 200015900

N-terminal

LPAL13 200014100
LPMP_200950
LBRM2903 200015900

N-terminal

LPAL13 200014100
LPMP_200950
LBRM2903 200015900

N-terminal

LPAL13 200014100
LPMP_200950
LBRM2903 200015900

Cc

Current gene: LPAL13_200014100

337,671
337,671

338,737

ARCPSAAAGGFAAAASAVHDCARARSRCQGGALSLGYHRSPRGSRQVVGVSVPSWGSTAD

NVQPCVLHAVRLLAATAQAHAARVRQLEDSLQQLOQYTTVLVQODRDVKEERYRLDTTAHR
NVQPCVLHAVKLLAATAQAHAARVRQLEDSLHQLOQYTTVLVRDRDVKEERYRLDTTAHR

EEADRLWESLFRLEAQQQIPSRQLDERTSEAVKAMCKAAVEARVVPLOOELORLRHRLKA
EEADRLWESLFRLEAQQQIPSRQLDERTSEAVKAMCKAAVEARVLPLOQOELORLRHRLKA

VALSCPHFHHHHQHHACSSSVTSNTSTLTLKDRAYTGGDGAAASECRHRSATSSSSSSSS
VALSCPHSHHHHQHHACSSSVTSNTSTLRLKDRAYAGGDGAAASECRHRSATSSSSSSSS

SPLTSSTASSLGRHERFCRRGRVATTGAPAPTSHALPSATAAGSAGTPKMMREVQORLRRQ
SPLTSSTASSLGRHERSCRRGRVATTGAPAPTSHALPSATAAGSAGTPKMMREVQRLRRQ
SPLTSSTASSLGRHERSCRRGRVATTGAPAPTSHALPSATAAGSAGTPKMMREVQRLRRQ

WQHFLRSVPAALAEGTNPFDGGAEGDHRRAVSRGQSRLISKGSCRDSAGRLEFSNVKRTSR
WQHFLRSVPAALAEGTNPFDGGAEGDHRRAVSRGQSRLISKGSCRDSAGRLFSNVKRTSR
WQHFLRSVPAALAEGKNPFDGGAEGDHRRAASRGQSRLISKGSCRDSAGRLFSNVKRTSR

VDMASTRGNSPRPFHLAVRHPSPSAPRGTMLPACSSGPTRAPSGASAAAFSSALPASGRR
————————————————————————————— MLPACSSGPTRAPSGASAAAFSSALPASGRR
VDMASTRGNSPRPFHLAVRHPSPSAPRGTMLPACLSGPTCAPSGASAAAFSSALPASGRR
VDMASTRGNSPRPFHLAVRHPSPSAPRGTMLPACSSGPTRAPSGASAAAFSSALPASGRR

khkhkhkhk Khhkhkkhk hhkhkhkhkhkkhkhkhkhhkhhkhkhkhkhkxkx
VRWYWLGDAQSHFSTAVRRAENGFAAMKLSNAGPQPMLNGVSPALPWTECHAFDGRTDCW
VRWYWLGDAQSHFSTAVRRAENGFAAMKLSNAGPQPMLNGVSPALPWTECHAFDGRTDCW
VRWYWLGDAQSHFSTAVRRAENGFAAMKLSNAGPQPMLNGVSPALPWTECHAFDGRTDCW

VRWYWLGDAQSHFSTAVRRAEKGFTAMKLSNAGPQPMLNGVSPALPWTECHAFDGRTDCW
Khkhkhhkhkhkhkhhhkhkhkhhhhhkhkhh:hkhk:hkhhkhhkhkhkhkhkhhhkhkhkhkhhhkhkkhhhkhkkhkhkhhrhkkkk

Transmembrane domain

0 100

300 a0 200 500 00 800 500

Gene: LPAL13_200014200

336,697
335,677

339,060

100
180

139

160
240

191

220
300

280
360

340
420

371
31

400
480

431
91

460
540



Supplementary Figure 25

A

Leishmania panamensis MHOM/COL/81/L13 Chromosome 33 (Negative strand)

Current Annotation

Gene: LPAL13_330007000

50,323

48,659

L£%L147_000666300
LMJSD75_ 330007500
N-terminal

LPAL13 330007100

LAEL147_000666300
LMJSD75_ 330007500
N-terminal

LPAL13_ 330007100

LAEL147_ 000666300
LMJSD75_ 330007500
N-terminal

LPAL13 330007100

LAEL147_ 000666300
LMJSD75_ 330007500
N-terminal

LPAL13 330007100

LAEL147_000666300
LMJSD75_ 330007500
N-terminal

LPAL13 330007100

N-terminal extension 25: Metallo-peptidase, Clan MC, Family M14

Current gene: LPAL13_330007100

51,680
51,326

56,368
56,368

61,434

MNLRSRSSRQANQRTSSTSVRDRDSGDGVSVQLRSCALQPRPPVSGGRSSSTSKSTKGAP
MNLRSRSSRQANQRTLSTSVRDRDSGDGVSVQLRSCALQPRPPVSGGRSSSTAKSTKGAP
MSLRSRSSRESNQRTGSTSVRDRDSGDGLSTQLRSSVLQPRPPVGGVRSSSTSKGAKGAR

KCSPP-TASVSKRSAAKRLALRTRLPHLRSVPPLPASTSGEPTSSSLRFERRSFSSSCVP
KCSPP-AASVPKRSAAKRLALRTRLPYLRSVPPLPASTSGEPTSSSLRFERRSFSSSCVP
KCPAPPTASVSKRTAAKRLALRTHLPYLRSVPLLLASASGESTSSSPRCVRRSVSSCSMP

REAATAHKPTYTIIPEALQHVKHLCSSVRDSERDAPLPSGACSGSGARDRRNNRLALPSI
REAATVHKPTYTIIPEVLQHVKHLCSSVRDSEKDASLPSGACSGSGARDRRNNRLALPSI
HETATANRPSYSIIPEALQRVKQLCNGMRDSDRDAPVLMGAGNGSGARERRTSRFTSPSF

HETATANRPSYSIIPEALQRVKQLCNGMRDSDRDAPVLMGAGNGSGARERRTSRFTSPSF
ckakk s okokokkhkk Khk-hkk:kk _-kkk..kk_ . kk kkkkk-kk_ k.. kk-

SWLSEDATAVVQDIEMVQGMLFSSLOSGSAADPVSPPTPKRDAAGAQLHHTRSHSWNPQR
SWLSEDATAVVQDIEMVQGMLFSSLOSGSAADAVSPPTPKRDAAGAQLHHTRSHSWNPQR
VELCEDATAVVQDVEMVQGMLFSSLQSGSTADAMRSLTPKRGSTGVQPPQARSKSWNPPS

VELCEDATAVVQDVEMVQGMLFSSLQSGSTADAMRSLTPKRGSTGVQPPQARSKSWNPPS
* kkkkkkhkkk kkhkkhkhhkkhkhkkhkk . kk - kkkk .ok k. okk.kkkk

ALTFTPTGSGAFLSKKERKKAWALFLHKNTHAFALIVNACRSSLAMRELQVGSVLLTFLY
GLTFTPAGSGAFMSKKERRKAWALFLHKNTHAFALIVNACRSSLAVRELQVGSVLLTFLY
DRPFLHASSGRFLSKKERRKAWAMFLHKNTHAFSLVVNACRSPLAMREPQVGSALLTFLY
DRPFLHASSGRFLSKKERRKAWAMFLHKNTHAFSLVVNACRSPLAMREPQVGSALLTFLY

Lk kk kokkkkk okkkkhkhkkkkkhkhk k. khkkkkk kk.kk kkkk khkkkkk

Metallo-peptidase, Clan MC, Family M14

Gene: LPAL13_330007200

64,214

180
180
180
62

240
240
240
122

300
300
300
182



Supplementary Figure 26

A N-terminal extension 26: Flagellar attachment zone protein

Leishmania panamensis MHOM/COL/81/L13 Chromosome 20 (Negative strand)

Current Annotation

Gene: LPAL13_200011300

246,948

244,414

B

N-terminal
LPAL13 200011400
LBRM2903_ 200013300

N-terminal
LPAL13 200011400
LBRM2903 200013300

N-terminal
LPAL13 200011400
LBRM2903 200013300

N-terminal
LPAL13_ 200011400
LBRM2903 200013300

N-terminal
LPAL13_ 200011400
LBRM2903 200013300

N-terminal
LPAL13 200011400
LBRM2903 200013300

N-terminal
LPAL13 200011400
LBRM2903 200013300

N-terminal
LPAL13 200011400
LBRM2903 200013300

Current gene: LPAL13_200011400

Gene: LPAL13_200011500

iz —
249,194 249,652 250,428 253,523
249,010 249,652

KAQADAERQRAENGKLCGDNERLVEELESLQEEAERLAGELEKAQADAEAQRAENGKLCG

DNERLAEELDRLQEEAERLAAELEKAQEEAERLAGELEKAQADAEGQRAENGKLCGDNER

DNERLAEELESLQEEAERLAGELERLQEEAERLAGELEKAQEEAERQRAENGKLCGDNER

LAEELESLQEEAERLAAELEKTQEEAERLAGELEKAQEEAEGQRAENGKLCGDNERLAEE

LVEELESLQEEAERLAGELEKAQEEAERLAGELEKAQADAEAQRAENGKLCGDNERLAEE

LESLQEEAERLAAELEKTQKDVEKLGS SNQIMVVEMEKAVARNAAAEEAVNELISERSQL
——————————————————————————————————— MEKAVARNAAAEEAVNELISERSQL
LERLQEEAERLAGELEKAQKDVEKLASANQIMVVEMEKAVARYASAEEAVNELISERSQL
*khkkkhkkhkkk * . khkkkhkkkhkkhkkhkkhkkhkkkkkik
VVELEKVRFEAYEVCCEREKDGCAVESEFLDVLMELKKVKGINDALQAVLRDKECEVKEL
VVELEKVRFEAYEVCCEREKDGCAVESEFLDVLMELKKVKGINDALQAVLRDKECEVKEL
VAELEKVRVEAYEVLCEREKDGCAVESEFLDVLMELKKLKGINDALQAVLRDKECEVKEL
* . * Kk kkkk . hkhkkhkkhkkhk hkhkhkhkhkhkkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkkkk : khkkkhkkhkkhkkhkkhkkhkkhkkhkhkkkkhkkkkkkx
RDHNELWEDPSGDMKQVVTRHTKIFDGNWEKIVRDRPEALFAAFVIDSGNACHVPGDRIT
RDHNELWEDPSGDMKQVVTRHTKIFDGNWEKIVRDRPEALFAAFVIDSGNACHVPGDRIT
RDHNELWEDPSGDMKQVVTRHTKIFDGNWEKIVRDRPEALFAAFVIDSGNACHVPGDRIT
hkhkkhkkhkkhkkhkhkhkhkhkhkkhkkkhkkhkkhkkhkkhkkhkkhkkhkkhkhkhkhkhkhkkhkhkkkhkkhkkhkkhkkhkkhkkhkkhkhkhkhkhkhkkhkkkhkkkhkkhkkhkkhkkhkkhkkhkkhkkhkkkik
QVNFDHD 366
QVNFDHD 152

QVNFDHD 1027
*kkhkkkhkkkk

Flagellar attachment zone protein

100 200 300

660

59

720

119

780

179

840

239

900

299

960
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1020



Supplementary Figure 27

A

Leishmania panamensis MHOM/COL/81/L13 Chromosome 17 (Positive strand)

Current Annotation
Gene: LPAL13_170015100

386,229

B

N-terminal
LPAL13 170015200
LPMP_170920
LbrM.17.2.000950

N-terminal
LPAL13 170015200
LPMP_170920
LbrM.17.2.000950

N-terminal
LPAL13 170015200
LPMP_170920
LbrM.17.2.000950

N-terminal
LPAL13 170015200
LPMP_170920
LbrM.17.2.000950

N-terminal
LPAL13 170015200
LPMP_170920
LbrM.17.2.000950

N-terminal
LPAL13 170015200
LPMP_170920
L?fM.17.2.000950

Formin Homology 2

N-terminal extension 27: Formin Homology 2

Current gene: LPAL13_170015200

AAAEARRTENLWTSTGGNVAGGSGAYFASVALGSALSASQQLAGQPLHSPHTESLVRTVL
AAAEARRAENLWTSAGGNVAGGSGAYFASVALGSALSASQQLAGQPLHSPHTESLVRTVL

