
Gene: LPAL13_110009900

Supplementary Figure 1
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13Chromosome 11 (Positive strand)  

Novel gene 1: Argonaute/dicer protein

Gene: LPAL13_110009800
Transcription modulator

/accessory protein MCCC2

Novel gene ORF

164,732 167,977 169,242 172,196 175,023 177,095

Novel_1           RESWAVSAAQANARTLARVPVPVETNCFPIDLSEGRFHNYIVSFEFLENATDMAGDMWKI 120
LPMP_110590       RESWAVSAAQANARTLARVPVPVETNCFPIDLSEGRFHNYIVSFEFLENATDMAGDMWKI 120
LbrM.11.0360      RESWAVSAAQANARTLARVPVPVETNCFPIDLSEGRFHNYIVSFEFLENATDMAGDMWKI 120
                  ************************************************************

Novel_1           SLQNELLRTIRKNRTAEKRTRTSAEVEDLCVCTGQAILAPAKLSVEDGFSIECTRKEKVS 180
LPMP_110590       SLQNELLRTIRKNRTAEKRTRTSAEVEDLCVCTGQAILAPAKLSVEDGFSIECTRKEKVS 180
LbrM.11.0360      SLQNELLRTIRKNRTAEKRTRTSAEVEDLCVCTGQAILAPAKLSVEDGFSIECTRKEKVS 180
                  ************************************************************

Novel_1           RDNTEERHYRVRIRYDGEVSLKLPEHAQWVNKIIAFGLADTYSEHIGSDYVDMKSTVERG 240
LPMP_110590       RDNTEERHYRVRIRYDGEVSLKLPEHAQWVNKIIAFGLADTYSEHIGSDYVDMKSTVERG 240
LbrM.11.0360      RNNTEERHYRVRIRYDGEVSLKLPEHAQWVNKIIAFGLADTYSEHIGSDYVDMKSTVERG 240
                  *:**********************************************************

Novel_1           GDLVTMDAISLNALRIVKQSGSTTAMMDVLQLDVSTKASTKTKCSDEIRRLRQQNPQSFR 300
LPMP_110590       GDLVTMDAISLNALRIVKQSGSTTAMMDVLQLDVSTKASTKTKCSDEIRRLRQQNPQGFR 300
LbrM.11.0360      GDLVTMDAISLNALRIVKQSGSTTAMMDVLQLDVSTKASTKTKCSDEMRRLRQQNPQGFR 300
                  ***********************************************:*********.**

Novel_1           RAVNEALVGISVTTVFGEPTFLKVKAIDFNILASSPTMFKTNPEETFVEYFKRKYDAIID 360
LPMP_110590       RAVNEALVGISVTTVFGEPTFLKVKAIDFNILASSPTMFKTNPEETFVEYFKRKYDAIID 360
LbrM.11.0360      RAVNEALVGISVTTVFGEPTFLKVKAIDFNILASSPTMFKTNPEETFVEYFKRKYDAIID 360
                  ************************************************************

Novel_1           PTLPMLYCVFADRTKMSRRMPYPADSLLLNKLNEAQLSKLPILCSIYPNERIKRIKAALE 420
LPMP_110590       PTLPMLYCVFADRTKMSRRMPYPADSLLLNKLNEAQLSKLPILCSIYPNERIKRIKAALE 420
LbrM.11.0360      PTLPMLYCIFADRTKMSRRMPYPADSLLLNKLNEAQLSKLPILCSIYPNERMKRIKAALE 420
                  ********:******************************************:********

Novel_1           RVLASPLMITVLQQYGVRIQPQFVKVSGRVLPAPTIYVPSGPNMFNRINTAEYTGQAGFA 480
LPMP_110590       RVLASPLMITVLQQYGVRIQPQFVKVSGRVLPAPTIYVPSGPNMFNRINTAEYTGQAGFA 480
LbrM.11.0360      RVLASPLMITVLQQYGVRIQPQFVKVSGRVLPAPTIYVPSGPNMFNRINTAEYTGQAGFA 480
                  ************************************************************

Novel_1           LGLKDLQHPSQPCEFKTLLMDEYFMHGNITHWLQKYNVALPSPRKTSFDSAAQRITEGSG 540
LPMP_110590       LGLKDLQHPSQPCEFKTLLMDEYFMHGNITHWLQKYNVALPSPRKTSFDSAAQRITEGSG 540
LbrM.11.0360      LGLKDLQHPSQPCEFKTLLMDEYFMNGNITHWLQKYNVALPSPRKTSFDSAAQRITEGPG 540
                  *************************:********************************.*

Novel_1           TFAMVKLRTKEAGAYNNFKERFARGSIVSQMAVVDLTRNVPQMITQQVAAKIGQLCFVAD 600
LPMP_110590       TFAMVKLRTKEAGAYNNFKERFARGSIVSQMAVVDLTRNVPQMITQQVAAKIGQLCFVAD 600
LbrM.11.0360      TFAMVKLRTKEAGAYNNFKERFARSSIVSQMAVVDLTRNVPQMITQQVAAKIGQLCFVAD 600
                  ************************.***********************************

Domain: PAZ and PIWI (PAZ after the proteins Piwi Argonaut and Zwille



Gene: LPAL13_160009800

Supplementary Figure 2
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 16 (Negative strand)  

Novel gene 2: Dihydroorotase protein

Gene: LPAL13_160009700

AAA domain Hypothetical

Novel gene ORF

159,232 156,989 162,176 163,603 177,399 173,992

Novel_2                 MSSVPSSAPAVIQLPPLIDCHVHFREPGLEHKANIATESTAAYHGGITSVCDMPNTIPPT 130
LPMP_160570             MSSVPSSAPAVIQLPPLIDCHVHFREPGLEHKANIATESTAAYHGGITSVCDMPNTIPPT  60
LBRM2903_160012200      MSSVPSSAPAVIQLPPLIDCHVHFREPGLEHKANIATESTAAYHGGITAVCDMPNTIPPT  60
                        ************************************************:***********
Novel_2                 QSIAALADKVARAKATAHTHCHLFFFFGATAEAHLQELEELWTNPAHAELKTHCCGLKLY 190
LPMP_160570             QSIAALADKVARAKATAHTHCHLFFFFGATAEAHLQELEELWTNPAHAELKTHCCGLKLY 120
LBRM2903_160012200      QSIAALADKVARAKATAHTHCHLFFFFGATAEAHLQELEELWTNPAHAELKKHCCGLKLY 120
                        ***************************************************.********
Novel_2                 LDNSTGNMKSSQPVVEKSFETCGRLQIVLVTHCEESQINEAAAAQHPYDGPASHSLRRPA 250
LPMP_160570             LDNSTGNMKSSQPVVEKSFETCGRLQIVLVTHCEESQINEAAAAQHPYDGPASHSLRRPA 180
LBRM2903_160012200      LDNSTGNMKSSQPVVEKSFETCGRLQIVLVTHCEESQINEAAAAQHPYDGPASHSLRRPA 180
                        ************************************************************
Novel_2                 ESEVASVQEAIALARNYRTPLHLAHVSTAQSLDLVRQARAADPTLHLTCEVTPHHLFLTT 310
LPMP_160570             ESEVASVQEAIALARNYRTPLHLAHVSTAQSLDLVRQARAADPTLHLTCEVTPHHLFLTT 240
LBRM2903_160012200      ESEVASVQEAIALARNYRTPLHLAHVSTAQSLDLVRQARAADPTLHLTCEVTPHHLFLTT 240
                        ************************************************************
Novel_2                 GDYSCCGARLKVNPPIRPPQHHEALWAGLLDGTVDCISTDHAPHTIAEKDHCGAAAQPPS 370
LPMP_160570             GDYSCCGARLKVNPPIRPPQHHEALWAGLLDGTVDCISTDHAPHTIAEKDHCGAAAQPPS 300
LBRM2903_160012200      GDYSCCGARLKVNPPIRPPQHHEALWAGLLDGTVDCISTDHAPHTIAEKDHCGAAAQPPS 300
                        ************************************************************
Novel_2                 GMPGIEVVVPLLLTVVAGQWPHPTAPKPSTLAAAEQQGRPLVVDDVVRLLHTNPNRIFQL 430
LPMP_160570             GMPGIEVVVPLLLTVVAGQWPHPTAPKPSTLAAAEQQGRPLVVDDVVRLLHTNPNRIFQL 360
LBRM2903_160012200      GMPGIEVVVPLLLTVVAGQWPHPTAPKPSTLAAAEQQGRPLVVDDVVRLLHTNPNRIFQL 360
                        ************************************************************
Novel_2                 RQPHTPDRIFDLDCEWTVHGKDLHSRCQWSPYEGWRLRGRAIANE 475
LPMP_160570             RQPHTPDRIFDLDCEWTVHGKDLHSRCQWSPYEGWRLRGRAIANE 405
LBRM2903_160012200      RQPHTPDRIFDLQCEWTVHGKDLHSRCQWSPYEGWRLRGRAMAKE 405
                        ************:****************************:*:*

Domain:  Amidohydro_1



Gene: LPAL13_190013800

Supplementary Figure 3
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 19 (Positive strand)  

Novel gene 3: Hypothetical protein

Gene: LPAL13_190013700

DUF1042 Hypothetical

Novel gene ORF

286,817 289,807 289,563 290,981 290,244 290,984

LPMP_190530             MAPRGLTFDNAVTHARDLFSHVLPPLGSAGNQLSAPWWDTQTTNTWECRLMVLRLCNALL 1002
LBRM2903_190014600      MAPRGLTFDNAVTHARDLLSHVLPPLGSAGKQLSAPWWDTQTTNTWECRLMVLRLCNALL 1002
Novel_3                 MWRHVAWPLTTPWHARDLFSHVLPPLGSAGNQLSAPWWDTQTTNTWECRLMVLRLCNALL 60
                        *  :     .:  *****:***********:*****************************
LPMP_190530             AHPLFAAAGEPSKASTEGSSDDDSAVPRSWRTIVDTAAAKCLWTFANTPSWQLQLALGVT 1062
LBRM2903_190014600      AHPLFAAAGEPSKASTEGSSDDDSAVPRSWRTIVDTAAAKCLWTFAKTPSWQLQLALGVT 1062
Novel_3                 AHPLFAAAGEPSKASTEGSSDDDSAVPRSWRTIVDTAAAKCLWTFANTPSWQLQLALGVT 120
                        **********************************************:*************
LPMP_190530             AKSVDQTLTPALTNTWRQLLLGIPAASLLTQLLPYDEAPVRLRILRPLQLAEGIKYEAEN 1122
LBRM2903_190014600      AKSVDQNLTPALTNTWRQLLLGIPAASLLTQLLPYDESPVRLRILRPLQLAEGIKYEAEN 1122
Novel_3                 AKSVDQTLTPALTNTWRQLLLGIPAASLLTQLLPYDEAPVRLRILRPLQLAEGIKYEAEN 180
                        ******.******************************:**********************
LPMP_190530             DGRKGPQSSARQQLTLISSTKNNRAVPLQSATSALAGKPESWTLAPAMDNGDNSRDLGTR 1182
LBRM2903_190014600      DGRKGPQSSARQQLTLISSTKNNRAVPLQSATSALAGEPESWTLAPAMDNGDNSRDLGTR 1182
Novel_3                 DGRKGPQSSARQQLTLISSTKNNRAVPLQSATSALAGKPESWTLAPAMDNGDNSRDLGTR 240
                        *************************************:**********************
LPMP_190530             ATAESALHLVWGRVLSAYAVLPFNQTWNAQGVVDAVLPPLPVSGGTAPTSSPPAALATAP 1242
LBRM2903_190014600      ATAESALHLVWGRVLSAYAVLPLNQTWNAQGVVDAVLPPLPVSGGTAPTSSPPAALATAP 1242
Novel_3                 ATAESALHLVWGRVLSAYAVLPLNQTWNAQGVVDAVLPPLPVSGGTAPTSSPPAALATAP 300
                        **********************:*************************************
LPMP_190530             ALPLLVMAAALLSPPTTVTKTAPAAVSMDSPLGLSTSFADDVPVDIDEPNGAFWLEALRR 1302
LBRM2903_190014600      ALPLLVMAAALLSPPTTVTTTAPAAVSMDSPLGLSTSFADDVPVDIDEPNGAFWLEALRR 1302
Novel_3                 ALPLLVMAAALLSPPTTVTKTAPAAVSMDSPLGLSTSFADDVPVDIDEPNGAFWLEALRR 360
                        *******************.****************************************
LPMP_190530             AWPLFQACGASQVSMKQRAPRNVTEETSPQSGDDEEMAALSTGSTTVGSAGLGVHLDDLR 1362
LBRM2903_190014600      AWPLFQACGASQVSMKQRAPRNVTEETSPQSGDDEEMAALSTGSTTVGSAGLGVHLEDLR 1362
Novel_3                 AWPLFQACGASQVSMKQRAPRNVTEETSPQSGDDEEMAALSTGSTTVGSAGLGVHLDDLR 420
                        ********************************************************:***
LPMP_190530             TVVLSLFLRFADDAAVASAMAAAAGNGAELCGCAIRWAEELCSDAPTAVEQPQ 1412
LBRM2903_190014600      TVVLSLFLRFADDAAVASAMAAAAGNGAELCGCAIRWAEELCSDAPTAVEQPQ 1412
Novel_3                 TVVLSLFLRFADDAAVASAMAAAAGNGAELCGCAIRWAEELCSDAPTAVEQPQ 473
                        *****************************************************

No domain found



Gene: LPAL13_230012000

Supplementary Figure 4
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 23 (Positive strand)  

Novel gene 4: Hypothetical protein

Gene: LPAL13_230011900

Hypothetical Oxidoreductase

Novel gene ORF

206,029 208,692 208,583 209,008 210,611 212,008

Novel_4               MQESSVPYFERRPPSLEEIPYTEFYGIPLMARGCPIDIFLDGKTPTRGTELTFINNTDQQ 60
LPMP_230610           LQESSVPYFERRPPSLEEIPYTEFYGIPLMARGCPIDIFLDGKTPTRGTELTFINNTDQQ 873
LbrM.23.2.000610      LQESSVPYFERRPPSLEEIPYTEFYGIPLMARGCPIDIFLDGKTPTRGTELTFINNTDQQ 892
                       ***********************************************************

Novel_4               IVIGGVELKQEDMFSTDPNSVKTIPTQRWPQYLLVPGGGSRQSCTIALHPSFPRGSFIMA 120
LPMP_230610           IVIGGVELKQEDMFSTDPNSVKTIPTQRWPQYLLVPGGGSRQSCTIALHPSFPRGSFIMA 933
LbrM.23.2.000610      IFIGGVELKQEDMFSTDPNSVKTIPTQRWPQYLLVPGGGSRQSCTIALHPSFPRGSFIMA 952
                      *.**********************************************************

Novel_4               LVVAYVFSEGRYTPFMARFTI 141
LPMP_230610           LVVAYVFSEGRYTPFMARFTI 954
LbrM.23.2.000610      LVVAYVFSEGRYTPFMARFTI 973
                      *********************

No domain found



Gene: LPAL13_040005500

Supplementary Figure 5
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 04 (Negative strand)  

Novel gene 5: Phosphoacetylglucosamine mutase protein

Gene: LPAL13_040005400

Hypothetical tRNA

Novel gene ORF

3,109 3,363 8,699 10,705 13,301 13,372

Novel_5           MGRGYCSAFYTTTMEFEQAASSSSHAIFTSMFFDELMRIINSEFPLRHDPAKNPLTYGTA 60
LPMP_070890       ------------------------------MFFDELMRIINSEFPLRHDPAKNPLTYGTA 30
LbrM.04.0010      -------------MEFEQAASSSSHAIFTSMFFDELMRIIDSEFPLRHDPAKNPLTYGTA 47
                                               **********:*******************
Novel_5           GFRSNAALLPPVAARVSMIAALRCMYYQGKRTAAGHNAPCTVGVMITASHNPYMDNGFKI 120
LPMP_070890       GFRSNAALLPPVAARVSMIAALRCMYYQGKRTAAGHNAPCTVGVMITASHNPYMDNGFKI 90
LbrM.04.0010      GFRSNAALLPPVAARVSMIAALRCMYYQGKRTAAGHNAPCTVGVMITASHNPYMDNGFKI 107
                  ************************************************************
Novel_5           IDPDGGMLVASWEEWCTRAANAPSGSDLKQVMMDCLAHDPNAFQLKQYSRCQVHFSRDTR 180
LPMP_070890       IDPDGGMLVASWEEWCTRAANAPSGSDLKQVMMDCLAHDPNAFQLKQYSRCQVHFSRDTR 150
LbrM.04.0010      IDPDGGMLVASWEEWCTRAANAPSGSDLKQVMMDCLAHDPNAFQLKQYSRCQVHFSRDTR 167
                  ************************************************************
Novel_5           PSGEEIVNAGLRTLRLLQNITPRSYPPISTPYMHFAIAKANELGLGDESEFPSYYGELLA 240
LPMP_070890       PSGEEIVNAGLRTLRLLQNITPRSYPPISTPYMHFAIAKANELGLGDESEFPSYYGELLA 210
LbrM.04.0010      PSGEEIANAGLRTLRLLQNITPRSYPPISTPYMHFAIAKANELGLADESEFPSYYGELLA 227
                  ******.**************************************.**************
Novel_5           GFEEMYLFASAGSQLCEKEGHLQQLVVDCANGIGSLMMRELIAASKQQSDFTALATFFEV 300
LPMP_070890       GFEEMYLFASAGSQLCEKEGHLQQLVVDCANGIGSLMMRELIAASKQQSDFTALATFFEV 270
LbrM.04.0010      GFEEMYLFASAGSQLCEKEGHLQQLVVDCANGIGSLMMRELIAASKQQSDFTALATFFEV 287
                  ************************************************************
Novel_5           HLVDCNCQDKTMLNTKCGADYAKQHTSPSAAMSAWPSASPPGVNPTATHFYSLDGDADRV 360
LPMP_070890       HLVDCNCQDKTMLNTKCGADYAKQHTSPSAAMSAWPSASPPGVNPTATHFYSLDGDADRV 330
LbrM.04.0010      HLVDCNCQDETMLNTKCGADYAKQHTSPSAAMSAWPSASPPGVNPTATHFYSLDGDADRV 347
                  *********:**************************************************
Novel_5           VAFLYDPKRDYKWVLLDGDRISILYAMLLHKWLGEEQMKALDVSVVQTAYANGASTEFLE 420
LPMP_070890       VAFLYDPKRDYKWVLLDGDRISILYAMLLHKWLGEEQMKALDVSVVQTAYANGASTEFLE 390
LbrM.04.0010      VAFLYDPKRDYKWVLLDGDRISILYAMLLHKWLGEEQMKALDVSVVQTAYANGASTEFLE 407
                  ************************************************************
Novel_5           KQLRMQVYTAATGVKNLQPIARARDVGIYFEANGHGTVLISEKVITEAASTGSEKAALLA 480
LPMP_070890       KQLRMQVYTAATGVKNLQPIARARDVGIYFEANGHGTVLISEKVITEAASTGSEKAALLA 450
LbrM.04.0010      KQLRMQVYTAATGVKNLHPIARARDVGIYFEANGHGTVLISEKVITEAASTGSEKAALLA 467
                  *****************:******************************************
Novel_5           AMRRLVSQCCGDAIADILMCEVALRALNMTFQDWADLYVDHPCKQTKVTVAHRDRITTTL 540
LPMP_070890       AMRRLVSQCCGDAIADILMCEVALRALNMTFQDWADLYVDHPCKQTKVTVAHRDRITTTL 510
LbrM.04.0010      AMRRLVSQCCGDAIADILMCEVALRALNMTFQDWADLYVDHPCKQTKVTVAHRDRITTTL 527
                  ************************************************************
Novel_5           DERRALSPTGMQDEIDAAVSLALSRCEAARAFVRPSGTEPVVRVYAEATDPSVCESLSAE 600
LPMP_070890       DERRALSPTGMQDEIDAAVSLALSRCEAARAFVRPSGTEPVVRVYAEATDPSVCESLSAE 570
LbrM.04.0010      DERRALSPTGMQDEIDAAVSLALSRCEAARAFVRPSGTEPVVRVYAEATDPSVCESLSAE 587
                  ************************************************************
Novel_5           VVKIVEAYCSWEAIAVKLFCRHFLWFYFLFPLLGGEATRVHEAKQEREGVGERRGISLCR 660
LPMP_070890       VVKIVEAYCS-------------------------------------------------- 580
LbrM.04.0010      VVKIVEAYCS-------------------------------------------------- 597
                  **********                                                  

PGM_PMM_IV domain; alpha-D-phosphohexomutase superfamily



Gene: LPAL13_280034100

Supplementary Figure 6

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 29 (Positive strand)  