SQLGKSTESEQDKGQHHQQQOHQHRVSSELVDAISVRAFWPKGSADSNSSTVSASGVSTPA
SQLGKSTESEQDKGQHHQQOQOHQOHRVSSELVDAISVRAFWPKGSADSNSSTVSASGVSTPT

LMASPPPPHGSTAMAPTAANLVSPPGLPPPPPPPGYKAVGPASCPPPPPPPLPPGGSGTP
LMAPPPPPHGSTAMAPTAADLVFPPGLPPPPPPPGYKAVGPASCPPPPPPPLPPGGSGTP

SLPAGLPPPPPPGIPPPTGGPKLPPPPPPPPP---QMGNGPLLPQGKGASAAAAPVPNSS
SLPAGLPPPPPPGIPPPTGGPKLPPPPPPPPPPPPOMGNGPLLPQGKGASAAAAPVPNSS

TTRNVPINGAVGDSDDAIFKAARPIGLTAGARHKI L AL FPKAAPKHTMEEEEAAARAQPI
——————————————————————————————————————————————— MEEEEAAARAQPI
TTRNVPINGAVGDSDDAIFKAARPIGLTAGARHKLLALFPKAAPKHTMEEEEAAARAQPI

TTRNVPINGAVGDSDDAIFKAARPIGLTAGARHKLLALFPKAAPKHTMEEEEAAARAQPTI
dkhkhkkhkhhkhkhkhhkx

LDPNRDRNVGIVLKFIRLPIQQIEASVRTFDTLTLGEERISGLLKIIPTADDFEAIARAQ
LDPNRDRNVGIVLKFIRLPIQQIEASVRTFDTLTLGEERISGLLKIIPTADDFEAIARAQ
LDPNRDRNVGIVLKFIRLPIQQIEASVRTFDTLTLGEERISGLLKIIPTADDFEAIARAQ

LDPNRDRNVGIVLKFIRLPIQQIEASVRTFDTLTLGEERISGLLKIIPTADDFEAIARAQ
Khkhkhkhkhhhkhhhhkhhhhkhhhkhkhhhkhkhhhkhkhhhkhkhhkhkhhhkhhhkhkhhhkhkhhhkhkhhkhkhhkhxk

FH2 P~

200 300 400 500 600

Gene: LPAL13_170015300

388,913 389,011 390,705 392,071 395,310
388,714 390,705
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Figure 3B

A N-terminal extension 28: Hypothetical protein
Leishmania panamensis MHOM/COL/81/L13 Chromosome 20 (Negative strand)

Current Annotation

Gene: LPAL13_200023400 Current gene: LPAL13_ 200023500 Gene: LPAL13_200023600
705,612 705,854 707,594 707,791 709,307 710,038
707,177 707,791

B

N-terminal MFFSGRPFPYDRARDRLLFSSVSSLCGFSLSLLLSSTIAHRPKNSPLATMLRDLLRYTGLT 60
LPMP 201810 = —m oo oo MLRDLLRYTGLT 12
LPAL13 200023500 ----———-—- -
LbrM.20.2.001630 @  -———————-— MLRDLLRYTGLI 12
N-terminal LVLLVFITSGIDKLASPSVGAAQLAKSKFPRMLAAMGATLSPSEYIHLVRGTGVICVCFS 120
LPMP_ 201810 LVLLVFITSGIDKLASPSVGAAQLAKSKFPRMLAAMGATLSPSEYTHLVRGTGVICVCFS 72
LPAL13 200023500 @  --—-———-- oo
LbrM.20.2.001630 LVLLVFITSGIDKLASPSVGAAQLAKSKFPRMLAAMGATLSPSEYIHLVRGTGVICVCFS 72
N-terminal LFILLGVGRSFFSFLMAIGMIISTVAFYVDYDYPLAITEGNIQHMLKNMSVAGALLFVSG 180
LPMP 201810 LFILLGVGRSFFSFILMAIGMIISTVAFYVDYDYPLAITEGNIQHMLKNMSVAGALLFVSG 132
LPAL13 200023500 --—--——--—--——-——-- MIISTVAFYVDYDYPLAITEGNIQHMLKNMSVAGALLFVSG 41
LbrM.20.2.001630 LFILLGVGRSFFSFLMAIGMIISTVAFYVDYDYPLAITEGNIQHMLKNMSVAGALLFVSG 132

khkhkkkhkhkhhkkhkhkhhkhhkhhkhhkhhkhhkhkhkhhkhkhkkhkkhkkkk
N-terminal SGHRSRRYTQACDAKSNIQARKNK 204
LPMP_ 201810 SGHRSRRYTQACDAKSNIQARKNK 156
LPAL13 200023500 SGHRSRRYTQACDAKSNIQARKNK 65
LbrM.20.2.001630 SGHRSRRYTQACDAKSNIQARKNK 156

hhkkhkkhkhkhkhkkhkhkhkhkkhkhkhkhkkhkkkk
C

Hypothetical protein; transmembrane region

0 100 200



Supplementary Figure 29

A N-terminal extension 29: Calcium-transporting ATPase
Leishmania panamensis MHOM/COL/81/L13 Chromosome 07 (Positive strand)

Current Annotation

Gene: LPAL13_070012200

286,709

286,152

LJ%L13_070012300
LPMP_070700
N-terminal

LDHU3 07.0870

LPAL13 070012300

Current gene: LPAL13_070012300
Calcium-transporting
ATPase

286,859
286,706

290,878

Gene: LPAL13_070012400

288,637
288,637

291,111

358

360

LPMP 070700 QHEPGTSYLHFLDYFLLCVTIIVVAVPEGLPLAVTIALAYSQSKMHDDNNQVRRLRACET 418
N-terminal = = = = ——--mmm oo e
LDHU3 07.0870 QHDSGASCRHFLDYFLLCVAIIVVAVPEGLPLAVTIALAYSQNKMHDDNNQVRRLRACET 420
LPAL13 070012300 @ @ —-—--——-—— oo oo -
LPMP 070700 MGNATQICSDKTGTLTQNLMSVVQGYVGMQHFIVKRPGDLLEPVPLSDMRAASLRRLSEG 478

N-terminal
LDHU3 07.0870

LPAL13 070012300
LPMP 070700
N-terminal

LDHU3 07.0870

MGNATQICSDKTGTLTQNLMSVVQGYVGMQHFSVKRPGDLPEPVPLSGMRATSLRQLSEG

——————————————————————————————————————————————— MTEADACDMKSRP
IAVNSSSEKVVSTTDKEGHRVAPYWQWVADRGNKTDNALLDFVDRVAMTEADACDMKSRP
IAVNSSSEKVVSTTDKEGHRVAPYWQWVADRGNK TDNALLDFVDRVAMTEADACDMKSRP

IAINSSSEKVVSTTDKEGHTVAPYWQWVADKGNKTDNALLDFVDRVAMTEADARDMGSRP
kkkkkk kk kkk

480

13
538
64
540

LPAL13 070012300 HQORTRKACQQRGFTIFPFTSDRKRMSAVVRQEDGTLLHHVKGGSDRILPLCDRYVNETGD 73
LPMP 070700 HQRTRKACQQRGFTIFPFTSDRKRMSAVVRQEDGTLLHHVKGGSDRILPLCDRYVNETGD 598
N-terminal HQRTRKACQQRGFTIFPFTSDRKRMSAVVRQEDGTLLHHVKGGSDRILPLCDRYVNETGD 124
LDHU3 07.0870 HQRIREACRQRGFTIFPFTSDRKRMSAVVRQEDGTLVHHVKGGSDRILPLCDRYVNEAGD 600

Cc

dkhkk kokkohkhkkhkkhkkhkkhkhkhkhkhhkhkhkhkhkhhkhkhhhkdhk . khkkhkhkhkhkhkhkhhkhkkkhkkkdk . kk

Calcium-transporting ATPase

100

200 o0 100 500 600



Supplementary Figure 30

A N-terminal extension 30: 60S ribosomal protein L23a
Leishmania panamensis MHOM/COL/81/L13 Chromosome 06 (Positive strand)

Current Annotation

Gene: LPAL13_060011200 Current gene: LPAL13_ 060011300 Gene: LPAL13_060011400

201,295

203,819 204,121

202,101 203,909 204,121 205,871 210,382

LPMP 060560 MACPTEAVLFSTMAAAPKTAKKAAPKDVKATKVVKVTTRKSYTRPQFRRPHTYRRPAIAK 60
LbrM.06.2.202120 MACPTEAVLFFTMAAAPKTAKKAAPKDVKATKVVKVTTRKSYTRPQFRRPHTYRRPATIAK 60
LPAL13 060011300 @  --—--——- - - - oo
N-terminal @ = = = = —-———--m— e MAK 3
LPMP 060560 PSNRVTVESKDITAFSVIRYPLTTDKAMKKIEENNTLTFIVDACANKTEIKKAMRKLYQV 120
LbrM.06.2.202120 PSNRVTVESKDITAFSVIRYPLTTDKAMKKIEENNTLTFIVDACANKTEIKKAMRKLYQV 120
LPAL13 060011300 ---------------———————————- MKKIEENNTLTFIVDACANKTEIKKAMRKLYQV 33
N-terminal PSNRVTVESKDITAFSVIRYPLTTDKAMKKIEENNTLTFIVDACANKTEIKKAMRKLYQV 63

LPMP 060560
LbrM.06.2.202120
LPAL13 060011300
N-terminal

Cc

hhkkhkhkkkhkhkkkhkhkkkhkkkhkhkkkhkhkkkhkkkkhkkkx

KAVKVNTLIRPDGLKKAYIRLSAAHDALDTANKIGLV 157
KAVKVNTLIRPDGLKKAYIRLSAAHDALDTANKIGLV 157
KAVKVNTLIRPDGLKKAYIRLSAAHDALDTANKIGLV 70

KAVKVNTLIRPDGLKKAYIRLSAAHDALDTANKIGLV 100
hkkkkkhkhkhkhkhhhkkkhhkkkkkkkhkkkkkkkkkkk

60S ribosomal protein L23a




Supplementary Figure 31

A

Leishmania panamensis MHOM/COL/81/L13 Chromosome 01 (Positive strand)

Current Annotation
Gene: LPAL13_010007600

83,147

82,128

N-terminal
LPMP 010340
LPAL13 010007700
LbrM.01.2.000370

N-terminal
LPMP 010340
LPAL13 010007700
LbrM.01.2.000370

N-terminal
LPMP 010340
LPAL13 010007700
LbrM.01.2.000370

N-terminal
LPMP 010340
LPAL13 010007700
LbrM.01.2.000370

N-terminal extension 31: Hypothetical protein

Current gene: LPAL13_010007700

84,193
84,193

84,793

MMSSTVYDFGYELASKQVRVYQTNDVGSVYRALTANLQEYLAYEGIQEEDPTSLKNMFVK
MMSSTVYDFGYELASKQVRVYQTNDVGSVYRALTANLQEYLAYEGIQEEDPTSLKNMFVK

MMSSTVYNFGYELASKQVRVYQTNDVGSVYRALTANLQEYLAYEGIQEEDPTSLKNMFVK

VLTVGVGVAVYVLCKSHASEVLLAGSFLFFGALVAFQLVCSILQHNGNIIFIGSGRVVED
VLTVGVGVAVYVLCKSHASEVLLAGSFLFFGALVAFQLVCSILQHNGNIIFIGSGRVVED

VLTVGFGLAVYVLCKSHASGVLLTGSFLFFGALVAFQLVCSILQHNGNIIFIGSGRVVED

QORGQKPCFRKLKNQRICIRLTQENMFIPVVKFEVQLIGPSRMFSPPTVYSRVEKTVQYG
QORGQKPCFRKLKNQRICIRLTQENMFIPVVKFEVQLIGPSRMFSPPTVYSRVEKTVQYG
————————————————————————— MFIPVVKFEVQLIGPSRMFSPPTVYSRVEKTVQYG

QORGQKPCFRKLKNQRICIRLTQENVFIPVVKFEVQLIGPSRMFSPPTVYSRVEKTVQYG
: khkkhkkhkkhkhkhkkhkkhkkhkkhkkhkhkkhkkhkkhkkkhkkkkhkkhkkhkkhkkhkkkk

QFFGSTGFFFPPALQELIDGMLEAVASKKQR 211
QFFGSTGFFFPPALQELIDGMLEAVASKKQR 211
QFFGSTGFFFPPALQELIDGMLEAVASKKQR 66

QFFGSTGFFFPPALQELIDGMLEAVASKKQR 211
hkkkkdkdkdhkhhkhhhhkkkkkkkkokkkkkkhx

Hypothetical protein; transmembrane region

Gene: LPAL13_010007800

83,993
83,558

85,086

60
60

60

120

120

120

180

180

35
180



Supplementary Figure 32

A N-terminal extension 32: 3-hydroxyacyl-CoA dehydrogenase, C-terminal domain

Leishmania panamensis MHOM/COL/81/L13 Chromosome 34 (Positive strand)

Current Annotation
Gene: LPAL13_340007700

69,019

68,786

N-terminal
LbrM.34.0330
LPAL13_340007800
LbrM.34.2.000330
N-terminal
LbrM.34.0330
LPAL13 340007800
LbrM.34.2.000330
N-terminal
LbrM.34.0330
LPAL13_ 340007800
LbrM.34.2.000330
N-terminal
LbrM.34.0330
LPAL13_ 340007800
LbrM.34.2.000330
N-terminal
LbrM.34.0330
LPAL13 340007800
LbrM.34.2.000330
N-terminal
LbrM.34.0330
LPAL13 340007800
LbrM.34.2.000330
N-terminal
LbrM.34.0330
LPAL13_ 340007800
LbrM.34.2.000330

N-terminal
LbrM.34.0330
LPAL13 340007800
LbrM.34.2.000330

N-terminal
LbrM.34 .0330
LPAL13 340007800
LbrM.34.2.000330

Cc

Current gene: LPAL13_340007800
HAD

73,027 76,188

——————————————————————————————————— MAPKAAPAAPKVVPAAPAAPVAPKA
VPAAPVAPKVVPAAPVAPKAAPAAPVAPKVVPAAPVAPKAAPAAPVAPKVVPAAPAAPKA
APAAPVAPKVVPAAPVAPKAAPAAPVAPKVVPAAPVAPKAAPAAPVAPKVVPAAPAAPKA
APAAPKVVPAAPAAPVAPKAVPAAPAAPKAVPAAPKVVPAAPAAPNVSRWTRWORRPVAG
APAAPVAPKAAPAAPVAPKVVPAAPVAPKAAPAAPVAPKVVPAAPNVSRWTRWQORRPVAG
APAAPVAPKAAPAAPVAPKVVPAAPVAPKAAPAAPVAPKVVPAAPNVSRWTRWQRRPVAG
ASNTLENQRSSSRGAHPQPTERQQADAKHVVACVSSVQQFPHRTASERPAAPPPPSSPPP
ASNTLENQRPSSQGAHPQPTERQQADAKHVVACVPSVQQFPHRTASERPAAPPPPSSPPP
ASNTLENQRPSSQGAHPQPTERQQADAKHVVACVPSVQQFPHRTASERPAAPPPPSSPPP
APSLSTAPLAPPTPPSTSSAHTTIAPPSVSAVAEADSEATDEKLFEALQPSLSTRIEAAV
APSLSTAPLAPSTPPSTSSAHTTIAPPSVSAVAEADSEATDEKLFEALQPSLSTRIEAAV
APSLSTAPLAPSTPPSTSSAHTTIAPPSVSAVAEADSEATDEKLFEALQPSLSTRIEAAV
ROGKAACLLTASHTAQQPQVEQLEQRILRTDTEAHADSSELIEGGATGDWACAKREEWLL
ROGKAAYLLTASRTAQQPQOVEQLEQRILRTDTEARADSSELIEGGATGDWACAKREEWLL
ROGKAAYLLTASRTAQQPQOVEQLEQRILRTDTEARADSSELIEGGATGDWACAKREEWLL
PLPGFISSSIDRHEIPAELGGDDGSNVAECTTARSTANDFSRKATTTAPADAAPLLSALA
PLPGFISSSIDRHEIPAELGGDDGSNVAECTTERSTANDFSRKETTTAPADAAPLLSALA
PLPGFISSSIDRHEIPAELGGDDGSNVAECTTERSTANDFSRKETTTAPADAAPLLSALA
PELSESATMERLPIDVWFGADAASCGKGATAPQRPRVTDNSDVCLVVSTSVTPQKYAITV
PELFESATVERLPIDVWFGADAASCGKGATAPQRPRVTDNSDVCLVVSTSVTPQKYAITV
———————— MERLPIDVWFGADAASCGKGATAPOQRPRVTDNSDVCLVVSTSVTPOKYAITV
PELFESATVERLPIDVWFGADAASCGKGATAPQRPRVTDNSDVCLVVSTSVTPQKYAITV

:***************************************************
OLREPPSSPMACVQAVAGALDTVEAHCNTAVTSHTAASVDSALRVAPAITVTWCALPHCS
OLREPPSSPMACVQAVAGALDTVEAHCNTAVTSHTATSVDSALKIAPAITVTWCALPHCS
OLREPPSSPMACVQAVAGALDTVEAHCNTAVTSHTAASVDSALRVAPAITVTWCALPHCS
OLREPPSSPMACVQAVAGALDTVEAHCNTAVTSHTATSVDSALKIAPAITVTWCALPHCS
AAhAkAAAkAAkAhkhkhkhkhkhkhkhkkhkkhkhkkhkkhkkhkkhkkhkkhkkhkhkkhkhhhkhhhdkk : * Kk k Kk kX : :***************
FFAATQSPTELPLSQRVDYVTAKETVMERFNCLVARFRARVHFAAVVSSGSVLDFGAEVFEF
FFAAAQSPAELPLSQRVDYVTAKETVMERFNCLVARFRERVHFAAVVSSGSVLDFGAEVFEF
FFAATQSPTELPLSQRVDYVTAKETVMERFNCLVARFRARVHFAAVVSSGSVLDFGAEVFEF

FFAAAQSPAELPLSQRVDYVTAKETVMERFNCLVARFRERVHFAAVVSSGSVLDFGAEVF
IhAK chhh s AAKAKAAA KA AAAAAA R IAAAAAA AR A A A AKA hhkhkhhkhhhAhdhhhhhhhhddhh

3-hydroxyacyl-CoA dehydrogenase, C-terminal domain

0 10 20

00 Ll 500 600 100 800 0 1000 100

Gene: LPAL13_340007900
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77,090
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Supplementary Figure 33

A

Leishmania panamensis MHOM/COL/81/L13 Chromosome 09 (Negative strand)

Current Annotation

Gene: LPAL13_090017600

437,217

436,030

N-terminal

LPAL13 090017700
LPMP_091220
LBRM2903 090019300

N-terminal

LPAL13 090017700
LPMP_091220
LBRM2903 090019300

N-terminal

LPAL13 090017700
LPMP_091220
LBRM2903 090019300

N-terminal

LPAL13 090017700
LPMP_091220
LBRM2903 090019300

N-terminal

LPAL13_ 090017700
LPMP_091220
LBRM2903 090019300

N-terminal

LPAL13_ 090017700
LPMP_091220
LBRM2903_ 090019300

AAA family ATPase

N-terminal extension 33: AAA family ATPase

Current gene: LPAL13_090017700

MMPPKKKPSTAATRSSVGAPAEPRQATSTLAAAASSRPTKPRLPSQLSLTASVVPSRGTV

AVSRSTAPTSLASAAHVRAFYRTGRFVSAPPRTLMDLLRFYVEFFLLCAQPAVPYRTSTA
—————————————————————————————————— MDLLRFYVEFFLLCAQPAVPYRTSTA

ASVAGAEKAPRSTVSNGGDCNGNYTAAAAKPAAVDIAAQVTTLTFISVPHSVWFFFEAVA
ASVAGAEKAPRSTVSNGGDCNGNYTAAAAKPAAVDIAAQVTTLTFISVPHSVWFFFEAVA

ASVAGAEKAPGSTVSNGGDCNGNYTAAAAKPAAVDIAAQVTTLTFISVPHSVCFFFEAVA

LFPGDGEAAPLPESGGKSAGRKRRRSSVAFNGTVLPLAGDTVLECDDDSDVQYQPSVMLQ
LFPGDGEAAPLPESGGKSAGRKRRRSSVAFNGTVLPLAGDTVLECDDDSDVQYQPSVMLQ

LLPGDGEAAPLPESGGKSAGRKRRRSSVAFNGTVLPADGDTVLKCDDDSDVQYQPSVMLQ
* ko

RLCEYGALQVPEFDSDSAYLAAKDVLVYLKHYGYLVSAMTLSAAILRNVELVGLDFRQHC
RLCEYGALQVPEFDSDSAYLAAKDVLVYLKHYGYLVSAMTLSAAILRNVELVGLDFRQHC
RLCEYGALQVPEFDSDSAYLAAKDVLVYLKHYGYLVSAMTLSAAILRNVELVGLDFRQHC

RLCEYGALQVPEFDSDSAYLAAKDVLVYLKHYGYLVSAMTLSAAILRNVELVGLDFRQHC
e L X L L T X

VPCMNAITQLVDYLINAQLRKMQLPPRVVRLSERLRLSAKAARTLEYLLVCHCGRYAPGN
VPCMNAITQLVDYLINAQLRKMQLPPRVVRLSERLRLSAKAARTLEYLLVCHCGRYAPGN
VPCMNAITQLVDYLINAQLRKMQLPPRVVRLSERLRLSAKAARTLEYLLVCHCGRYAPGN

VPCMNAITQLVDYLINAQLRKMQLPPRVVRLSERLRLSAKAARTLEYLLVCHCGRYAPGN
Khkhkhkdkdkdkhhhhhkhhhhhhkhkhkhkhkhkkhkhkhkhhhdhhhhhhhhkhhkhkhkhkhkhkkkkkkhkhkhhkhkkkxk

EAA i tAA I

L 50 0 ] | W 100 1100 1200 1200

Gene: LPAL13_090017800

438,601 442,509 443,567 444,889
437,890 442,509

120

26

180

86

240
146

146

300
206
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206
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Supplementary Figure 34

A

N-terminal extension 34: Hypothetical protein

Leishmania panamensis MHOM/COL/81/L13 Chromosome 33 (Positive strand)

Current Annotation
Gene: LPAL13_330031500

895,141

890,864

N-terminal
LPAL13 330031600
LbrM.33.2560

N-terminal
LPAL13 330031600
LbrM.33.2560

N-terminal
LPAL13 330031600
LbrM.33.2560

N-terminal
LPAL13 330031600
LbrM.33.2560

N-terminal
LPAL13 330031600
LbrM.33.2560

N-terminal
LPAL13 330031600
LbrM.33.2560

N-terminal
LPAL13 330031600
LbrM.33.2560

Cc

Current gene: LPAL13_330031600

899,338
899,338

900,658

AADARVQELEAAATSSAERTSRLGAEHAARVAELEAARAAADARVQELEAAATSSAERTS

RLGAEHAARVAELEAARAAADARVQELEAAATSNVERTSRLGAEHAARVAELEAARAAAD

RLGAEHAARVAELEAARAVADARVQELEAAATSSAERTSRLGAEHAARVAELEAARAAAD

ARVOQELEAAATSNVERTSRLGAEHAARVAELEAARAAADARVQELEAAVRCVAEALFVEP

ARVQELEAAATSSAERTSRLGAEHAARVAELEAARAAADARVQELEAAVRRVVEALFVEP

FCVTEHFIVENKRAANSVDQVCFAREVEERVKRQVKEREAAMCRLLMEVTQLKAKLAVAE
————————————————————————————————————————— MCRLLMEVTQLKAKLAVAE

FCVTEHFIVENKRTVNGVDQVCFARELEERVKRQVKEREAAMCRLLMEVTQLKAKLAVAE
Kkhkhkkhkhkhkhkhkhkhhkhkhkhhxx

AEKAEMARNRKVAEQEVRRRAEATEQSGLLNGDDSVPRSRRKCWRSWCPVCNVMWLVCSS
AEKAEMARNRKVAEQEVRRRAEATEQSGLLNGDDSVPRSRRKCWRSWCPVCNVM——————

AEKAEMARNRKVAEQEVRRRAEATEQSGLLNGDDSVPRSRGKCWGSWCPVCNVM——————
Ahkhkhkhhhkhhhhkhkhkhhhhkhhhhhkhkhhhhhkhhhhkhkrhhkhkkr *hkk khkkkkrhkhk

Hypothetical protein, transmembrane region

Gene: LPAL13_330031700

899,117
898,553

903,771

540

600

147

780



Supplementary Figure 35

A

N-terminal extension 35: Hypothetical protein

Leishmania panamensis MHOM/COL/81/L13 Chromosome 25 (Negative strand)