Novel gene 6: Lipase (class 3) protein

Gene: LPAL13_280034000

LRR ADP-ribosylglycohydrolase

Novel gene ORF

985,267 987,879 986,565 988,895 989,217 990,458

Novel_6               MKKLFGSRNSANTSSPTPRTTAAAVDSNKRDELYEAAVGDGKGGVLNKDGDMSGSTMTDA 60
LPMP_130200           MKKLFGSRNSANTSSPTPRTTAAAVDSNKRDELYEAAVGDGKGGVLNKDGDMSGSTMTDA 60
LbrM.13.2.203990      MKKLFGSRSSANTSSPTPRTTAAPVDPGKRDELYEAAMGDGKGGMVNKDGDMLGSTMTDA 60
                      ********.**************.**..*********:******::****** *******
Novel_6               ASIYTGGRQGLDPAKRHGSCYIGGTNGRCGTCGLSKIACNCQTCHCCGRFLMSPSSRRHC 120
LPMP_130200           ASIYTGGRQGLDPAKRHGSCYIGGTNGRCGTCGLSKIACNCQTCHCCGRFLMSPSSRRHC 120
LbrM.13.2.203990      ASIYTGGRQGPDPAKRHGSCYIGGTNGRCGTCGLSKIACNCQTCHCCGRFLMSPSSRRHC 120
                      ********** *************************************************
Novel_6               RQCWRATCADCSTSVRTNDFMGGRVTLTCNFCAVPKALCFVTQMRYSSYDAVGAVDLTMG 180
LPMP_130200           RQCWRATCADCSTSVRTNDFMGGRVTLTCNFCAVPKALCFVTQMRYSSYDAVGAVDLTMG 180
LbrM.13.2.203990      RQCWRATCADCSTSVRTNDFMGGRVTLTCNFCAVPKALCFVTQMRYSSYDMVGVVDLTMG 180
                      ************************************************** **.******
Novel_6               NGAVRNDDVGAKPPQANMRAAMEPCTFRWGVYALGCAIESPRRCINPSCPAPLSYAEVCV 240
LPMP_130200           NGAVRNDDVGAKPPQANMRAAMEPCTFRWGVYALGCAIESPRRCINPSCPAPLSYAEVCV 240
LbrM.13.2.203990      NGAGRNDDVSAKPPQPNMRAAMEPCAFRWGVYALGCAVESPRRCINPSCPAPLSYAEVCV 240
                      *** *****.*****.*********:***********:**********************
Novel_6               RCKMPTVVMTFHDQRHIVMQNTSVEGKRPDANDSSVRMVEAVEDAVRSAYDNMATSRTSA 300
LPMP_130200           RCKMPTVVMTFHDQRHIVMQNTSVEGKRPDANDSSVRMVEAVEDAVRSAYDNMATSRTSA 300
LbrM.13.2.203990      KCKTPTVVMTFHEQRHIVMQNTSMEGKRPEASDSSVRMVEAVEDAVRSAYDNMATSRTPE 300
                      :** ********:**********:*****:*.**************************. 
Novel_6               DEEEIFASALPSGMETQLFSSALSGPAVRKVLLSLVACYIAGESSGTPCVSLALTDLPLY 360
LPMP_130200           DEEEIFASALPSGMETQLFSSALSGPAVRKVLLSLVACYIAGESSGTPCVSLALTDLPLY 360
LbrM.13.2.203990      EEEEIFASALPSGMETQLFSSALSGPAVRKLLLSLVACYIAGESSGTPCVSLALTDLPLY 360
                      :*****************************:*****************************
Novel_6               GRLLRPTNVTELFTVFDGPGRTRFISFSSGTTRRPALHQVLGTRMVPRELWSNATMKKEN 420
LPMP_130200           GRLLRPTNVTELFTVFDGPGRTRFISFSSGTTRRPALHQVLGTRMVPRELWSNATMKKEN 420
LbrM.13.2.203990      GRLLRPTNITELFTVFDGPGRTRFIAFSSGTTRRSALHQVLGTRMVPRELWSNATMKKEL 420
                      ********:****************:********.************************ 
Novel_6               VVGKVVGGKEAARKGGLNTNVATWTMRAGLLAYMAEDNIMDRVQSLALRIVKSSSEVVIC 480
LPMP_130200           VVGKVVGGKEAARKGGLNTNVATWTMRAGLLAYMAEDNIMDRVQSLALRIVKSSSEVVIC 480
LbrM.13.2.203990      VVGKVVGGKEAARKGGLNTNVATWAMRSGLLAYMAEDNIMDRVQSLVLRIVKSSSEVVIC 480
                      ************************:**:******************.*************
Novel_6               GHGVGGAAAAWLTTCLLLENTPETRDRLMCVTFGAPLIASQSLSEVLVKNDLAKNFHHFV 540
LPMP_130200           GHGVGGAAAAWLTTCLLLENTPETRDRLMCVTFGAPLIASQSLSEVLVKNDLAKNFHHFV 540
LbrM.13.2.203990      GHGVGGAAATWLTTCLLLENTPETRDRLMCVTFGAPLIANQSLSEVLIKNDLAKNFHHCV 540
                      *********:*****************************.*******:********** *
Novel_6               YGSDMVPRLCYVDSLLLSGNTAGCTLSVGLEEEAASGRRVQECTAAWVALHEEPHNPADI 600
LPMP_130200           YGSDMVPRLCYVDSLLLSGNTAGCTLSVGLEEEAASGRRVQECTAAWVALHEEPHNPADI 600
LbrM.13.2.203990      YGSDMVPRLCYVDSLLLSGNTAGCTFSVGLEEEATSGRRVQECTAAWVALHEEPHNPADV 600
                      *************************:********:************************:
Novel_6               AQAMAEIGDDNLSLTNFSSSAQQAPIEGPIDAAPPDKKELSKQPTQPADTAARTAATAMG 660
LPMP_130200           AQAMAEIGDDNLSLTNFSSSAQQAPIEGPIDAAPPDKKELSKQPTQPADTAARTAATAMG 660
LbrM.13.2.203990      AQAMAEIGDDNLSLTNFSSSAQQAPIEGGIDAAPPDKKESSKQPAQPADTAARTAATAMG 660
                      **************************** ********** ****:***************

 Lipase_3 domain 



Gene: LPAL13_050008400

Supplementary Figure 7
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 05 (Positive strand)  

Novel gene 7: Microtubule-associated protein

Gene: LPAL13_050008300

Hypothetical Protein kinase

Novel gene ORF

102,716 103,717 107,789 108,046 113,920 116,283

Novel_7                   ------------------------------------------------------------
LBRM2903_050008900        ------------------------------------------------------------
LARLEM1108_050009000      MRRAQADLSSYESTYAKDYGRSDGAPASVVEKPVVPLLRITSEGKSSKKNGTSRTSVRKP 60
                                                                                      

Novel_7                   ------------------------------------------------------------
LBRM2903_050008900        ----------------------------MPVKKVQPGAPAQKEGLAIPQPRRKGSYETEY 32
LARLEM1108_050009000      IAGGQKEKNSAPAAKAHAQVSPPASAEEAPTKKALQVAPAKTGEPAEPRPRPKGSFETEY 120
                                                                                      

Novel_7                   --------------------------MDPAFYTTTCNSAYAAPPPAPVRSAFTRPAVAAR 34
LBRM2903_050008900        NKNYRAYSSTPTPLTTPRHTQACVHHVDPAFYTTTCNSAYAAPPPAPVRSAFTRPAVAAR 92
LARLEM1108_050009000      SKNYRAYSNTHTPVETPRRTQACVHHVDPAFYTTTCSSAYVAPAAAPARSAFTRPAASVR 180
                                                    :*********.***.**..**.********.:.*

Novel_7                   HLDPAFYTTTCNSAYAAPPPAPARSAFPRPAVAVRHVNPSMYVSTSRATYL 94
LBRM2903_050008900        HVDPAFYTTTCNSAYAAPPPAPARSAFPRPAVAVRHVNPSMYVSTSRATYL 152
LARLEM1108_050009000      HVDPAFYTTTCSSAYVAPAAAPARSAFTRPAVSVRHVDPSMYVSTSRAAYA 231
                          *:*********.***.**..*******.****:****:**********:*

No domain found



Gene: LPAL13_190010400

Supplementary Figure 8
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 19 (Negative strand)  

Novel gene 8: Hydroxyneurosporene synthase (CrtC)

Gene: LPAL13_190010300
ADP,ATP carrier protein 1, 

mitochondrial
Complex 1 protein 

(LYR family)

Novel gene ORF

136,367 137,332 137,886 140,762 148,317 150,311

Novel_8               MNEDWPQHFPPRGTVPNAELYDQCIDACSLQWWYANAHLMVKGEDRPSLAFFVSFFRRAE 94
LPMP_190190           MNEDWPQHFPPRGTVPNAELYDQCIDACSLQWWYANAHLMVKGEDRPSLAFFVSFFRRAE 60
LbrM.19.2.000530      MNEDWPQHFPPRGTVPNAELYDQCIDACSLQWWYANAHLMVKGEDRPSLAFFVSFFRRAE 60
                      ************************************************************
Novel_8               ESCPTITTKHHDACMWALIDLKHQKYYADSVLDPESIEQLKLQLDPAVTGRKLEHVEAAL 154
LPMP_190190           ESCPTITTKHHDACMWALIDLKHQKYYADSVLDPESIEQLKLQLDPAVTGRKLEHVEAAL 120
LbrM.19.2.000530      ESCPTITTKHHDACMWALIDLKHQKYYADSVLDPESIEQLKLQLDPAVTGRKLEHVEAAL 120
                      ************************************************************
Novel_8               LELLNKGRVPRPDRILKNKAVYTQQPFSITLDDSCAMRVAQKGPVRQYAFEMRNTADDVY 214
LPMP_190190           LELLNKGRVPRPDRILKNKAVYTQQPFSITLDDSCAMRVAQKGPVRQYAFEMRNTADDVY 180
LbrM.19.2.000530      LELLNKGRVPRPDRILKNKAVYTQQPFSITLEDSCAMRVAQKGPVRQYAFEMRNTADDVY 180
                      *******************************:****************************
Novel_8               VRLYFKTQQQPVFHGKDGRVNGMYYYYFPSMRVTGFVVVKGVKHEVKGLGWYDRELDGSV 274
LPMP_190190           VRLYFKTQQQPVFHGKDGRVNGMYYYYFPSMRVTGFVVVKGVKHEVKGLGWYDRELDGSV 240
LbrM.19.2.000530      VRLYFKTQQQPVFHGKDGRVNGMYYYYFPSMRVTGFVVVKGVKHEVKGLGWYDRELGGSV 240
                      ********************************************************.***
Novel_8               SELGRDAKYSWSWLSLHLSNMSQLNMFHGTSGNEPDTRKMIVVETRTDGSRHYHDDVVMQ 334
LPMP_190190           SELGRDAKYSWSWLSLHLSNMSQLNMFHGTSGNEPDTRKMIVVETRTDGSRHYHDDVVMQ 300
LbrM.19.2.000530      SELVRDAKYSWSWLSLHLSNMSQLNMFHGTSGNEPDTRKMIVVETRTDGSRHYHDDVVMQ 300
                      *** ********************************************************
Novel_8               TKKTWSSLVTFMQYPVEFHICSASMGLDVTIHTVFDAQELGTVLVGGAGFYEGVVEGSGV 394
LPMP_190190           TKKTWSSLVTFMQYPVEFHICSASMGLDVTIHTVFDAQELGTVLVGGAGFYEGVVEGSGV 360
LbrM.19.2.000530      TKKTWSSLVTFMQYPVEFHICSASMGLDVTIHTVFDAQELGTVLVGGAGFYEGVVEGSGV 360
                      ************************************************************
Novel_8               CGGEALTMRGFLECKKNAAPYSSTSELLKCIGSYVHGALEEVYPLDASDSWVSENVLGRN 454
LPMP_190190           CGGEALTMRGFLECKKNAAPYSSTSELLKCIGSYVHGALEEVYPLDASDSWVSENVLGRN 420
LbrM.19.2.000530      CGGEALTMRGFLECKKNAAPYSSTSELLKCIGSYVHSALEEVYPLDASDSWVSENVLGRN 420
                      ************************************.***********************
Novel_8               AINRGVPADKVCDTLFRPVRSMIDRGGKSWRSLVLVSCCNALSRQYFDCRRYIAVAELLH 514
LPMP_190190           AINRGVPADKVCDTLFRPVRSMIDRGGKSWRSLVLVSCCNALSRQYFDCRRYIAVAELLH 480
LbrM.19.2.000530      AINRGVPADKVCDTLFRPVRSMIDRGGKSWRSLVLVSCCNALSRQYFDCRRYIAVAELLH 480
                      ************************************************************
Novel_8               VGSLIIDDIQDNSMVRRGEKCVHVEYGVATAINAGSACYFMAPRAARIQDLPPEKASRIY 574
LPMP_190190           VGSLIIDDIQDNSMVRRGEKCVHVEYGVATAINAGSACYFMAPRAARIQDLPPEKASRIY 540
LbrM.19.2.000530      VGSLIIDDIQDNSMVRRGEKCVHVEYGVATAINAGSACYFMAPRAARIQDLPPEKASRIY 540
                      ************************************************************
Novel_8               QLYFDVLLAGHAGQGLDIYGLDYLMPKVIETGDVSTLFDALDAIHTYKTGGAVGTLCAMA 634
LPMP_190190           QLYFDVLLAGHAGQGLDIYGLDYLMPKVIETGDVSTLFDALDAIHTYKTGGAVGTLCAMA 600
LbrM.19.2.000530      QLYFDVLLAGHAGQGLDIYGLDYLMPKVIETGDVSTLFDALDAIHTYKTGGAVGTLCAMA 600
                      ************************************************************
Novel_8               CVLCEAPAALSEAVEKFGLTLGLAFQIVDDALNIRGFEGNLKEAAEDIKDGKITYPIAIA 694
LPMP_190190           CVLCEAPAALSEAVEKFGLTLGLAFQIVDDALNIRGFEGNLKEAAEDIKDGKITYPIAIA 660
LbrM.19.2.000530      CVLCEAPAALSEAVEKFGLTLGLAFQIVDDALNIRGFEGNLKEAAEDIKDGKITYPIAIA 660
                      ************************************************************
Novel_8               MGRLGAADRHTLWVILRKPTKEAADIRDAVELIMKVEAITECLLIARHRLQEMWDSLDPL 754
LPMP_190190           MGRLGAADRHTLWVILRKPTKEAADIRDAVELIMKVEAITECLLIARHRLQEMWDSLDPL 720
LbrM.19.2.000530      MGRLGAADRHTLWVILRKPTKEEADIRDAVELIMKVEAITECLLIARHRLQEMWDSLDPL 720
                      ********************** *************************************
Novel_8               LEDSFPKLMMRTLCSFLVERTY 776
LPMP_190190           LEDSFPKLMMRTLCSFLVERTY 742
LbrM.19.2.000530      LEDSFPKLMMRTLCSFLVERTY 742
                      ********************** 

Domain: CrtC domain, Lipocalin_9,  polyprenyl_synt domain



Gene: LPAL13_340019400

Supplementary Figure 9

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 34 (Negative strand)  

Novel gene 9: Arginase

Gene: LPAL13_340019300
Choline/ethanolamine 

kinase
Hypothetical

Novel gene ORF

492,257 494,242 499,703 500,743 501,757 501,990

Novel_9               MEHHLQKYKFYKEKNMSIVLAPFSGGQPLSGVELGPDYLLKQGLQQDMEKLGWNTTLERV 76
LPMP_341340           MEHHLQKYKFYKEKNMSIVLAPFSGGQPLSGVELGPDYLLKQGLQQDMEKLGWNTTLERV 60
LbrM.34.2.001400      MEHHLQKYKFYKEKNMSIVLAPFSGGQPLSGVELGPDYLLKQGLQQDMEKLGWNTTLERV 60
                      ************************************************************

Novel_9               FDGKIVEARKANEKNDSIGHIKRPKLTSECTEKIYNSVRKVAEQGRFPLTVGGDHSIAVG 136
LPMP_341340           FDGKIVEARKANEKNDSIGHIKRPKLTSECTEKIYNSVRKVAEQGRFPLTVGGDHSIAVG 120
LbrM.34.2.001400      FDGKIVEARKANEKNDLIGHIKRPKLTSECTEKIYNSVRKVAEQGRFPLTVGGDHSIAVG 120
                      **************** *******************************************

Novel_9               TVAGVLSVYPDTGVIWVDAHADINTMSGTVSGNLHGCPLSILLGLDRENIPECFSWVPQL 196
LPMP_341340           TVAGVLSVYPDTGVIWVDAHADINTMSGTVSGNLHGCPLSILLGLDRENIPECFSWVPQL 180
LbrM.34.2.001400      TVAGVLSVYPDTGVIWVDAHADINTMSGTVSGNLHGCPLSILLGLDRENIPECFSWVPQL 180
                      ************************************************************

Novel_9               LKPHKIAYIGLRDVEEAEKKILHDLNIAAFSMHHVDRYGIDKVVRMAIDAVAPKGTEPVM 256
LPMP_341340           LKPHKIAYIGLRDVEEAEKKILHDLNIAAFSMHHVDRYGIDKVVRMAIDAVAPKGTEPVM 240
LbrM.34.2.001400      LKPHKIAYIGLRDVEEAEKKILHDLNIAAFSMHHVDRYGIDKVVRMAIDAVSPKGTEPVM 240
                      ***************************************************:********

Novel_9               VSYDVDTIDPLYVPATGTPVRGGLSLREGLFLCERIAECGRLVALDVVECNPLLAATEAH 316
LPMP_341340           VSYDVDTIDPLYVPATGTPVRGGLSLREGLFLCERIAECGRLVALDVVECNPLLAATEAH 300
LbrM.34.2.001400      VSYDVDTIDPLYVPATGTPVRGGLSLREGLFLCERIAECGRLVALDVVECNPLLAATEAH 300
                      ************************************************************

Novel_9               VKDTISFGCAIARCMMGETLLYTPRKKAKL 346
LPMP_341340           VKDTISFGCAIARCMMGETLLYTPRKKAKL 330
LbrM.34.2.001400      VKDTISFGCAIARCMMGETLLYTPRKKAKL 330

Domain: Arginase



Gene: LPAL13_130007800

Supplementary Figure 10
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C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 13 (Positive strand)  

Novel gene 10: Hypothetical protein

Gene: LPAL13_130007700

ALBA Hypothetical

Novel gene ORF

83,805 84,170 87,615 89,201 92,894 95,173

Novel_10              MVSGLVEFEILRGKNYPQTEDDPNPCTTQVTVAVVGALSGAILSAVQLSSIQQNSNAPFY 60
LPMP_130350           MVSGLVEFEILRGKNYPQTEDDPNPCTTQVTVAVVGALSGAILSAVQLSSIQQNSNAPFY 60
LbrM.13.2.000280      MVSGLVEFEILRGKNYPQTEDDPNPCTTQVTVAVVDALSGAILSAVQLSSIQQNSNAPFY 60
                      ***********************************.************************

Novel_10              NDKLNFKLEEASENVCFSITVSEHSRRKMPFVLFYGKQLIELSKLKSKQRFVIPLFPEEE 120
LPMP_130350           NDKLNFKLEEASENVCFSITVSEHSRRKMPFVLFYGKQLIELSKLKSKQRFVIPLFPEEE 120
LbrM.13.2.000280      NDKLNFKLEEASENVCFSITVSEHSRRKMPFVLFYGKQLIELSKLKSKQRFVIPLFPEEE 120
                      ************************************************************

Novel_10              NNRQIEIGAEPLVLEKSRTEPLLSVSIQFTKDKILDTVDPYSDVDISGKDLSLDGSNQLV 180
LPMP_130350           NNRQIEIGAEPLVLEKSRTEPLLSVSIQFTKDKILDTVDPYSDVDISGKDLSLDGSNQLV 180
LbrM.13.2.000280      NNRQIEIGAEPLVLEKSGTAPLLSVSIQFTKDKILDTVDPYSDVDISGKDLSLDGSNQLV 180
                      ***************** * ****************************************

Novel_10              PEGNQYVWLRLKSDKKWTNSYQCELLVVWRSRAPLEAEPQGNTKPRKGTTGGMGGVAGEV 240
LPMP_130350           PEGNQYVWLRLKSDKKWTNSYQCELLVVWRSRAPLEAEPQGNTKPRKGTTGGMGGVAGEV 240
LbrM.13.2.000280      PEGNQYVWLRLKSDKKWTNSYQCELLVVWRSRAPLEAEPQGNTKPRKGTTGGMGGVAGEV 240
                      ************************************************************

Novel_10              DSARTLGDIITKKWCCHRTHQVLTRICLTAEKYGKKITDLTFTPREEIEFRTNKKERCVL 300
LPMP_130350           DSARTLGDIITKKWCCHRTHQVLTRICLTAEKYGKKITDLTFTPREEIEFRTNKKERCVL 300
LbrM.13.2.000280      DSARTLGDIITKKWCCHRTHQVLTRICLTAEKYGKKITDLTFTPKEEIEFRTNKKERCVL 300
                      ********************************************:***************

Novel_10              LERICEEKLKYAGSNRLQDWLNRIWILFVTGVDNDPAGPRALSYEVRKAVHDAQFTEEDA 360
LPMP_130350           LERICEEKLKYAGSNRLQDWLNRIWILFVTGVDNDPAGPRTLSYEVRKAVHDAQFTEEDA 360
LbrM.13.2.000280      LERICEEKLKYAGSNRLQDWLNRIWILFVTGVDNDPAGPRALSYEVRKAVHDAQFTEEDA 360
                      ****************************************:*******************

Novel_10              IILQACLLFSFIPSLKYEVCQALSESDYQVSPSEKRRELTGFEASQCMVTPSQRLFTHVF 420
LPMP_130350           IILQACLLFSFIPSLKYEVCQALSESDYQVSPSEKRRELTGFEASQCMVTPSQRLFTHVF 420
LbrM.13.2.000280      IILQACLLFSFIPSLKYEVCQALSESDYQVSPSEKRRELTGFEASQCMVTPSQRLFTHVF 420
                      ************************************************************

Novel_10              IFFVGPLLDTLTEAEIVKAAAEFKPAIWDAQQRIAEGAKSTIGHHRRNNDGSIVKGNGIR 480
LPMP_130350           IFFVGPLLDTLTEAEIVKAAAEFKPAIWDAQQRIAEGAKSTIGHHRRNNDGSIVKGNGIR 480
LbrM.13.2.000280      IFFVGPLLDTLTEAEIVKAAAEFKPAIWDAQQRIAEGAKSTIGHHRRNNDGSIVKGNGIR 480
                      ************************************************************

Novel_10              IDHLDKLGHRKQTPRFV 497
LPMP_130350           IDHLDKLGHRKQTPRFV 497
LbrM.13.2.000280      IDHLDKLGHRKQTPRFV 497
                      *****************

Domain: Protein kinase C conserved region 2 (CalB)



Gene: LPAL13_340045300

Supplementary Figure 11
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 34 (Positive strand)  