Current Annotation

Gene: LPAL13_250013100

259,856

258,777

B

N-terminal

LPAL13 250013200
LARLEM1108 250012800
LINF 250012600

N-terminal

LPAL13 250013200
LARLEM1108 250012800
LINF 250012600

N-terminal

LPAL13 250013200
LARLEM1108 250012800
LINF 250012600

N-terminal

LPAL13 250013200
LARLEM1108 250012800
LINF 250012600

Thioredoxin_9 domain

Current gene: LPAL13_250013200

260,487
260,487

261,322

MLFKLSFLLSIYLRWFAEAWKEKSNTSMSISTISSLAELQALVRQPKLTVIDFFATWCGP
——————————————————————————— MAIRVISTLAELQALTRQPKLTVVDFFATWCGP
——————————————————————————— MAIRVISTLAELQVLTRQPKLTVVDFFATWCGP

CKAIAPLIEKLASTKPHVNFAKVDVDRTPDVVRNYPVRAMPTFYFFKGGNVVSTFEGADI
——————————————————————————————————————— MPTFYFFKGGNVVSTFEGADI
CKAIAPLLENLASRKQHVNFAKVDVDRTPDVIRDYPVRAMPTFYFFKDGNVVATFEGADI

CKVIAPLLENLASRKQHVNFAKVDVDRTPDVIRDYPVRAMPTFYFFRDGNVVATFEGADI
kkkkkdkk . kkkk o kkkkkkk

NAVIRLVQENEVIPPPAIPLDEELESMKSRDLLSLMRLHCISTAGLMEKTELIEALRKYR
NAVIRLVQENEVIPPPAIPLDEELESMKSRDLLSLMRLHCISTAGLMEKTELIEALRKYR
NSVTQLVQQOHEVIPPPAIPADKELDAMKPRDLLSLMRQHHISTTGLMEKSELIEEIRKYR

NSVIQLVQQOHEVIPPPAIPSDKELDAMKPRDLLSLMRQHHISTTGLMEKSELIEEIRKYR
Kok skkkeokkkkkkkkk kokkookk kkkkkkkk Kk kkkokkkkk:kkkk o kkkk

R 181
R 82
R 154
R 154

=1am

Thioredoxin

Gene: LPAL13_250013300

260,239
259,942

262,164

180

153
153



Supplementary Figure 36

A

N-terminal extension 36: Protein tyrosine kinase

Leishmania panamensis MHOM/COL/81/L13 Chromosome 02 (Negative strand)

Current Annotation
Gene: LPAL13_020009500

178,817

176,310

B

N-terminal
LPMP_020450
LPAL13_ 020009600
LbrM.02.2.000540
N-terminal
LPMP_020450
LPAL13_ 020009600
LbrM.02.2.000540
N-terminal
LPMP_020450
LPAL13 020009600
LbrM.02.2.000540
N-terminal
LPMP_020450
LPAL13_ 020009600
LbrM.02.2.000540
N-terminal
LPMP_020450
LPAL13_ 020009600
LbrM.02.2.000540
N-terminal
LPMP_020450
LPAL13_ 020009600
LbrM.02.2.000540
N-terminal
LPMP_020450
LPAL13_ 020009600
LbrM.02.2.000540
N-terminal
LPMP_020450
LPAL13_ 020009600
LbrM.02.2.000540
N-terminal
LPMP_020450
LPAL13_020009600
LbrM.02.2.000540

Cc

Current gene: LPAL13_020009600

182,059
180,571

184,923
184,923

195,396

MHLIGGMRTSGDSGRRESPIIDETNTHPTVACVEATPTLGQTSYAPGMNQVPGVGETGKG
—————— MRTSGDSGRRESPIIDETNTHPTVACVEATPTLGQTSYAPGMNQVPGVGETGKG
—————— MRTSGDSGRRESPIIDETNTHPTVACVEATPTLGQTSYAPGMNQVPEVGETGKG
PSSIHRKSHGGVAGSMMTVRSRIATSQONNHLSEGMGPQLDAEGPDCEDCEKLGGDGETQH
PSSIHRKSHGGVAGSMMTVRSRIATSQONNHLSEGMGPQLDAEGPDCEDCEKLGGDGETQH
PSSIHRKSHGGVAGSMMTVRSRIVTSQONNHLSEGMGPQLDAEGPDCEDCEKLGGYGETQH
SYSLTSRSCRRSDISIDAFPPHRELSGHGGAKGEQVQIDPENIEKSASTPDQAGVDSTRV
SYSLTSRSCRRSDISIDAFPPHRELSGHGGAKGEQVQIDPENIEKSASTPDQAGVDSTRV
SYSLTSRSCRRSDISIDAFPPHRELSGHGGAKGEQVQIDPENIEKSASTPDQAGVDSTRV
SIDSYNHNASVSTGVAFLTKAEPVVVSTVYNERGAGSRKSSGEAEKSMOSLHQQLCHESA
SIDSYNHNASVSTGVAFLTKAEPVVVSTVYNERGAGSRKSSGEAEKSMQOSLHQQLCHFESA
SIDSYNHNAPVSTGVAFLTKAEPVVVSTVYNERDAGSRKSSGEAEKSMQOSLHQQLCHFESA
GKNALRRRSRDTSPTALIASPTVPVVRVEAEFPESGWGGGSGSGDVAEVKVSNSLSAAVA
GKNALRRRSRDTSPTALIASPTVPVVRVEAEFPESGWGGGSGSGDVAEVKVSNSLSAAVA
GKNALRRRSRDTSPTALIASPTVPVVRVEAEFPESGWGGGSGSGDVAEVKVPNSLSTAVA
CAGRLLDTNLAPSDGVTTNTRESASRSRRSAQFLSEMLGTSEKALGGFSTRREGGSGNMD
CAGRLLDTNLAPSDGVTTNTRESASRSRRSAQFLSEMLGTSEKALGGFSTRREGGSGNMD
CAGRLLDTNLAPSDGVTTNTRESASRSRRSAQFLSEVLGSSEKALGAFSTRREGGSGNMD
SAAAVSNPLHHHNNTSRRSDTRSTSDTHYAYGNGVTGTQSSGARRELPARSVENLAGGSR
SAAAVSNPLHHHNNTSRRSDTRSTSDTHYAYGNGVTGTQSSGARRELPARSVENLAGGSR
SAAAVSNPLHHHNNTSRRSDTRSTSDTHYAYGNGVTGTQSSGARRELPARSVENLAGGSR
GQYHTDGLADWRSFGSYRGELEWLCVPSLEFYLFANIIKWNELRLOQRQOSSRASLEENRARL
GQYHTDGLADWRSFGSYRGELEWLCVPSLEFYLFANIIKWNELRLOQRQOSSRASLEENRARL
GOQYHTDGLADWRSFGSYRGELEWLCVPSLEFYLFANIIKWNELRLQROSSRTSLEENRARL
SDASFSLVSNWTPNREQELYMLEDRISFSVFELKGVYLNPLLVRWSKPKLRSLVADVALT
SDASFSLVSNWTPNREQELYMLEDRISFSVFELKGVYLNPLLVRWSKPKLRSLVADVALT
———————————————————— MLEDRISFSVFELKGVYLNPLLVRWSKPKLRSLVADVALT
SDASFSLVSNWTPNREQELYMLEDRISFSVFELKGVYLNPLLVRWSKPKLRSLVADVALT

PR R R R R E RS EEE SRR EEEEEEESEEEESEEEESEE & RS E&]

Protein tyrosine kinase

Gene: LPAL13_020009700

206,744

60
54

54
120
114

114
180
174

174
240
236

236
300
296

296
360
354

354
420
416

416
480
476

476
540
536
40

536



Supplementary Figure 37

A

N-terminal extension 37: Flagellar-associated PapD

Leishmania panamensis MHOM/COL/81/L13 Chromosome 18 (Positive strand)

Current Annotation
Gene: LPAL13_180009500

160,560

159,322

B

N-terminal
LPAL13 180009600
LPMP_180570
LbrM.18.2.000630

N-terminal
LPAL13 180009600
LPMP_180570
LbrM.18.2.000630

N-terminal
LPAL13 180009600
LPMP_180570
LbrM.18.2.000630

N-terminal
LPAL13 180009600
LPMP_180570
LbrM.18.2.000630

N-terminal
LPAL13_ 180009600
LPMP_180570
LbrM.18.2.000630

N-terminal
LPAL13 180009600
LPMP_180570
LbrM.18.2.000630

Cc

Current gene: LPAL13_180009600
PapD

162,713
161,861

165,598
165,598

166,475

MTLMTNKRARMHFKHLNKCLLLSFAFAESALSSSQRRRLLWWGGCCTEAVVHNDQWVSDT

DFLSFDNGVIKNPFYWKDADDGDCNYSTHRKWRRQPRDAINSARAVYTRYLLSKEKTPFQ
DFLSFDNGVIKNPFYWKDADDGDCNYSTHRKWRRQPRDTINSARAVYTRYLLSKEKTPFQ

FNPETVCFADYDVGKEHKMLVTFTNTATVPKTFRVMPIPSRYANMVS IEYTVPPKISPGL
———————————————————————————————————————————— MVSIEYTVPPKISPGL
FNPETVCFADYDVGKEHKMLVTFTNTATVPKTFRVMPIPSRYANMVS IEYTVPPKISPGL

FNPETVCFADYDVGKEHKMLVTFTNTATVPKTFRVMPIPSRYANMVSIEYTVPPKISPGL
khkhkhkhkhkhkhkhkhkhkkhkhkh*x

SWNIIVKYRPGDLSDISTAIYVKTDEGYFAVPLTSSKKAFAFSVEPKDVNFGTVIVGEKR
SWNIIVKYRPGDLSDISTAIYVKTDEGYFAVPLTSSKKAFAFSVEPKDVNFGTVIVGEKR
SWNIIVKYRPGDLSDISTAIYVKTDEGYFAVPLTSSKKAFAFSVEPKDVNFGTVIVGEKR

SWNIIVKYRPGDLSDISTAIYVKTDEGYFAVPLTSSKKAFVFSVEPKGVNFGTVIVGEKR
Khkhkhkhkhhkhkhhkhkhhhkhhhkhkhhkhhhhkhhhkhhhkhkhhkhkhhhkhhdx _ hhkkhhkk _ hkkhkhkkhhkkhhx

Flagellar-associated PapD

300

100

120

Gene: LPAL13_180009700

167,446

120

300

121

121

360

181
181



Supplementary Figure 38

A N-terminal extension 38: Expression-site associated gene (ESAG3)
Leishmania panamensis MHOM/COL/81/L13 Chromosome 33 (Positive strand)

Current Annotation

Gene: LPAL13_330019500 Current gene: LPAL13_330019600 Gene: LPAL13_330019700
468,301 469,050 470,212 471,561 472,993 473,066

469,960 471,561

B
LbrM.33.1540 MAQMFHRGVAHSHRRRLSRLWRRCAGLFNRRAVPLVSAFAVVLLVTAAVLLTPRRYARVP 60
LPMP_ 331390 MAQIFHRGVAHSHRRRLSRSWRRCAGLFNRRAVPLVSAFAVVLLVTAAVLLTPRRYARVP 60

N-terminal = - -
LPAL13 330019600 —----———---—— o

LbrM.33.1540 DGSDLAIPYHSKAAVYRONAAFVAPFPRGGGIGVASTATETVPAAVHSRSHREEALEAEI 120
LPMP_ 331390 DGSDLAIPYHSKAAVYRONAAFVAPFPRGGGIGVASTATETVPTAVHSRSHRQEALEAEI 120
N-terminal = - MEAEI 5

LPAL13 330019600 === m o e e e e e e e

LbrM.33.1540 EVYLANHGIRRERRTRVRFQIVSNVVDWKLCTTLGSAALAGFSIPVTGFNAAYSHVRRFE 180
LPMP_ 331390 EVYLANHGIRRERRARVRFQIVSNVVDWKLCTTLGSAALAGFSIPVTGFNAAYSHVRRFE 180
N-terminal ETYLASHGIRRERRTRVRFQIVSNVVDWRLCTTLGSAALAGFSIPVTGFPAAYSHIRRFE 65