Novel gene 11: Hypothetical protein

Gene: LPAL13_340045200

Sperm-tail PG-rich repeatHypothetical

Novel gene ORF

1,386,660 1,387,736 1,390,209 1,392,971 1,393,746 1,395,176

Novel_11              MMDFRDVAAEEQIRGFLEYFDRVNYPLQPLTTETKSFFGRFFGGNGFISFCDLLFGPYYE 130
LPMP_343790           MMDFRDVAAEEQIRGFLEYFDRVNYPLQPLTTETKSFFGRFFGGNGFISFCDLLFGPYYE 60
LbrM.34.2.003900      MMDFRDVAAEEQIRGFLEYFDRVNYPLQPLTTETKSFFGRFFGGNGFISFCDLLFGSYYE 60
                      ********************************************************.***
Novel_11              KYPAEDEMCWMDYANIAPTKSLAVTLLGLIHPSSAFISTLEALSIPSTTFGARLKKMWKN 190
LPMP_343790           KYPAEDEMCWMDYANIAPTKSLAVTLLGLIHPSSAFISTLEALSIPSTTFGARLKKMWKN 120
LbrM.34.2.003900      KYPAEDEMCWMDYANIAPTKSLAVTLLGLIHPSSAFISTLEALSIPSTTFGARLKKMWKN 120
                      ************************************************************
Novel_11              SPAARSTAYYLLDLPLLALHPQFLKLMGEPADSNLHTLPRSRCHPILLVPFWDPPIVTRR 250
LPMP_343790           SPAARSTAYYLLDLPLLALHPQFLKLMGEPADSNLHTLPRSRCHPILLVPFWDPPIVTRR 180
LbrM.34.2.003900      SPAARSTAYYLLDLPLLALHPQFLKLMGEPADSNLHTLPRSRCHPILLVPFWDPPIVTRR 180
                      ************************************************************
Novel_11              ESSQQQIMTSLPCLPMGYFLFRLLLFGMKRVQRNSTDFLAWRKNANVVTWLWGAKDRLSS 310
LPMP_343790           ESSQQQIMTSLPCLPMGYFLFRLLLFGMKRVQRNSTDFLAWRKNANVVTWLWGAKDRLSS 240
LbrM.34.2.003900      ESSQQQIMTSLPCLPMGYFLFRLLLFGMKRVQRNSTDFLAWRKNANVVTWLWGAKDRLSS 240
                      ************************************************************
Novel_11              AFYKTIPTDMPFYAQLLQSYIQIYVSAALPRHLSSNTNIADISWTTNDATASVLILAPEL 370
LPMP_343790           AFYKTIPTDMPFYAQLLQSYIQIYVSAALPRHLSSNTNIADISWTTNDATASVLILAPEL 300
LbrM.34.2.003900      AFYKTIPTDMPFYAQLLQSYIQIYVSAALPRHLSSKTNIADISWTTNDATASVLILAPEL 300
                      ***********************************:************************
Novel_11              LAHRELLQPISETDRLSCKNPEALAQILFVVPLYTRMIYAMSEESSSSPFMDCAAITPHD 430
LPMP_343790           LAHRELLQPISETDRLSCKNPEALAQILFVVPLYTRMIYAMSEESSSSPFMDCAAITPHD 360
LbrM.34.2.003900      LAHRELLQPISETDRLSCKNPEALAQILFVVPLYTRMIYAMSEESSSSPFMDCAAITPHD 360
                      ************************************************************
Novel_11              YAVSSSCKAQTDIENIRKTLYRNSLTVLRECFLSLELEPYCKNAHFTYCLELWAVLMNPF 490
LPMP_343790           YAVSSSCKAQTDIENIRKTLYRNSLTVLRECFLSLELEPYCKNAHFTYCLELWAVLMNPF 420
LbrM.34.2.003900      YAVSSSCKAQTDIENIRKTLYRNSLTVLRECFLSLELEPYCKNAHFTYCLELWAVLMNPF 420
                      ************************************************************
Novel_11              EKQQKVTPSQYVAQHFESFGFLMVDVLNMIVKSSFVYSMAESGATVLKKCFLLMSQDPVI 550
LPMP_343790           EKQQKVTPSQYVAQHFESFGFLMVDVLNMIVKSSFVYSMAESGATVLKKCFLLMSQDPVI 480
LbrM.34.2.003900      EKQQKVTPSQYVAQHFESFGFLMVDVLNMIVKSSFVYSMAESGATVLKKCFLLMSQDPVI 480
                      ************************************************************
Novel_11              TLLAEINASPPSSHAVAETLARHFVLNWVGSDGNIQLPNLHGTTTCSLAARAYVSLEKLI 610
LPMP_343790           TLLAEINASPPSSHAVAETLARHFVLNWVGSDGNIQLPNLHGTTTCSLAARAYVSLEKLI 540
LbrM.34.2.003900      TLLAEINASAPSSHAVAETLARHFVLNWVGSDGNIQLPNLHGTTTCSLAARAYVSLEKLI 540
                      *********.**************************************************
Novel_11 TDDVTEVMQRDLKETLSLMGCIFPGIVQFLDIWRSSAKATIKNPKYVPTPAMAVVRPLTE 670
LPMP_343790 TDDVTEVMQRDLKETLSLMGCIFPGIVQFLDIWRSSAKATIKNPKYVPTPAMAVVRPLTE 600
LbrM.34.2.003900 TDDVTEVMQRDLKETLSLMGCIFPGIVQFLDIWRSSAKATLKNPKYVPTPTMAVVRPLTE 600

****************************************:*********:*********
Novel_11              SEKSRFFRGGKGHQKVFAKGLVLPIRNGHIPGNRDATLQTSLRNEIPALLGLSRLLDAII 730
LPMP_343790           SEKSRFFRGGKGHQKVFAKGLVLPIRNGHIPGNRDATLQTSLRNEIPALLGLSRLLDAII 660
LbrM.34.2.003900      SEKSRFFRGGKGHQKVFAKGLVLPIRNGHIPGNRDATLQTTLRNEIPALLGLSRLLDAII 660
                      ****************************************:*******************
Novel_11              ARSLEKYYSSTIPQCDRGHNLWLTYSKNYACTHHAREPAIWECAICETLYGSCCRGLPCR 790
LPMP_343790           ARSLEKYYSSTIPQCDRGHNLWLTYSKNYACTHHAREPAIWECAICETLYGSCCRGLPCR 720
LbrM.34.2.003900      VRSLEKYYSSTIPQCDRGHNLWLTYSKNYACTHHAREPAIWECAICETLYGSCCRGLPCR 720
                      .***********************************************************

Domain: Transmembrane region



Gene: LPAL13_340045300

Supplementary Figure 12
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 20 (Positive strand)  

Novel gene 12: Hypothetical protein

Gene: LPAL13_200011500

HypotheticalFlagellar attachment 
zone protein

Novel gene ORF

250,428 253,523 258,794 261,244 261,722 263,209

LPMP_200740           MFQKRAVMLLSAQWRPHSEQLKLWIIGSASDVTTLSLARDYVNNLDVGSVLQTFEDGLEL 60
LbrM.20.2.000640      -------MLLSAQWRPHSEQLKLWIIGSASDVTTLSLARDYVNNLDVGSVLQTFEDGLEL 53
Novel_12              MFQKRAVMLLSAQWRPHSEQLKLWIIGSASDVTTLSLARDYVNNLDVGSVLQTFEDGLEL 60
                            *****************************************************
LPMP_200740           TGILPVIKYPLGTHTFSKLSAHFEASAGELSASELHQLASSISLSPENLDYYDATLSTPG 120
LbrM.20.2.000640      TGILPVIKYPLGTHTFSKLSAHFEASAGELNASELHQLASSISLSPENLDYYDATLSTPG 113
Novel_12              TGILPVIKYPLGTHTFSKLSAHFEASAGELSASELHQLASSISLSPENLDYYDATLSTPG 120
                     ******************************.*****************************
LPMP_200740           VIAAIRCCLQRADNSELIAFARPFWQRCEQALQVSTGLASLVTQITADELAFRLSTSSDK 180
LbrM.20.2.000640      VIAAIRCCLQRADNSELIAFARPFWRRCEQALQVSTGLASLVTQITADELAFRLSTSSDK 173
Novel_12              VIAAIRCCLQRADNSELIAFARPFWQRCEQALQVSTGLASLVTQITADELAFRLSTSSDK 180
                     *************************:**********************************
LPMP_200740           ATFFDITLMEGLPLEQKGMEGLVKHLQSATEELEKADLLDLLERIAAPRNSQRYATWGMA 240
LbrM.20.2.000640      TTFFDITLMEGLPLEQKGMEGLVKHLQSATEELEKADLLDLLERIAAPRNSQRYATWGMA 233
Novel_12              AAFFDITLMEGLPLEQKGMEGLVKHLQSATEELEKADLLDLLERIAAPRNSQRYATWGMA 240
                     ::**********************************************************
LPMP_200740           VQKALIEKGGVTDANCFEVFVKLMLTGTIIDDSICRQICKASVCIGSERTLEVLNAWRDS 300
LbrM.20.2.000640      VQKALIEKGGVTDANCFEVFVRLMLTGTIIDDSICRQICKASGCIGSERTLEVLNAWRDS 293
Novel_12              VQKALIEKGGVTDANCFEVFVKLMLTGTIIDDSICRQICKASVCIGSERTLEVLNAWRDS 300
                     *********************:******************** *****************
LPMP_200740           NSTTCSGSTSLEDVQAALQRHIRVQLEQSQPETSTVEYLEWVLCLSFFSQTDASSLLSRA 360
LbrM.20.2.000640      NSTTCSGSTSLEDVQAALQRHIRVQLEQSQPETSTVEYLEWVLCLSFFSQTDASSLLSRA 353
Novel_12              NSTTCSGSTSLEDVQAALQRHIRVQLEQSQPETSTVEYLEWVLCLSFFSQTDASSLLSRA 360
                     ************************************************************
LPMP_200740           VTSGRLSGELSAKETAVVCDVMISTCVIPHSLLSAIRRSVESNELSQRASVHALYILQRS 420
LbrM.20.2.000640      VTSGRLSGELSAKETAVVCDVMISTCVIPHSLLSAIRRSVESNELSQRASVHALYILQRS 413
Novel_12              VTSGRLSGELSAKETAVVCDVMISTCVIPHSLLSAIRRSVESNELSQRASVHALYILQRS 420
                     ************************************************************
LPMP_200740           GIKASPTLIKRAIGRAGARLVAACTLKKSVDDELFPRDRALLVAGLCFVDDEQQPVLLRR 480
LbrM.20.2.000640      GIKASPTLIKRAIGRAGARLVAACTPKKSVDDELSPRDRALLVAGLCFVDDEQQPVLLRR 473
Novel_12              GIKASPTLIKRAIGRAGARLVAACTLKKSVDDELSPRDRALLVAGLCFVDDEQQPVLLRR 480
                     ************************* ******** *************************
LPMP_200740           IVESQEVSLSAAMCFLRHAGQATTNSSRWVRKTALSRVLRSASSCSAEELSLVLSALSDL 540
LbrM.20.2.000640      IVESQEVSLSAAMCFLRHAGQATTNSSRWVRKTALSRVLRSASSCCAEELSLVLSALSDL 533
Novel_12              IVESQEVSLSAAMCFLRHAGQATTNSSRWVRKTALSRVLRSASSCSAEELSLVLSALSDL 540
                     *********************************************.**************
LPMP_200740 GVRDATAFQRVLEELKRKAPRTEDVVVAAKAARNLRLTSLLEQSELIESLSHIASVSSDD 600
LbrM.20.2.000640      GVRDATAFQRVLEELKRKAPRTEDVVVAAKAARNLRLTSLLEQSELIESLSHIASVSSDD 593
Novel_12              GVRDATAFQRVLEELKRKAPRTEDVVVAAKAARNLRLTSLLEQSELIESLSHIASVSSDD 600
                     ************************************************************
LPMP_200740           LLVLLSCCTAKQRQALLLFPDVTAALNQISLADSTTSDLVLLFTFLSSQDGKRAEVVAEL 660
LbrM.20.2.000640      LLVLLSCCTAKQRQALLLFPDVTAALNQISLADSTTSDLVLLFTFLSSQDGKRAEVVAEL 653
Novel_12              LLVLLSCCTAKQRQALLLFPDVTAALNQISLADSTTSDLVLLFTFLSSQDGKRAEVVAEL 660
                     ************************************************************
LPMP_200740           QTREPVERGALSADDVLAAFESVDSSQEVENLGRVLIRAVQNCGESHLMRLLRCASRYSK 720
LbrM.20.2.000640      QTREPVERGALSADDVLAAFESVDSSQEVENLGRVLIRAVQNCGESHLMRLLRCASRYSK 713
Novel_12              QTREPVERGALSADDVLAAFESVDSSQEVENLGRVLIRAVQNCGESHLMRLLRCASRYSK 720
                     ************************************************************
LPMP_200740           VPKTFFRLAGKPIISAANEKRLSPVNASAWLNFYVNNQIRDDSVGRSLLSLLSRAQSRSP 780
LbrM.20.2.000640      VPKTFFRLAGKPIISAANEKRLSPVNASAWLNFYVNNQIRDDSVGRSLLSLLSRAQSRSP 773
Novel_12              VPKTFFRLAGKPIISAANEKRLSPVNASAWLNFYVNNQIRDDSVGRSLLSLLSRAQSRSP 780
                     ************************************************************

No domain found



Gene: LPAL13_340022000

Supplementary Figure 13
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 34 (Negative strand)  

Novel gene 13: Hypothetical protein

Gene: LPAL13_340021900

HypotheticalFdynein-associated 
roadblock

Novel gene ORF

584,979 585,272 585,658 587,049 588,385 588,807

Novel_13                MSSQTSRLVVLAIGVLLFMALDVKGLKLAFISSGTPSDLLQIASIVRAAYQRNHSATVLV 60
LPMP_341600             MSSQTSRLVVLAIGVLLFMALDVKGLKLAFISSGTPSDLLQIASIVRAAYQRNHSATVLV 60
LBRM2903_340022900      MSSQTSRLVVLAIGVLLFMALDVKGLKLAFISSGTPSDLLQIASIVRAAYQRNHSATVLV 60
                        ************************************************************

Novel_13                DARELGGCKDVFGNAVCTPVICSQEGCQYKSADQSRALLATLRKRSFPPDVIVAAVFLYE 120
LPMP_341600             DARELGGCKDVFGNAVCTPVICSQEGCQYKSADQSRALLATLRKRSFPPDVIVAAVFLYE 120
LBRM2903_340022900      DARELGGCKDVFGNAVCTPVICSQEGCQYKSADQSRVLLAALRKRSFPPDVIVAAVFLYE 120
                        ************************************.***:*******************

Novel_13                ADRISEHLGVPLVIVSSSSNNVPSIRSTSFHPLPFDMWGRFPLLNTVISAIRGFSASVWD 180
LPMP_341600             ADRISEHLGVPLVIVSSSSSNVPSIRSTSFHPLPFDMWGRFPLLNTVISAIRGFSASVWD 180
LBRM2903_340022900      ADRISEHLGVPLVIVSSSSSNVPSIRSTSFHPLPFDMWRRFPLLNTVISAIRGFSASVWD 180
                        *******************.****************** *********************

Novel_13                LTSSGAPQDTQMARHIITQGIPGIDIVDPICPNVHPIGFFRGDNEVLAKSSFVGIDAYIE 240
LPMP_341600             LTSSGAPQDTQMARHIITQGIPGIDIVDPICPNVHPIGFFRGDNEVLAKSSFVGIDAYIE 240
LBRM2903_340022900      LTSSGAPQDAQMARHIITQGIPGIDIVDPICPNVHPIGFFRGDNEVLAKSSFAGIDAYIE 240
                        *********:******************************************.*******

Novel_13                SCRGRFIYASFLVESSVHGQQVYSALQAVANETNSCILWYMSSGELSSLRFRRSSEGQRV 300
LPMP_341600             SCRGRFIYASFLVESSVHGQQVYSALQAVANETNSCILWYMSSGELSSLRFRRSSEGQRV 300
LBRM2903_340022900 SCRGRFIYASFLVESSVHGQQVYSALQAVANETNSCILWYTTSGELSSLRFRRSSEGQRV 300
                        **************************************** :******************

Novel_13                KVTDDTFAAPFYVLHRHNPIVVLSNNVKEIMYDAILAESPIVYVGSNRLSCFQLWNAGIA 360
LPMP_341600             KVTDNTFAAPFYVLHRHNPIVVLSNNVKEIMYDAILAESPIVYVGSNRLSCFQLWNAGIA 360
LBRM2903_340022900      KVTDDTFAAPFYVLHRHNPIVVLSNNVKEIMYDAILAESPIVYVGSNRLSCFQLWNAGIA 360
                        ****:*******************************************************

Novel_13                ACASTPRTADVVSAILSVYNKSSVRERVRAARRMGFLMGGAQKAVEVTELAAAMGTGNMD 420
LPMP_341600             ACASTPRTADVVSAILSVYNKSSVRERVRAARRMGFLMGGAQKAVEVTELAAAMGTGNMD 420
LBRM2903_340022900      ACASTPRTADVVSAILSVYNKSSVRERVRAARRMGFLMGGAQKAVEVTELAAALGTGNMD 420
                        *****************************************************:******

Novel_13                FVCDQNVLLSPYGYDSTIALSISFVLGVLFFFTLRCCRFPLKW 463
LPMP_341600             FVCDQNVLLSPYGYDSAIALSISFVLGVLFFFTLRCCRFPLKW 463
LBRM2903_340022900      FVCDQNVLLSPYGYDSAIALSISFVLGVLFFFTLRCCKFPLKW 463
                        ****************:********************:*****

Transmembrane region
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Gene: LPAL13_110013300

Supplementary Figure 14
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 11 (Positive strand)  

Novel gene 14: Hypothetical protein

Gene: LPAL13_110013200

HypotheticalHypothetical

Novel gene ORF

333,714 335,060 336,216 340,865 338,451 340,637

Novel_14              MAHHCHTNMNALSLDCLSCYEEQRSRMKSIDLNYLQQKSNECIQNRCAPSHLHMNYRCHQ 73
LPMP_110950           MAHHCHTNMNALSLDCLSCYEEQRSRMKSIDLNYLQQKSNECIQNRCAPSHLHMNYRCHQ 60
LbrM.11.2.000740      MAHHCHTNMNALSLDCLSCYEEQRARMKSIDLNYLQQKSNECIQNRCAPSHLHMNYTCHQ 60
                      ************************:******************************* ***
Novel_14              AAEAVAQGSTFPRFVRNGSLPARQSELTTRVAAQRNYLAYCRKPLECAGHISAQHHSKPP 133
LPMP_110950           AAEAVAQGSTFPRFVRNGSLPARQSELTTRVAAQRNYLAYCRKPLECAGHISAQHHSKPP 120
LbrM.11.2.000740      AAEAVAQGSTFPRFVRNGSLPARQSELTTRVAAQRNYLAYCRKPLECAGHISAQHHSKPS 120
                      ***********************************************************.
Novel_14              SAVPLQQRSMDSVLFDEERFHEDTVFVNGEPVRVSKGYQSEHAFYGLDSPTAAILDAVSA 193
LPMP_110950           SAVPLQQRSMDSVLFDEERFHEDTVFVNGEPVRVSKGYQSEHAFYGLDSPTAAILDAVSA 180
LbrM.11.2.000740      SAVPLQQRSMDSVLFDEERFHEDTVFVNGEPVRVSKGYQSEHAFYGLDSPTAAILDAVSA 180
                      ************************************************************
Novel_14              ANADHVGKSNAVFSLGAVRKGTPESRQQSITASRVAEGRRQISGLSGTSKEQHTIGSASS 253
LPMP_110950           ANADHVGKSNAVFSLGAVRKGTPESRQQSITASRVAEGRRQISGLSGTSKEQHTIGSASS 240
LbrM.11.2.000740      ANADHVGKSNAVFSLGAVRKGTPESRQQSITASCVAEGRRQISGLSGTSKEQHTIGSASS 240
                      ********************************* **************************
Novel_14              ERYCDYLSSSGRHYRVFHLHKRQLPPIEERKKAEGLSLYAKGAKEVTGTEKARNSESVEG 313
LPMP_110950           ERYCDYLSSSGRHYRVFHLHKRQLPPIEERKKAEGLSLYAKGAKEVTGTEKARNSESVEG 300
LbrM.11.2.000740      ERYCDYLSSSGRHYRVFRLHKRQLPPIEERKKAEGLSLYAKGAKEVTGTEKARNRESVEG 300
                      *****************:************************************ *****
Novel_14              DSEIRGLCEQSKDQVAARCYNSGRKSAENDKSLLPVRRGRIAKPYKLHEALEDARSKHTT 373
LPMP_110950           DSEIRGLCEQSKDQVAARCYNSGRKSAENDKSLLPVRRGRIAKPYKLHEALEDARSKHTT 360
LbrM.11.2.000740      DSEIRGLCEQSKDQVAARCYNSGRKSAENDKSLLPVRRGRITKPYKLHEALEDARSKHTT 360
                      *****************************************:******************
Novel_14              PRRPGAASHQNKSATKSTYRSCGRSLTPMSPVNYVPCESSAPLLLFPSRKPLEDIVDTCA 433
LPMP_110950           PRRPGAASHQNKSATKSTYRSCGRSLTPMSPVNYVPCESSAPLLLFPSRKPLEDIVDTCA 420
LbrM.11.2.000740      PRQPGAASHQNKSATKSTYRSCGRSLTPMSPVNYVPCESSAPLLLFPSRKPLEDIVDTCA 420

No domain found



Gene: LPAL13_040005600

Supplementary Figure 15
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 04 (Negative strand)  