LPAL13 330019600 === m o e e e e e e e e e

LbrM.33.1540 RYLDFVEREELHDEDIVVTMDSDVYWTGADFLPFLRKFARFSPEQESDLDVAAVRAWEDY 240
LPMP_ 331390 RYLNFVEREELHDEDIVVTMDSDVYWTGADFLPFLRKFARFSPEKESDLDVAAVRAWEDY 240
N-terminal SYLNFVEREELHDEDIVVTMDSDVYWTGADFLPFLGKFARFSPEQESDLDVAAVRAWEDY 125
LPAL13 330019600 -—---—--—--—-———————- MDSDVYWTGADFLPFLGKFARFSPEQESDLDVAAVRAWEDY 41
hkkhkkhkhkhhkhhkhhhkhk hhkhhkhkhhkk . khkkkhkkhkkhhkkhkkx
LbrM.33.1540 GEKKAPLDMQRLODEMHNGTAGLKRPLLOMPPVVYNADDLCWWGQHSEGFVQCPLAFATL 300
LPMP 331390 GEKKAPLDMQRLODEMHNDTAGLKRPLLOMPPVVYNADDLCWWGQHSEGFVQCPLAFATL 300
N-terminal GEKKAPLYMQRLQOAEMYNGTAGLKRPLLOMPPVVYSAENVCWWGQHSEGFVQCPLAYATIL 185
LPAL13 330019600 GEKKAPLYMQRLOAEMYNGTAGLKRPLLOMPPVVYSAENVCWWGQHSEGFVQCPLAYATL 101
hhkhkdkhkhkk hhkhkkk Khhk-k dhkhkkhhhdhhkhhkhhkhdhhk *:.: -dhkhkkhkkhkhkhkhhkhkkh:kk*k

No domain found



Supplementary Figure 39

A

N-terminal extension 39: Hypothetical protein

Leishmania panamensis MHOM/COL/81/L13 Chromosome 32 (Negative strand)

Current Annotation
Gene: LPAL13_320029300

843,090

842,470

B

N-terminal

LPAL13_ 320029400
LBRM2903_ 320031300
LPMP_322350

N-terminal

LPAL13_ 320029400
LBRM2903_ 320031300
LPMP_322350

N-terminal

LPAL13 320029400
LBRM2903_ 320031300
LPMP_322350

N-terminal

LPAL13 320029400
LBRM2903_ 320031300
LPMP_322350

N-terminal

LPAL13_ 320029400
LBRM2903 320031300
LPMP_322350

N-terminal

LPAL13_ 320029400
LBRM2903 320031300
LPMP_ 322350

No domain found

Current gene: LPAL13_320029400

846,348
846,348

846,781

VDWLKEENESLKVQVREWEEKHTEVTNEKVSAVVKVGEVEEMLSCCKCELQRLKAEYSSL
————————————————————————————————————————— MLSCCKCELQRLKAEYSSL
VDWLKEENESLKVQVREWEEKHTEVTKEKVNAVVKVGEVEEMLSCCKCELQRLKAEYSSL

————————————————————— MSTSSLASPTTEKAQKLKEAQLKIGMALKNAQYALTTHA
* - *

QKTMSKSLEDRDIAVKRLKESVHLTEEAEANVVRLETLRKELQEVQERLEITDKDRALVV
QKTMSKSLEDRDIAVKRLKESVHLTEEAEANVVRLETLRKELQEVQERLEITDKDRALVV
QKTMSKSLEERDIAVKRLKESAHLTEEAEANAVRLETLRKELQEVQERLEITDKDRALVV

HRGLTTALHENASALTALSTYLSLSGSPVKAAAIAGOMAKILKSVGTYVSAKERNSGTSQ
.. Sk . * - * * - .k k- K . ...

200 300 400 500

Gene: LPAL13_320029500

844,828
844,525

849,035

480

540

600

60

660

120

720
39

180
79
780
99

600



Supplementary Figure 40

A

N-terminal extension 40: Hypothetical protein

Leishmania panamensis MHOM/COL/81/L13 Chromosome 17 (Negative strand)

Current Annotation
Gene: LPAL13_170011900

281,271

277,348

B

N—-terminal
LPAL13 170012000
LbrM.17.2.000670
LPMP_ 170640

N—-—terminal
LPAL13 170012000
LbrM.17.2.000670
LPMP_170640

N—-terminal
LPAL13_ 170012000
LbrM.17.2.000670
LPMP_170640

N—-terminal
LPAL13 170012000
LbrM.17.2.000670
LPMP_170640

N—-terminal
LPAL13 170012000
LbrM.17.2.000670
LPMP_170640

N—-terminal
LPAL13 170012000
LbrM.17.2.000670
LPMP_170640

N-terminal
LPAL13 170012000
LbrM.17.2.000670
LPMP_170640

Current gene: LPAL13_170012000

284,152
284,152

285,758

MLFKASLOQTTKRMSNSSTPDARVOVVTI'TSSAEDOLFHQOLFPOVRRNERKLVQSCNCGLIRR

KLVRMGRMYVTPLRICFTSSFIEEPLFILLENVLTLERKASFVCDTIVVVTKTQVEHDFT
————-MGRMYVTPLRICFTSSFIEEPLFILLENVLTLERKASFVCDTIVVVTKTQVEHDFT

AFISTGVTOMYSLLKTLWSVREKYTADRARSLCPDDKSDASSATSSLSGRLTTGGNSAAY
AFISTGVTOMYSLLKTLWSVREKYTADRARSLCPDDKSDASSATSSLSGRLTTGGNSAAY
AFISTGVTOMYSLLKTLWSVREKYTADRARSLCPDDKSDASSATSSLSGRLTTGGNSAAY

GSGAEARDSQSODKHPLSASNWLSTNGROQDAEDCTECDRAAVSLRASSVGAPAVVEKQST
GSGAEARDSQSODTHPLSASNWLSTNGROQDAEDCTECDRAAVSLRASSVGAPAVVEKQST
GSGAEARDSQSODKHPLSASNWLSTNGRODAEDCTECDRAAVSLRASSVGAPAVVEKQST

SGLLLERSSLONRKSRPQESSNDVOSGTNPEFRRFFPSIPQTETIKDSFTCCYQFGASRL
SGLLLERSSLONRKSGPQESSNDVOSGTNPEFRRFFPSIPQTETIKDSFTCCYQFGASRL
SGLLLERSSLONRKSRPQESSNDVOSGTNPEFRRFFPSIPQTETIKDSFTCCYQFGASRL

GKMWVTONFILFVSPMMESRIEIKFSDVEKIEKEQKLVLLDGFYVQLKSGSSLSFSNFTS
——MWVTONFILFVSPMMESRIEIKFSDVEKIEKEQKLVLLDGFYVQLKSGSSLSFSNFTS
GKMWVTONFILFVSPMMESRIEIKFSDVEKIEKEQKLVLLDGFYVQOLKSGSSLSFSNFTS

GKMWVTONFILFVSPMMESRIEIKFSDVEKIEKEQKLVLLDGFYVQLKSGSSLSFSNFTS
AAAAAA AR AR AR AR AR AR AARAARAARAARAARAAAA AR A A A A A AR AR AR AR A h Ak hkhkhkk

RDAALNVIESTFQASKAQONGTKKDTGVSGPLVFKTTTSENDEGKIPAVVSMDAFSQVET
RDAALNVIESTFQASKAQONGTKKDTGVSGPLVFKTTTSENDEGKIPAVVSMDAFSQVET
RDAALNVIESTFQASKAQONGTKKDTGVSGPLVFKTTTSENDEGKIPAVASMDAFSQVET

RDAALNVIESTFQASKAQONGTKKDTGVSGPLVFKTTTSENDEGKIPAVASMDAFSQVET
KA KA A A KA A KA IA A A KA A A AAAKAAAAKRAAAIAAAAAAAAAAA A AT A AAA A A AR _hAhhkdhkhhhdk

Gene: LPAL13_170012100

282,800
282,524

287,068

120

108
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180

168
116
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Supplementary Figure 41

A

Leishmania panamensis MHOM/COL/81/L13 Chromosome 35 (Negative strand)

Current Annotation
Gene: LPAL13_350010400

138,647

136,380

B

N-terminal
LPMP_350520
LPAL13 350010500
LbrM.35.2.000610

N-terminal
LPMP_350520
LPAL13 350010500
LbrM.35.2.000610

N-terminal
LPMP_350520
LPAL13 350010500
LbrM.35.2.000610

N-terminal
LPMP_350520
LPAL13 350010500
LbrM.35.2.000610

N-terminal
LPMP_350520
LPAL13 350010500
LbrM.35.2.000610

N-terminal
LPMP_350520
LPAL13 350010500
LbrM.35.2.000610

N-terminal extension 41: Hypothetical protein

Current gene: LPAL13_350010500

140,236
140,236

141,630

MENIMTEICLVANIIDRLLEANESLRADELLPLTKRLRAAASELSSINPQKQPNLVSSPL
MENIMTEICLVANIIDRLLEANESLRADELLPLTKRLRAAASELSSINPQKOPNLVSSPL

MENIMTEICLVANIIDRLLEANESLRADELVPLTKRLRAAASELSSINSQQQOPNLVSSPL

PRNVEGLNIMVSRGRQGPSKLQLPRTLAQFTAARRQTLRSHSLSDTCTKVGISKVPHEVS
PRNVEGLNIMVSRGRQGPSKLQOLPRTLAQFTAARRPTLRSHSLSDTCTKVGISKVPHEVS

PRNVEGLNIMGSRGRQGPSKLQLPRTLAQFTAARRQTPRGHSLSDTCTKVGISKVSYEVS

QOSICCSLYNLLEGATRLLCASHGHIFVKRGDDMFSIANVSRTLVFPPPQVHHGCLCSADA
QSICCSLYNLLEGATRLLCASHGHIFVKRGDDMFSIANVSRTLVFPPPQVHHGCLCSADA
———————————————————————————————— MFSIANVSRTLVFPPPQVHHGCLCSADA

QSICCSLYNLLEGATRLLCASHGHIFVKRGDDMFSIANVSRTLVFPPPQVHHGCLCSADA
Khkhkhkhkhkhkhkhkhkkhkhkhkhkkhkkhkkhkkhkhhhx

EVLGSSIALNRYIDEVGRKRAVLVFPIYKIPIGNGPGEPVATIHVERRDHVSAPFSESDE
EVLGSSIALNRYIDEVGRKRAVLVFPIYKIPIGNGPGEPVATIHVERRDHVSAPFSESDE
EVLGSSIALNRYIDEVGRKRAVLVFPIYKIPIGNGPGEPVATIHVERRDHVSAPFSESDE

EVLGSSIALNRHIDEVGRKRAVLVFPIYKIPIGNGPGESVATIHVERRDHVSAPFSESDE
Khkhkhkhkhhkhkdhhhk - hhkhkhhhkhhhkhhhkhkhhhkhhkhhhkhhhkhx _ Hhhkhhkhhhkhkhhkkhhkhhkhkhk

CTLYFASLFCGELMSRIPQFNFLESFYDPSTQHIIAPFEPCSSVLLPPIERGGVLTLGEP
CTLYFASLFCGELMSRIPQFNFLESFYDPSTQHIIAPFEPCSSVLLPPIERGGVLTLGEP
CTLYFASLFCGELMSRIPQFNFLESFYDPSTQHIIAPFEPCSSVLLPPIERGGVLTLGEP

CTLYFASLFCGELMSRIPQFNFLESFYDPSTQHIIAPFEPCSSVLLPPIERGGVLTLGEP
R R R R R

GKQSSEDPEYAKRAVSQLTRKIKAHSPEILVRRERLPVSNTKPFAPGMLMMPSLLEIQAY
GKQSSEDPEYAKRAVSQLTRKIKAHSPEILVRRERLPVSNTKPFAPGMLMMPSLLEIQAY
GKQSSEDPEYAKRAVSQLTRKIKAHSPEILVRRERLPVSNTKPFAPGMLMMPSLLEIQAY
GKQSSEDPEYAKRAVSQLTRKIEAHSPEILVRRERLPVSNTKPFAPGMLMMPSLLEIQAY

khkhkhkkhkhkhkhkhkhkhkhkhkhkhhkkhkhhhkhk:hkhhkhkhkhkhkhhkhkhhhkhkhhkhhhkhkhhkhkhhkhkhhkhkhhhkhhkhk

Hypothetical protein; transmembrane region

100 200 300 400

Gene: LPAL13_350010600

139,364
138,908

142,526

120
120

120

180
180

180

240
240

240

300
300
148
300

360
360
208
360



Supplementary Figure 42

A

N-terminal extension 42: Hypothetical protein

Leishmania panamensis MHOM/COL/81/L13 Chromosome 33 (Positive strand)