Novel gene 15: Hypothetical protein

Gene: LPAL13_040005500
Calcium-translocating 

P-type ATPase
tRNA

Novel gene ORF

13,301 13,372 11,518 12,900 18,549 21,626

Novel 15      MSSSTRHNFFLSGIARHVNSDVVEDHFREYGSGIRLQLQRDKNGLSLGYGWLTFDHVDVE  128
              MSSSTRHNFFLSGIARHVNSDVVEDHFREYGSGIRLQLQRDKNGLSLGYGWLTFDHVDVE
LPMP_070880   MSSSTRHNFFLSGIARHVNSDVVEDHFREYGSGIRLQLQRDKNGLSLGYGWLTFDHVDVE  60

Novel 15      RVVAVQHELGGSPVMLRYQQSKDSLKSEPGAPSPPPAQSPTNVSVQHGRPQEYSPHHKRY  188
              RVVAVQHELGGSPVMLRYQQSKDSLKSEPGAPSPPPAQSPTNVS QHGRPQEYSPHHKRY
LPMP_070880   RVVAVQHELGGSPVMLRYQQSKDSLKSEPGAPSPPPAQSPTNVSAQHGRPQEYSPHHKRY  120

Novel 15      REETIKTQACATSRIVQIRKEVMSPKVQTSPAEQSLSKEIWNPETAPSSISTTPVVPLQH  248
              REETIKTQACATSRIVQIRKEVMSPKVQTSPAEQSLSKEIWNPETAPSSISTTPVVPLQH
LPMP_070880   REETIKTQACATSRIVQIRKEVMSPKVQTSPAEQSLSKEIWNPETAPSSISTTPVVPLQH  180

Novel 15      SFSSFPPDSAAQTVFVCIPLNICPGAFLRDPRVFCCMLDPSQVGKLSILATPKQHIGVPE  308
              SFSSFPPDSAAQTVFVCIPLNICPGAFLRDPRVFCCMLDPSQVGKLSILATPKQHIGVPE
LPMP_070880   SFSSFPPDSAAQTVFVCIPLNICPGAFLRDPRVFCCMLDPSQVGKLSILATPKQHIGVPE  240

Novel 15      HHSTQVSYITSDITQQQRCTTVNANSARAPPQAVFSMPSLSSGLPPSLPPPPGPPPPQST  368
              HHSTQVSYITSDITQQQRCTTVNANSARAPPQAVFSMPSLSSGLPPSLPPPPGPPPPQST
LPMP_070880   HHSTQVSYITSDITQQQRCTTVNANSARAPPQAVFSMPSLSSGLPPSLPPPPGPPPPQST  300

Novel 15      AYARETVPPPPRPPHPPPPSGPPPTQRCLPKTLRDPPPPGPPPSLGLPPPPGPPPPSGPP  428
              AYARETVPPPPRPPHPPPPSGPPPTQRCLPKTLRDPPPPGPPPSLGLPPPPGPPPPSGPP
LPMP_070880   AYARETVPPPPRPPHPPPPSGPPPTQRCLPKTLRDPPPPGPPPSLGLPPPPGPPPPSGPP  360

Novel 15 PLSAPPSRRY 438
              PLSAPPSRRY
LPMP_070880   PLSAPPSRRY  370

RNA recognition motif, transmembrane region

RRM

0 100 200 300 400



Gene: LPAL13_040005600

Supplementary Figure 16
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 34 (Positive strand)  

Novel gene 16: Hypothetical protein

Gene: LPAL13_340013400

HypotheticalHypothetical

Novel gene ORF

292,893 294,146 294,170 297,301 297,954 299,573

Novel 16         MKQNHKPQRHRLIHLTTNMADFTAIERHTLHVLKETSNAIKMPTDQETDRPADILAQLSE  161
LbrM.34.2.000860    --------------MADFTAIERHTLHVLKETSNAIKMPTDQETDRPADILAQLSE
LPMP_340800      MKQNHKPQRHRLIHLTTNMADFTAIERHTLHVLKETSNAIKMPTDQETDRPADILAQLSE  60
Novel 16         KLKMNEPVRVSVQGDESGFQKYECTTPVGKYILALAASTDCSASAVQDQITELKCKLLVS  221
LbrM.34.2.000860 KLKMNEPVRVSVQGDESGFQKYECTTPVGKYILALAASTDCSASAVQDQITELKCKLLVS
LPMP_340800      KLKMNEPVRVSVQGDESGFQKYECTTPVGKYILALAASTDCSASAVQDQITELKCKLLVS  120
Novel 16         FPERLANVVAQNRSAPFLFDAVLYWERLCDTVLLFYFAKGWHANNCEGVQIDTKHLLNIL  281
LbrM.34.2.000860 FPERLANVVAQNRSAPFLFDAVLYWERLCDTVLLFYFAKGWHANNCEGVQIDTKHLLNIL
LPMP_340800      FPERLANVVAQNRSAPFLFDAVLYWERLCDTVLLFYFAKGWHANNCEGVQIDTKHLLNIL  180
Novel 16         KVLIVSLLRRGKSDIMMRRLGMLPRYLFGGERFCERFAHLMEAAFEASKKPHFSLKSWRR  341
LbrM.34.2.000860 KVLIVSLLRRGKSDIMMRRLGMLPRYLFGGERFCERFAHLMEAAFEASKKPHFSLKSWRR
LPMP_340800      KVLIVSLLRRGKSDIMMRRLGMLPRYLFGGERFCERFAHLMEAAFEASKKPHFSLKSWRR  240
Novel 16         IEVSSTWHHWNSLLFRLVEKRTEIKTAIISAVSMLVNSVPDDNSTSLASNIFNTVCVHQL  401
LbrM.34.2.000860 IEVSSTWHHWNSLLFRLVEKRTEIKTAIISAVSMLVNSVPDDNSTSLASNIFNTVCVHQL
LPMP_340800      IEVSSTWHHWNSLLFRLVEKRTEIKTAIISAVSMLVNSVPDDNSTSLASNIFNTVCVHQL  300
Novel 16         SVAGPTRATARTIINDFLPTVAGAADVDNALTHREQECFSALFRKWENKEFVTSADLSLN  461
LbrM.34.2.000860 SVAGPTRATARTIINDFLPTVAGAADVDNALTHREQECFSALFRKWENKEFVTSADLSLN
LPMP_340800      SVAGPTRATARTIINDFLPTVAGAADVDNALTHREQECFSALFRKWENKEFVTSADLSLN  360
Novel 16         VGLLHPIMYALLYMHKKKPAGNRFPDAFVGPLLTGVTIRLDSTRGSELRNSAMTVAAAYT  521
LbrM.34.2.000860 VGLLHPIMYALLYMHKKKPAGNRFPDAFVGPLLTGVTIRLDSTRGSELRNSAMTVAAAYT
LPMP_340800      VGLLHPIMYALLYMHKKKPAGNRFPDAFVGPLLTGVTIRLDSTRGSELRNSAMTVAAAYT  420
Novel 16         ALFVTSPDGVAPLLQDAHFSAALNEWMKEEPGTPHYAATMNTGMQMKDTPVSTVGLEMRV  581
LbrM.34.2.000860 ALFVTSPDGVAPLLQDAHFSAALNEWMKEEPGTPHYAATMNTGMQMKDTPVSTVGLEMRV
LPMP_340800      ALFVTSPDGVAPLLQDAHFSAALNEWMKEEPGTPHYAATMNTGMQMKDTPVSTVGLEMRV  480
Novel 16         STLMEMFPLDPDEEYHFFSMPSSHRAEKVIAAQCIHSPVSLIQLDSTEAPLPSFGQQKYA  641
LbrM.34.2.000860 STLMEMFPLDPDEEYHFFSMPSSHRAEKVIAAQCIHSPVSLIQLDSTEAPLPSFGQQKYA
LPMP_340800      STLMEMFPLDPDEEYHFFSMPSSHRAEKVIAAQCIHSPVSLIQLDSTEAPLPSFGQQKYA  540
Novel 16         KDELYDHVPILTSIRECYNALVGVGRGPNAQLHEIQEATEGGLRGLSDAFSKLQQRIGSD  701
LbrM.34.2.000860 KDELYDHVPILTSIRECYNALVGVGRGPNAQLHEIQEATEGGLRGLSDAFSKLQQRIGSD
LPMP_340800      KDELYDHVPILTSIRECYNALVGVGRGPNAQLHEIQEATEGGLRGLSDAFSKLQQRIGSD  600
Novel 16         LFNAVSKETGVLVPVLLPTLISLSIYSPEEQKQRLIQLRYKIIVGLIVLNPPLALNQLGE  761
LbrM.34.2.000860 LFNAVSKETGVLVPVLLPTLISLSIYSPEEQKQRLIQLRYKIIV LIVLNPPLALNQLGE
LPMP_340800      LFNAVSKETGVLVPVLLPTLISLSIYSPEEQKQRLIQLRYKIIVDLIVLNPPLALNQLGE  660
Novel 16         MVYRSNYGIYQRTELIKAIGEAASVLSQVEVVPEPVAATMAASEQIVVTKKCKQIYPPIP  821
LbrM.34.2.000860 MVYRSNYGIYQRTELIKAIGEAASVLSQVEVVPEPVAATMAASEQIVVTKKCKQIYPPIP
LPMP_340800      MVYRSNYGIYQRTELIKAIGEAASVLSQVEVVPEPVAATMAASEQIVVTKKCKQIYPPIP  720
Novel 16         THELPSDRKTSILVNEGKHTRRWGNAVVARQNRTRLKHYHNLLGDVATAFVAVFLHKLDA  881
LbrM.34.2.000860 THELPSDRKTSILVNEGKHTRRWGNAVVARQNRTRLKHYHNLLGDVATAFVAVFLHKLDA
LPMP_340800      THELPSDRKTSILVNEGKHTRRWGNAVVARQNRTRLKHYHNLLGDVATAFVAVFLHKLDA  780

No domain found



Gene: LPAL13_340026800

Supplementary Figure 17
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 34 (Positive strand)  

Novel gene 17: Kinetoplastid membrane protein-11 partial

Gene: LPAL13_340026700

HypotheticalRNA-binding

Novel gene ORF

747,244 748,071 754,393 754,554 759,779 760,654

LbrM.34.2140      ----------MATTYEEFAAKLDRLDEEFNKKMQEQNAKFFADKPDESTLSPEMKEHYEK 50
LPMP_342080       ----------MATTYEEFAAKLDRLDEEFNKKMQEQNAKFFADKPDESTLSPEMKEHYDK 50
Novel_17          MXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXKPDESTLSPEMKEHYEK 60
                                                             ***************:*

LbrM.34.2140      FERMIKEHTEKFNKKMHEHSEHFKHKFAELLEQQKAAQYPGK 92
LPMP_342080       FERMIKEHTEKFNKKMHEHSEHFKHKFAELLEQQKAAQYPGK 92
Novel_17          FERMIKEHTEKFNKKMHEHSEHFKHKFAELLEQQKAAQYPGK 120
                  ******************************************

Kinetoplastid membrane protein-11 partial



Gene: LPAL13_230020200

Supplementary Figure 18
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 23 (Negative strand)  