Current Annotation
Gene: LPAL13_330030400

861,199

856,949

B

N—-terminal
LPMP_332300
LPAL13_ 330030500
LbrM.33.2.002470

N—-terminal
LPMP_332300
LPAL13_ 330030500
LbrM.33.2.002470

N—-terminal
LPMP_332300
LPAL13_ 330030500
LbrM.33.2.002470

N—-terminal
LPMP_332300
LPAL13_ 330030500
LbrM.33.2.002470

N—-terminal
LPMP_332300
LPAL13_ 330030500
LbrM.33.2.002470

N-terminal
LPMP_332300
LPAL13_ 330030500
LbrM.33.2.002470

N-terminal
LPMP_332300
LPAL13_ 330030500
LbrM.33.2.002470

N-terminal
LPMP_332300
LPAL13 330030500
LbrM.33.2.002470

No domain found

30

Current gene: LPAL13_330030500

869,201
869,201

870,965

AAAVVPPPSTPPPLSPRASPAARHRSSHLAEPLLIQALARTNHGLAATTAARQPLHPGSR
AAAVVPPPSTPPPLSPRASPAARHRSSHLAEPLLIQALARTNHGLAATTAARQPLHPGSR

AAAVVPPPSTPPPLSPRASPAARHRSSHLAEPLLIQASARTNHGLAATTAARQPLHPGSR

HCEGVHHDEGTQRHACHITHSHCPRPHNWRPAGASSSSSSTDLIQAETRVYAPVAHMGSC
HCEGVHHDEGTQRHACHITHSHCPRPHNWRPAGASSSSSSTDLIQAETRVYAPVAHMGSC

HCEGAHHDEGTRRHACHITHSHCPRPHNWRPAGASSSSSTG-LIQAETRVYAAVAHMGAC

GACKPHAQLLTSLYHSVAGTPSEAYQHCGTSATVVTARERMOTRSTNVLGKGGLAVSSSL
GACKPHAQLLTSLYHSVAGTPSEAYQHCGTSATVVTARERMOTRSTNVLGKGGLAVSNSL

GACKPHAPLLTSLYHSVAGTPSEAYQHCGISTTVATARERMOTRSTNVLGKGGLAVSSSL

PTRGGDECDQVRNARPDCTFAAPSSLAISLSADSSSAKHYHRQGIGCSSTTPQEQQLQPL
PTRGGDECDQVRNARPDCTFAAPSSLAISLSADSSSAKHYHRQGIGCSSTTPQEQQLQOPL

PTRGGDERDQVRNARPDCAFAAPSSLAISLSADSSSAKHYHRQGIGCSSTTPQEQQLQOPL

GQOQRVROQALLCSTTQGEAVGGRTRCSSPLPSSKQACSENTFQAGIIVGCAPTTAAFRRKGT
GOQRVROALLCSTTQGEAVGGRTRCSSPLPSSKQACSENTFQAGIIVGCAPTTAAFRRKGT

GQORVRQALLCSTTQSEAVGGCTRCSSPLPSSKQACSENTFQAGIMVGCASTSAAFRQKGT

SFEAPTTGPHVDSAHLVTPLHDLPAATHQVTSPLRHASVGSSQLROQRTSPCDVLLSKRNA
SFEAPTTGPHVDSAHLVTPLHDLPAATHQVTSPLRHASVGSSQLRORTSPCDVLLSKRNA

SFEAPTTGPHVDSVHLVTPLHDLPAATHQVTSPLRHASVGSSQLRORTSPCDVLLSKRNA

TVMPPVLLRSGSPPEESLHNFEALPLTSDDSLACISASLSPHAVHAVAHGGVGGLVLERV
TVMPPVLLRSGSPPEESLHNFEALPLTSDDSLACISASLSPHAVHAVAHGGVGGLVLERV
——MPPVLLRSGSPPEESLHNFEALPLTSDDSLACISASLSPHAVHAVAHGGVGGLVLERV
TVMPPVLLRSGSPPEESLRNFEALPLTSDDSLACISASLSPHAVHAVAHGGVGGLVLERV

Ak hkhkhkhkhhkhhkhhkhhhh:hhkhhkhhkhhkhhhkhhkhhkhhkhhkhhkhkhhkhhkhhkhhkdhkhhhkhhkhhkhxk
HDADNAHSEGWSFASAVPSLSHHLLQOQTIPLSHSGAVPSLSPSSRQVSLSAVHAWRTHGRT
HDADNAHSEGWSFASAVPSLSHHLLOTIPLSHSGAVPSLSPSSRQVSLSAVHAWRTHGRT
HDADNAHSEGWSFASAVPSLSHHLLQTIPLSHSGAVPSLSPSSRQVSLSAVHAWRTHGRT

HDADNAHSEGWSFASAVPSLSHHLLOTIPLSHSGAVPSPSPSSRQVSLSAVHAWRTHGRT
A AA KR A KA KR AR A KAAAKARAKRAKNAKRAKRAAAAAAAAKNAAAAAKR AhkAhAA kA hhhkhkrhkrdhrhhhxk

00 50 600 1Ll ] 00 1000 1100

Gene: LPAL13_330030600

867,135
865,509
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Supplementary Figure 43

A

Leishmania panamensis MHOM/COL/81/L13 Chromosome 20 (Positive strand)

Current Annotation
Gene: LPAL13_200038700

1,245,755

1,245,682

B

N-terminal
LPMP_203240
LPAL13 200038800
LbrM.20.2.003110

N-terminal
LPMP_203240
LPAL13 200038800
LbrM.20.2.003110

N-terminal
LPMP_203240
LPAL13 200038800
LbrM.20.2.003110

N-terminal
LPMP_203240
LPAL13 200038800
LbrM.20.2.003110

N-terminal
LPMP_203240
LPAL13 200038800
LbrM.20.2.003110

N-terminal
LPMP_203240
LPAL13 200038800
LbrM.20.2.003110

N-terminal
LPMP_ 203240
LPAL13 200038800
LbrM.20.2.003110

No domain found

N-terminal extension 43: Hypothetical protein

Current gene: LPAL13_200038800

1,250,044
1,246,252

1,252,143
1,253,513

1,252,839

AAFCDELDGIIEKILAAPOLNERVVPLCVNAYRRLKQVRHSWEPAAVKPFTHLILNALAQ
AAFCDELDGIIEKILAAPQLNEKVVPLCVNAYRRLKQVRHSWEPAAVKPFTHLILNALAQ

AAFCDELDGIIEKILAAPQLNEKVVPPCVSAYRRLKQVRHSWEPAAVKPFTHLILNALAQ

TKTNKLLFCPFLHFLQETSYSWWQSSNILWLLTDSGDPFVRADAYAALATTIRVIDVSEQ
TKTNKLLFCPFLHFLQETSYSWWQSSNILWLLTDSGDPFVRADAYAALATTIRVIDVSEQ

TKTNKLLFCPFLHFLQETSYSGWQSSNILWLLTDSGDPFVRADAYAALATTIRVIDASEQ

RLLLADLIEKLRFSIEEQCSCTTVAILKFVKRLLLHTHFPPTTEELYLLKLLHLCRRHGK
RLLLADLIEKLRFSIEEQCSCTTVAILKFVKRLLLHTHFPPTTEELYLLKLLHLCRRHGK

RLLLADLIEKLRFSIEEQCSCTTVAILKFVKRLLLHTHFPPTTEELYLLKLLHLCRRHGK

GLHHDVPAQLELLNLFLCVNVASDSLVVFARELFLVSPHRMVAERAFYVLCRFSRQOMFLD
GLHHDVPAQLELLNLFLCVNVASDSLVVFARELFLVSPHRMVAERAFYVLCRFSRQOMFLD

GLHHDVPAQLELLNLFLCVNVASDSLVVFARELFLVSPHRMVAERAFYVLCRFSRQOMFLD

VRYAMRNATVFTMGDISERLFWMIVRHCIYEVWTAITEETVVPMRDPEMVAFLCRAHVKV
VRYAMRNATVFTMGDISERLFWMIVRHCIYEVWTAITEETVVPMRDPEMVAFLCRAHVKV
————-MRNATVFTMGDISERLFWMIVRHCIYEVWTAITEETVVPMRDPEMVAFLCRAHVKV
VRYAVRNATVFTMGDISERLFWMIVRHCIYEVWTAITAETVVPMRDLEMVAFLCRAHVKV

chkkhkhkhkhkhkhkhkhkhkhhkhhkhkhkhhkhhkhkhhkhhkhhkhhkhhx hhkhkhkhkhkhkkxk khkhkhkhkhhkkhkhkhkkk
GLPLSVQREIHALFTPQLLLYGNTGSEFEDDSLRCVLWLVGNFASNDVHPSVYRGASSLL
GLPLSVQREIHALFTPQLLLYGNTGSEFEDDSLRCVLWLVGNFASNDVHPSVYRGASSLL
GLPLSVQREIHALFTPQLLLYGNTGSEFEDDSLRCVLWLVGNFASNDVHPSVYRGASSLL
GLPLSVQREIHALFTPQLLLYGNTESEFEDDSLRCVLWLVGNFASNDVHPSVYRGASSLL
hhkhkhkhkhhhkhhhkhhhkhhhkhkhhkhhhkhk Khkhhhkhkhhkhkhhkhkhhkhkhhkhkhhkhkhhhkhkhhkhhhkhkhkhkhk
HASESTDTADSGAKPSGRQVLKSLPVAEHNLSQDDARSLSVAIHRVTAQLAQRVLSNTAG
HASESTDTADSGAKPSGRQVLKSLPVAEHNLSQDDARSLSVAIHRVTAQLAQRVLSNTAG
HASESTDTADSGAKPSGRQVLKSLPVAEHNLSQDDARSLSVAIHRVTAQLAQRVLSNTAG

HASESTDTADSGAKPSGROMLKSLPVAEHNLSQODDARSLSVATHRVTAQLAQRVLSNTAG
hhkhkhkhkhhkhhkhhkhhhhhkhhkhk:hhkhhkhhhhhhhkhhkhhkhhkhhkhhhhhkhhkhhkhhkhhkhhhkhhhhkk

Gene: LPAL13_200038900

1,253,513

300
284

284

360
344

344

420
404

404

480
464

464

1320
1282

1282

1380
1342
112

1342

1440
1402
172

1402



Supplementary Figure 44

A

N-terminal extension 44: Hypothetical protein

Leishmania panamensis MHOM/COL/81/L13 Chromosome 02 (Negative strand)

Current Annotation
Gene: LPAL13_020005500

15,594

14,881

N—-terminal
LPMP_020060
LPAL13_ 020005600
LbrM.02.0190

N—-terminal
LPMP_020060
LPAL13_ 020005600
LbrM.02.0190

N—-terminal
LPMP_020060
LPAL13_ 020005600
LbrM.02.0190

N-terminal
LPMP_020060
LPAL13 020005600
LbrM.02.0190

N-terminal
LPMP_020060
LPAL13 020005600
LbrM.02.0190

N—-terminal
LPMP_020060
LPAL13 020005600
LbrM.02.0190

N—-terminal
LPMP_020060
LPAL13 020005600
LbrM.02.0190

No domain found

Current gene: LPAL13_020005600

17,001
16,881

22,597

MTCLCHVTLPLTAVRGIQVSPRRAFFDLFSTKALCLSLAAMSTKTGGMRKPVEEKALLSE
———————————————————————————————————————— MSTKTGGMRKPVEEKALLSE
——————————————————————————————————————————————— MRKPVEEKALLSE

———————————————————————————————————————— MSTKIGGMRKPVEEKALLSE
R 2 2 & & & & & 5 & & & 3

LSRMFHLLKANRKEQRNGREAATAAAASSAGVCTTGAKASKRATRDVRRGSQRRSRRGGS
LSRMFHLLKANRKEQRYGREAATAAAASSAGVCTTGAKASKRATRDVRRGSQRRSRRGGS
LSRMFHLLKANRKEQRNGREAATAAAASSAGVCTTGAKASKRATRDVRRGSQRRSRRGGS

LSRMFHLLKANRKEQRNGREAATAAAASSAGVCTTGAKASKRATRDVRRGSQRRSRRGGS
AAKKAAKAKKAAKNKAAAIAKIA KAAAKAAKAAKAAKAAKAAKAAKAAAA AT A AAAAAAAAhAhdhkhhdhhrdxix

IWIVLKGGFGPRSVPTAAQAERVDTRANGRALLSERRRAAALKEAEAYIQSAWQOAQEAE
IWIVLKGGFGPRSVPTAAQAERVDTRANGRALLSERRRAAALKEAEAYTIQSAWQOAQEAE
IWIVLKGGFGPRSVPTAAQAERVDTRANGRALLSERRRAAALKEAEAYIQSAWQOAQEAE

IWIVLKGGFGPRSVPTAAQAERVDTRANGRALLSERRRAAALKEAEAYTIQSAWQOAQEAE
L R e R

LLTKDGTPTEEGDAYLAEQYAMASRMLCPPTTGAHLSQLVANHCSSGLDNAVTGATHGQP
LLTKDGTPTEEGDAYLAEQYAMASRMLCPPTTGAHLSQLVANHCSSGLDNAVTGATHGQP
LLTKDGTPTEEGDAYLAEQYAMASRMLCPPTTGAHLSQLVANHCSSGLDNAVTGATHGQP

LLTKDGTPTEEGDAYLAEQYAMASRMLCPRTTGAHLSQLVSNHCSSGLDNAVTGATHGQP
Kk Ak hhkhhhAhkdhAAhAIhAh Ak hhhhkhhkhhkdhk hAhhkdhhhhkhhk:hkhhkhhkdhdhdhdhdhhkhik

AYVLTRSEWEDLCTREAAILFRYRTSATPCGTAEDYFKEQQOARENTYHFATAEPTARAG
AYVLTRSEWEDLCTREAAILFRYRTSATPCGTAEDYFKEQQOARENTYHFATAEPTARAG
AYVLTRSEWEDLCTREAAILFRYRTSATPCGTAEDYFKEQQOARENTYHFATAEPTARAG

AYVLTRSEWEDLCTREAAILFRYRTSATPCGTAEDYFKEQQOARENTYHFATAEPTTRAG
KA A I A A A A A A A A A AT AT A I A A A A A A A A A A A AT A I A dhh Ak hhkhhhhkrhrhdhdhdxh . khx

DIVPTKCLVRIRDSQREKHTCIMSTAKSVNYFKSNFGQVLRKELSGSRLPRGSTADEAAA
DIVPTKCLVRIRDSQREKHTCIMSTAKSVNYFKSNFGQVLRKELSGSRLPRGSTADEAAA
DIVPTKCLVRIRDSQREKHTCIMSTAKSVNYFKSNFGQVLRKELSGSRLPRGSTADEAAA

DIVPTKCLVRIRDSQREKHTCILSTPKSVNYFKSNFGQVLRKELSGSRLPRGSTADEAAA
Kk Ak Ak Ak hhhhkAhrhhhdhhdhh:hhk hhhkdhkdhkdhdhhhhkhhkhhkhhkrhkrhrhdhdhdkhik

AASANTSRGNHQATLOPGAATSSSSSGKRRRRR 393
AASANTSRGNHQATLOPGAATSSSSSGKRRRRR 353
AASANTSRGNHQATLOPGAATSSSSSGKRRRRR 246

AASANTSRGNHQATLOPGAATNSSSSGKRRRRR 353
Ak hkhkhhkhhkhhkhhkhhkhhkhhdhhdx *hhkhhkhhkhhkhxkx

100 200 300

Gene: LPAL13_020005700

18,041
18,041

25,401

60
20
13
20

120
80
73
80

180
140
133
140

240
200
193
200

300
260
153
260

360
320
213
320



Supplementary Figure 45

A

N-terminal extension 45: Hypothetical protein

Leishmania panamensis MHOM/COL/81/L13 Chromosome 20 (Positive strand)

Current Annotation
Gene: LPAL13_200006100

35,413

31,295

N-terminal
LBRM2903_ 200005700
LPAL13 200006200
LAMAPH8 000774500

N—-terminal
LBRM2903_ 200005700
LPAL13 200006200
LAMAPH8_ 000774500

N-terminal
LBRM2903_ 200005700
LPAL13 200006200
LAMAPH8 000774500

N—-terminal
LBRM2903 200005700
LPAL13 200006200
LAMAPH8 000774500

N-terminal
LBRM2903_ 200005700
LPAL13 200006200
LAMAPH8 000774500

N-terminal
LBRM2903 200005700
LPAL13 200006200
LAMAPH8 000774500

N-terminal
LBRM2903_ 200005700
LPAL13 200006200
LAMAPH8_ 000774500

No domain found

Current gene: LPAL13_200006200

37,829
37,829

39,464

MMFFDSSDARPHTLCKTRVQSRVRGGLTTGSTGIMPSEDHSGLADVNPRLSSEHRYSMRA
—~MFFDSSDDRPHTLRKMRVQSRVRGGLTTGSTGIMPSEDHSGLADVNPRLSSEHRYSMRA
—————————————————————————————————— MPSEDHSGLADVNPRLSSEHRYSMRA

MAFFSSRDDCLHTSCKTPVRPRIRGGFTAGSTGLMPSEHHSGLADVSPRLSSRQRYSMRA
Fhdhk Khkhkhkhkhkk Khkkhkk _ hkhkhkhkkk

GLPNTSHRPQGRRHLDPHQFTNISDDAKRAEGRLGRAHVTSTEQQOKRADVYYATKQPSVA
GLPNTSHLPQGRRHLDPHQFTNISDDAKRAEGRLGRAHVTSTEQQKRADVYYATKQPSVA
GLPNTSHRPQGRRHLDPHQFTNISDDAKRAEGRLGRAHVTSTEQQKRADVYYATKQPSVA

GVSSAPRHAQGRRHLDPRHFTNVTDDAKRAEGRLGRAHVASSEQQOKRADAYYTTRQATVE
Lkhkhkkhkhhhk . chhkk: chhkhhkhkhh kA hhhkhkh Kk hk:hkhkhhkhkh *k.hk-k %

OPPGTECNLFLKSYYYTPLSKODSPSPLPRORTGFRADAQONTSFQLSEARLRKIKSEHPQ
QPPGTECNLFLKSYYYTPLSKQOQDSPSPLPROQRTGFRADAQONTSFQLSEARLRKIKSEHPR
QOPPGTECNLFLKSYYYTPLSKQODSPSPLPROQRTGFRADAONTSFQLSEARLRKIKSEHPQ

QPPGAECNLYLKSYYYTPLSKQODSPSPPPROQTTGFRPDAQSTSLOQLAEACLRKIKREHPR
hhkhkhk :hhkhkh :hhkhhhhhkhhhhkhhhhhkdh hhkhx hhhkh hhkhx _ Khhk:Khk.:hkkx hhkxhhx *xk.

YKEEVMRALQDQOQHGDYSIVSTEQKISRRVAVEEYADGSDARMAHIEASNKYRSTPDLGTP
YKEEVMRALQODQOQHGDYSIVSTEQKISRRVAVEEYADGSDARMAHIEASNKYRSTPDLGTP
YKEEVMRALQODQOHGDYSIVSTEQKISRRVAVEEYADGSDARMAHIEASNKYRSTPDLGTP

YEEEVTRALQOQOHGDYSIVSTAQKISRRIAVEEYADGTDARMAQIEASTKCRGTPDLGSP
Kohkhkdk hhhkk hhkhkhhhkhkhhhk hhhkhkhh :hhhhkhkhhhk.hhkhkhkh-hkhkkxkx _* *x _ Khhkhkk.%x

SPAIONSIPYALSEACPPRSDTQLSCASHVRLYPGRGRSSSPPETPVKPCDRHLHDGSAP
SPAIONSIPYALSEACPPRADTQLSCASHVRLYPGRGRSSSPPETPVKPCDRHLHDGSAP
SPATIONSIPYALSEACPPRSDTQLSCASHVRLYPGRGRSSSPPETPVKPCDRHLHDGSAP

APATIKRSVPYALSEECPPRADTQLSCTSHVRLYPGRGRSSSPPETSVKPRARHLHDGPAP
chkhkk s hohkhkhhkhkhk Khhkhhk hhhhkhh:hhhh kA h kA hhhkhhhdhhd *hk FTdhkhkhdk  Khk

YDSTAVSGQAYPSPPAVGERRNIYAKPTLVHIDDRRHRNCVEDLDSLAMKRARARSGTSA
YDSTAVSGQAYPSPPAVGERRNIYAKPTLVHIDDRRHRNCVEDLDSLAMKRARARSGTSA
YDSTAVSGQAYPSPPAVGERRNIYAKPTLVHIDDRRHRNCVEDLDSLAMKRARARSGTSA

YDSTAVSGQAYPSPPAVGERCNIYAKPTLVHVDERRHRNCVEDADSLAMKRARARSGASA
AAAKAAAKK A KAKAAKAKAAAK AAAAAAKAKAAKN: K- hhhhhhhhd Ahhkhkhkhkhkhkhkhhddx : k*x

SQERSDFIFGPGPAPHACKPSLRYRTEARWKAQERSVEERRTGRALYPOSFKSTALW 417
SQERSDFIFGPGPAPHACKPSLRYRTEARWKAQERSVEERRTGRALYPQSFKSTALW 416
SQERSDFIFGPGPAPHACKPSLRYRTEARWKAQERSVEERRTGRALYPQSFKSTALW 383

SQERPDFIFGPGPAPQPRPPSLRYRTEARWKAQERNAEERRTGRALYPOSYQPTSILW 417
Fhkhkhk dhkhkhkdkhkhhhkohk dhkhkhhhkhhhhhhdhhhh _hhhkhkhhhkhhhhkhkh: . *:x%

100 200 300

Gene: LPAL13_200006300

36,678
36,576

39,736

120
119

120

180
179
146
180

240
239
206
240

300
299
266
300

360
359
326
360



Supplementary Figure 46

A

Leishmania panamensis MHOM/COL/81/L13 Chromosome 19 (Negative strand)

Current Annotation

N-terminal extension 46: Ankyrin repeats

Gene: LPAL13_190017100 Current gene: LPAL13_190017200 Gene: LPAL13_190017300

437,203

N—-terminal

LPAL13_ 190017200
LPMP_190990
LBRM2903_ 190018900

N—-terminal

LPAL13_ 190017200
LPMP_190990
LBRM2903_190018900

N-terminal

LPAL13 190017200
LPMP_190990
LBRM2903_ 190018900

N—-terminal

LPAL13 190017200
LPMP_190990
LBRM2903_190018900

N-terminal

LPAL13 190017200
LPMP_190990
LBRM2903_190018900

N-terminal

LPAL13 190017200
LPMP_190990
LBRM2903_190018900

N-terminal

LPAL13 190017200
LPMP_190990
LBRM2903_190018900

Ankyrin repeats

DLAAAVGSNSTDGSGAWSAGVSVSVIAHEAVMATDQTSTAPSDDDVGMDVLYLGLWKHQOQ
DLAAAVGSNSTDGSGAWSAGVSVSVIAHEAVMATDOQASTAPSDDDVGMDVLYLGLWKHQOQ

NSVRAITAMQIAHHHVDEDAAGPCVNAAPVYLRLELPRWRR-PAAAASTNVWLPTITQAC
NSVRAITAMQVPHHHVDEDAAGPCVNAAPVYLRLELPRWRRPPAAAASTNVWLPTITQAC

RDDVAIALAKTHQOROOAAAAQTIAVANEVSKHAKTALSGETAPPPPSPSLLSFPRGCSQV
RDDVAIALAKTHQQORQOOAAAAQTIAVANEVSKHAKTALSGETAPPPPSPSLLSFPRGCSQV
RDDVAIALAKTHQOROOAAAAQTIAAANEASKHAKTAPSGETAPPPPSPSLLSFPRGCSQV

SATLVLGLLLDPSAGTLRLRLNNYTDFEEITLGLRPSSAAEASAVTTSALPLLLYPAATL
SATLVLGLLLDPSAGTLRLRLNNYTDFEEITLGLRPSSAAEASAVTTSALPLLLYPAATL
SATLVLGLLLDPSAGTLRLRLNNYTDFEEITLGLRLSSAAEASAVTTSALPLLLYPAATL

SLNDGGWRSWCNHQOTREWAKLOQOOEAQOSGLTTGEGRGESPOQALHSALSSSSPLFVSNAV
SLNDGGWRSWCNHQTREWAKLQQOOEAQOSGLTTGEGRGESPQALHSTLSSSSPLFVSNAV
SLNDGGWRSWCDHQTREWAKLQQOOEAQOSGLTTGEGRGESPOQALHSALSSSSPLFVSNAV

LRFNFDVAELLFGPPPPHQAVMVTSTDAIVSATGAPHMSQQORRVREPIGALAPQSAAPPS
————————————————————— MVTSTDAIVSATGAPHMSQORRVREPIGALAPQSAAPPS
LRFNFDVAELLFGPPPPHQAVMVTSTDAIVSATGAPHMSQORRVREPIGALAPQSAAPPS

LRFNFDVAELLFGPPPPHQAVMVTSTDAIVSATGAPHMSKORRVREPIGALAPQSAAPRS
KAk hhhk kA A A AAAAKRAAKk : kA A A A A A A A A A A A Ak A hhd K

OAYQOPIALLDSSVKFTOMLSVLTDVSLRAAAKKGTDKNRQOPELTSLDHNDGAAAVDEED
OQAYQPIALLDSSVKFTOMLSVLTDVSLRAAAKKGTDKNRQQPELTSLDHNDGAAAVDEED
QAYQPIALLDSSVKFTOMLSVLTDVSLRAAAKKGTDKNRQQPELTSLDHNDGAAAVDEED

QAYQPIALLDSSVKFTOMLSVLTDVSLRAAAKKGTDKNRQQPELTSLYHDDGAAAVDEED
Thkhkhkhhhkhkhhhhkhkhhhkhkhhhhkhkhhhkhkhhhhkhkhhhkhkhhhhkhkhhhkhkhhhx *.:hkhkhkhhhhkdxhxkx

439,464 441,018 453,464 453,669 453,851
440,280 453,464

1320
1320

1380
1380

105

1420
1420

165

1480
1480

225

1540
1540

285
39
1600
1600

345
99
1660
1660



Supplementary Figure 47

A

N-terminal extension 47: Saccharopine dehydrogenase

Leishmania panamensis MHOM/COL/81/L13 Chromosome 28 (Negative strand)

Current Annotation
Gene: LPAL13_280009100

111,518

110,904

LJ%L13_280009200
LPMP_280380
N-terminal
LbrM.28.2.000390

LPAL13 280009200
LPMP_280380
N—-terminal
LbrM.28.2.000390

LPAL13 280009200
LPMP_280380
N—-terminal
LbrM.28.2.000390

LPAL13 280009200
LPMP_280380
N—-—terminal
LbrM.28.2.000390

LPAL13 280009200
LPMP_280380
N—-terminal
LbrM.28.2.000390

LPAL13 280009200
LPMP_280380
N—-terminal
LbrM.28.2.000390

LPAL13 280009200
LPMP_280380
N-terminal
LbrM.28.2.000390

No domain found

Current gene: LPAL13_ 280009200
Saccharopine

112,158
112,146

113,082

MASKLDIIVLGATGFTGRLTCRYLARKEELKERWGIAGRSAAKLAALKAELGIDVPTFEFVV

————————————————————————————— MPVVDACVRNGTHYIDCTGEIPFVRRAIAAY
DADQPTTVDAACAQAECIISCMGPYMLVGMPVVDACVRNGTHY IDCTGEIPFVRRAIAAY
————————————————————————— MLVGMPVVDACVRNGTHYIDCTGEIPFVRRAIAAY

DADQPTTVDAACAQAECIISCMGPYMLVGMPVVDACVRNGTHYIDCTGEIPFVRRAIAAY
Khkhkhhhkhhhhkhhhhkdhhdkdhhdkhkhhkdhhkhhxr

HETAVKKGVAIVPCCGFDCVPADLGNYVVHQEAEEPVKVVCGYFGGNPAGVSNGTMNTVA
HETAVKKGVAIVPCCGFDCVPADLGNYVVHQEAEEPVKVVCGYFGGNPAGVSNGTMNTVA
HETAVKKGVAIVPCCGFDCVPADLGNYVVHQEAEEPVKVVCGYFGGNPAGVSNGTMNTVA

HETAVKKGVAIVPCCGFDCVPADLGNYVVHQEAEEPVKVVCGYFGGNPAGVSNGTMNTVA
e R L )

CVVSNMTKEDMSPLALVSKSDVQPTHTPTOQHGVWYENGRFTGLSITASCDERLVRRSNSL
CVVSNMTKEDMSPLALVSKSDVOQPTHTPTOQHGVWYENGRFTGLSITASCDERLVRRSNSL
CVVSNMTKEDMSPLALVSKSDVQPTHTPTQHGVWYENGRFTGLSITASCDERLVRRSNSL

CVVSNMTKEDMSPLALVSKSDVOQPTHTPTQHGVWYENGRFTGLSITASCDERLVRRSNSL
e R )

MGSSAVYMEAMQOGSFARVLRVTLTTYVTSIAVMVAPLRRWMIRKYFTGTSIGPSDDAMAK
MGSSAVYMEAMOGSFARVLRVTLTTYVTSIAVMVAPLRRWMIRKYFTGTSIGPSDDAMAK
MGSSAVYMEAMOGSFARVLRVTLTTYVTSIAVMVAPLRRWMIRKYFTGTSIGPSDDAMAK

MGSSAVYMEAMOGSFARVLRVTLTTYVASIAVMVAPLRRWMIRKYFTGTSIGPSDDAMAK
KA A KA I AT AT AT A A A I A hhhhk Ak Ak hh ;. hhdhhhkdhkhhkhhkhhkhhkhhkhhkhdkhAdhAxhrhhhx

SNFRCDFVGKTASGKRVKTTMVAKEDAYTATALFLGECAMSALKLARKNSLKGGVLTPAY
SNFRCDFVGKTASGKRVKTTMVAKEDAYTATALFLGECAMSALKLARKNSLKGGVLTPAY
SNFRCDFVGKTASGKRVKTTMVAKEDAYTATALFLGECAMSALKLARKNSLKGGVLTPAY

SNFRCDFVGKTASGKRVKTTMAAKEDAYTATALFLGECAMSALKLARKNSLKGGVLTPAY
L Ry

AFGDELVHRCRDAGISINTVIVGDTAEPKKEK 303
AFGDELVHRCRDAGISINTVIVGDTAEPKKEK 392
AFGDELVHRCRDAGISINTVIVGDTAEPKKEK 308

AFGDELVHRCRDAGISINTVIVGDTAEPKKEK 392
dhhhhhhhhhhhhhkhhkhkhkhkhkhkhkhkhkhkhkhkhkhhxh*x

100 200 300

Gene: LPAL13_280009300

dehydrogenase __

113,069
113,069

113,336

60

60

31
120
35
120

91
180
95
180

151
240
155
240

211
300
215
300

271
360
275
360



Supplementary Figure 48

A

N-terminal extension 48: Hypothetical protein

Leishmania panamensis MHOM/COL/81/L13 Chromosome 23 (Negative strand)

Current Annotation

Gene: LPAL13_230020000

486,300

482,248

B
N-terminal
LPAL13 230020100
LPMP_ 231270
LbrM.23.2.001230
LbrM.23.1230

N-terminal
LPAL13 230020100
LPMP_231270
LbrM.23.2.001230
LbrM.23.1230

N-terminal
LPAL13 230020100
LPMP_231270
LbrM.23.2.001230
LbrM.23.1230

N-terminal
LPAL13 230020100
LPMP_231270
LbrM.23.2.001230
LbrM.23.1230

N-terminal
LPAL13 230020100
LPMP_ 231270
LbrM.23.2.001230
LbrM.23.1230

No domain found

100

Current gene: LPAL13_230020100

490,224
490,224

498,924

MFYMFKGRRAISNAMTTPSLSSVAMDAANEQLDVMDSNVRNTPTSTEHEVSSASGCKHLS

DLAATLAPNVERVSAKREAALRSSTGPIESSYDISATGHGNFDAVRKEMETQEKI IVTLQ
———————————————————————————————————————————————— METQEKIIVTLQ
———————————————————————————————————————————————— METQEKIIVTLQ
———————————————————————————————————————————————— METQEKIIVTLQ

———————————————————————————————————————————————— METQEKIIVTLQ
*khkkhkkkhkkkkkkhkkxkx

RDNEALLREKKEIASRCKKLEHDFEHLEAKHSLLLSAQQDFATRSNMHASNDSAKIANLQ
RDNEALLREKKEIASRCKKLEHDFEHLEAKHSLLLSAQQODFATRSNMHASNDSAKIANLQ
RDNEALLREKKEIASRCKKLEHDFEHLEAKHSLLLSAQODFATRSNMHASNDSAKIANLQ
RDNEALLREKKEIASRCKKLEHDFEHLEAKHSLLLSAQODFATRSNMHASNDSAKIANLQ

RDNEALLREKKEIASRCKKLEHDFEHLEAKHSLLLSAQODFATRSNMHASNDSAKIANLQ
Khkhkhkhkhkhkhhkhhhkhhkhhhkhhhkhhhkhhkhhhkhhhkhhkhhhkhhhkhhkhkhkhhhkhhkhkhhkhhkhhhkkhkx

AQIEELOANLETEKRRCAILLQERNDLTRSKGDAPIHVNSAEIANVAVVREEHNRSEDTV
AQIEELOANLETEKRRCAILLQERNDLTRSKGDAPIHVNSAEIANVAVVREEHNRSEDTV
AQIEELOANLETEKRRCAILLQERNDLTRSKGDAPIHVNSAEIANVAVVREEHNRSEDTV
AQVEELOANLETEKRRCAILLQERNDLTRSKGDAPIHVNSAEIANVAVVREEHNRSEDTV

AQVEELOANLETEKRRCAILLQERNDLTRSKGDAPIHVNSAEIANVAVVREEHNRSEDTV
Kk hkhkhkhkhkhhhkhhkhkhhkhhhkhhhkhhkhhhkhkhhkhhkhkhhkhhhkhhkhkhhkhhhkhhkhhkhhkhhhkkhkx

AKLRESQRVHNIQKGTIDALHSEVARLESERRVSHSRENNLLREVDSLRIQVRDLEMALH
AKLRESQRVHNIQKGTIDALHSEVARLESERRVSHSRENNLLREVDSLRIQVRDLEMALH
AKLRESQRVHNIQKGTIDALHSEVARLESERRVSHSRENNLLREVDSLRIQVRDLEMALH
AKLRESQRVHSIQKGTIDALHSEVARLESERRVSHSRENNLLREVDSLRAQVRDLEMALH

AKLRESQRVHSIQKGTIDALHSEVARLESERRVSHSRENNLLREVDSLRAQVRDLEMALH
Khkhkhkhhkdkhhkdh hhhkhkhhkhhhkhhhkhhkhhhkhhkhkhhkhkhkhhkhkhhkhkhkhhhkhkhx *hkkhkhkhkhkkhx

200 300 400 500 600

Gene: LPAL13_230020200

488,659
488,644

499,151

240
132
132
132
132

300
192
192
192
192



Supplementary Figure 49

A

N-terminal extension 49: RNA binding protein

Leishmania panamensis MHOM/COL/81/L13 Chromosome 28 (Positive strand)

Current Annotation
Gene:LPAL13_280006600

39,595

35,216

B

N—-terminal

LPAL13 280006700
LPMP_280160
LBRM2903_ 280007100

N—-terminal

LPAL13 280006700
LPMP_280160
LBRM2903_280007100

N—-terminal

LPAL13 280006700
LPMP_280160
LBRM2903_280007100

N-terminal

LPAL13 280006700
LPMP_280160
LBRM2903_280007100

N-terminal

LPAL13 280006700
LPMP_280160
LBRM2903_ 280007100

N-terminal

LPAL13 280006700
LPMP_280160
LBRM2903_280007100

N-terminal

LPAL13 280006700
LPMP_280160
LBRM2903_280007100

No domain found

Current gene: LPAL13_280006700
RBP

44,500
43,981

47,342

MCGHVRQFHRRGRYIFLPRPPPSCCPHHRRVPRLSLLFSYSLLSYHKAPFIHTCSSVVSR

KPRAEAQVSRKRAPELSSTNPSSSPSTAYPASASLALPPPRKRKRVEVPPTESMPEGLTR
————————————————————————————————————————————————————— MPEGLTR
————————————————————————————————————————————————————— MPEGLTR

KPRAEAQVSRKRAPELSSTNPSSSPSTASPASASLALPPPRKRKRVEVPPTESMPEGLTR
J g Kok ok

KERRRWETROOLEROMSRLNSSAVAAKEMIVEAAAQHRDTASDFGNDNAAAASEPKLRHD
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Supplementary Figure 50

A

N-terminal extension 50: Glycoprotein 96-92

Leishmania panamensis MHOM/COL/81/L13 Chromosome 28 (Positive strand)

Current Annotation
Gene: LPAL13_280029600
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