Novel gene 18: Hypothetical protein

Gene: LPAL13_230020100

HypotheticalRNA-binding protein

Novel gene ORF

488,659 490,224 490,943 492,469 498,924 499,151

Novel_18              MRHNSCCYEPTHLILLTLRSFTSFSPLRLRVHLEFCVAASNNMSTTTAQTELASVCKNIQ 60
LPMP_231280           ------------------------------------------MSTTTAQTELASVCKNIQ 18
LbrM.23.2.001240      ------------------------------------------MSTTTAQTELASVCKNIQ 18
                                                                ******************
Novel_18              SVLSKIKETSAKRHDQEQRLISSVASAKCLAGSFSVYPPTNDEVVQVLKSSGEEEQVEVE 120
LPMP_231280           SVLSKIKETSAKRHDQEQRLISSVASAKCLAGSFSVYPPTNDEVVQVLKSSGEEEQVEVE 78
LbrM.23.2.001240      SALSKIQETSAKRHDQEQRLISSVASAKCLAGIFSVYPPTNDEVVQVLKSSGEEEQVEVE 78
                      *.****:************************* ***************************
Novel_18              CLQRYRRFVEAKRDCFTAVEADMCTVSKEITNIFGANEKTEVPTNGDYRLGVEENQCEAE 180
LPMP_231280           CLQRYRRFVEAKRDCFTAVEADMCTVSKEITNIFGANEKTEVPTNGDYRLGVEENQCEAE 138
LbrM.23.2.001240      CLQRYRQFVEAKRDCFTAVEADMCTVSKEITNIFGANEKTEVPTNGDYRLGVEENQCEAE 138
                      ******:*****************************************************
Novel_18              LLHLFRLWRTVVCLHDWVLAPLLKRGIDVPRYELQCTNADEERSYARELALRNAVADTQA 240
LPMP_231280           LLHLFRLWRTVVCLHDWVLAPLLKRGIDVPRYELQCTNADEERSYARELALRNAVADTQA 198
LbrM.23.2.001240      LLHLFRLWRTVVCLHDLVLAPLLKRGLDVPRYELQCTNADEERSYARELALRNAVADTQA 198
                      **************** *********:*********************************
Novel_18              MLFEVQKRLRDLTMEAEALRITAESTTLLRFQDSATVLISDERDEALAASIRQGLHELQQ 300
LPMP_231280           MLFEVQKRLRDLTMEAEALRITAESTTLLRFQDSATVLISDERDEALAASIRQGLHELQQ 258
LbrM.23.2.001240      MLFEVQKRLRDLTMEAEALRITAESTTLLRFQDSATVLISDERDEALAASIRQGLHELQQ 258
                      ************************************************************
Novel_18              SSERLRRKKVAVDEDAASLMEKVRNLNSQIAVCNCSMEAFSQNSREAADDANGLVNAKTD 360
LPMP_231280           SSERLRRKKVAVDEDAASLMEKVRNLNSQIAVCNCSMEAFSQNSREAADDANGLVNAKTD 318
LbrM.23.2.001240      SSERLRRKKVAVDEDAASLMEKVRNLNSQIAICNCSIEAFSQNSREAADDANGLVRAKTD 318
                      *******************************:****:******************.****
Novel_18              ALRTLHRKAQEYAAEQELLERDIGNYEQLCSLLMERAANDDSKVKLTVAAEQAYHSLLSE 420
LPMP_231280           ALRTLHRKAQEYAAEQELLERDIGNYEQLCSLLMERAANDDSKVKLTVAAEQAYHSLLSE 378
LbrM.23.2.001240      ALRTLHRKAQEYAAEQELLERDIGNYEQLCSLLMERAANDDSKVKLTVAAEQAYHSLLSE 378
                      ************************************************************
Novel_18              EKIQQEKLTRVQLSIESLENEVRDASTERQRILGEVQYLSKLVSNATVVKRVLARAGEEC 480
LPMP_231280           EKIQQEKLTRVQLSIESLENEVRDASTERQRILGEVQYLSKLVSNATVVKRVLARAGEEC 438
LbrM.23.2.001240      EKIQQEKLTRVQLSIESLESEVRDASTERQRILGEVQYLSKLVSNATVVKRVLARAGEEC 438
                      *******************.****************************************
Novel_18              DPVRKVTVIDDYLRFVQKARLERHGFYE 508
LPMP_231280           DPVRKVTVIDDYLRFVQKARLERHGFYE 466
LbrM.23.2.001240      DPVRKVTVIDDYLRFVQKARLERHGFYE 466
                      ****************************

No domain found



Gene: LPAL13_350010700

Supplementary Figure 19
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 35 (Negative strand)  

Novel gene 19: U2 small nuclear ribonucleoprotein

Gene: LPAL13_350010600

UbiquitinProtein phosphatase 2C

Novel gene ORF

141,630 142,526 143,085 143,720 145,948 146,901

Novel_19              MTDTSNCKEDIPSSVVFEALHLRVTVETVEGDLYKGKLADFDVSRGNIELVDVRHQAKDS 60
LPMP_350540           MTDTSNCKEDIPSSVVFEALHLRVTVETVEGDLYKGKLADFDVSRGNIELVDVRHQAKDS 60
LbrM.35.2.000630      MTDTSNCKKDIPSSVVFEALHLRVTVETVEGDLYKGKLADFDVSRGNIELVDVRHQAKDS 60
                      ********:***************************************************

Novel_19              TYRFYERVTVRGSNIRIILLPQEMKAAPSLQWRQDSVQQDLTKSLKRTHFLRSVMPPPRP 120
LPMP_350540           TYRFYERVTVRGSNIRIILLPQEMKAAPSLQWRQDSVQQDLTKSLKRTHFLRSVMPPPRP 120
LbrM.35.2.000630      TYRFYERVTVRGSNIRIILLPQEMKAAPSLQWRQDSVQQELTKSLKRTHFLRSVMPPPRP 120
                      ***************************************:********************

Novel_19              VRTKKGPPKNDKSKQLRRKLR 141
LPMP_350540           VRTKKGPPKNDKSKQLRRKLR 141
LbrM.35.2.000630      VRTKKGPPKNDKSKQLRRKLR 141
                      *********************              

Domain: U2 small nuclear ribonucleoprotein



Gene: LPAL13_200063600

Supplementary Figure 20
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 20 (Positive strand)  

Novel gene 20: Hypothetical protein

Gene: LPAL13_200063500

HypotheticalHypothetical

Novel gene ORF

542,537 542,971 543,885 545,186 546,440 547,171

Novel_20              MSSGTTRPEAAMAPVSVQLTPIVPIRVFDAHGEYFDTEMDIDAPLRSLQLAIEDYFKVKP 60
LPMP_205630           MSSGTTRPEAAMAPVSVQLTPIVPIRVFDAHGEYFDTEMDIDAPLRSLQLAIEDYFKVKP 60
LbrM.20.2.005690      MSSGTTRPEAAMAPVSVQLTPIVPIRVFDAHGEYFDTEMDIDAPLRSLQLAIEDYFKVKP 60
                      ************************************************************

Novel_20              EVQLLLHNRQQVYADRSLRDNGCLLLKGDPYVRLVCLLKRGPVLNLQCEVGPVTYVIACH 120
LPMP_205630           EVQLLLHNRQQVYADRSLRDNGCLLLKGDPYVRLVCLLKRGPVLNLQCEVGPVTYVIACH 120
LbrM.20.2.005690      EVQLLLHNRQQVYADRSLRDNGCLLLKGDPYVRLVCLLKRGPVLNLQCEVGPVTYVVACH 120
                      ********************************************************:***

Novel_20              ETATVWEVKKMLCEEMERQQRRAAPADVASRRLTCGPERLRLLWRYMELNDKATLHYYRI 180
LPMP_205630           ETATVWEVKKMLCEEMERQQRRAAPADVASRRLTCGPERLRLLWRYMELNDKATLHYYRI 180
LbrM.20.2.005690      ETATVWEVKKMLCEEMERQQRRAAPADVASRRLTCGPERLRLLWRYMELNDKATLHYYRI 180
                      ************************************************************

Novel_20              FTNAVLHVMHRRRASAPSAAATLSPSSPVSLPNRTVIAQQPSTKARWQRPHAALASPSSA 240
LPMP_205630           FTNAVLHVMHRRRASAPSAAATLSPSSPVSLPNRTVIAQQPSTKARWQRPHAALASPSSA 240
LbrM.20.2.005690      FTNAVLHVMHRRRASAPSAAATLSPSSPVSLPNRTVIAQQPSTKARWQRPHAALASPSSA 240
                      ************************************************************

Novel_20              AYVPEVQAVHSPADECNDVFDAAARPCRALPMVSAYTPPPPLATCAGSALGAAHQQHHDP 300
LPMP_205630           AYVPEVQAVHSPADGCNDVFDAAARPCRALPMVSAYTPPPPLATCAGSALGAAHQQHHDP 300
LbrM.20.2.005690      AYVPEVQAAHSPAEGCNDVFDAAARPCRALPMVSAYTPPPPLATCAGSALGAAHQQHHDP 300
                      ********.****: *********************************************

Novel_20              LTSSEVVTLSLAVRSLEAQLQALQLEQQQVEQYQHSLTAYQRGSLADAQQRILELEETVK 360
LPMP_205630           LTSSEVVTLSLAVRSLEAQLQALQLEQQQVEQYQHSLTAYQRGSLADAQQRILELEETVK 360
LbrM.20.2.005690      LTSSEVVTLSLAVRSLEAQLQALQLEQQQVEQYQHSLTAYQRGSLADAQQRILELEETVK 360
                      ************************************************************

Novel_20              RFHALLQRAVALIPAAA 377
LPMP_205630           RFHALLQRAVALIPAAA 377
LbrM.20.2.005690      RFHALLQRAVALIPAAA 377
                      *****************

No domain found



Gene: LPAL13_280032700

Supplementary Figure 21
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 28 (Positive strand)  

Novel gene 21: Ribosomal protein S29

Gene: LPAL13_280032600

MRP proteinHypothetical

Novel gene ORF

938,926 939,306 939,530 940,420 942,094 942,972

Novel_21          MGHLDQWRSRQKIGMGKGARCCVICSNQKALIRKYELNVCRQCFRENAEHIGFTKLR 57
LbrM.28.2401      MGHLDQWRSRQKIGMGKGARCCVICSNQKALIRKYELNVCRQCFRENAEHIGFTKLR 57
LtaP28.2540       MGHLDQWRSRQKIGMGKGARCCVICSNQKALIRKYELNVCRQCFRENAEHIGFTKLR 57
                  ********************************************************

Domain: Ribosomal protein S29



Gene: LPAL13_320037800

Supplementary Figure 22
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 32 (Negative strand)  

Novel gene 22: Hypothetical protein

Gene: LPAL13_320037700

HypotheticalATP binding protein

Novel gene ORF

1,149,406 1,150,143 1,150,263 1,150,862 1,156,719 1,158,998

Novel_22              MNLFRTLVVAICAIIILVNHHPDEDSVEPLHDLLLGYQKEALKSHYGDARLFNHTETRQI 60
LPMP_323150           MNLFRTLVVAICAIIILVNHHPDEDSVEPLHDLLLGYQKEALKSHYGDARLFNHTETRQI 60
LbrM.32.2.003250      MNLFRTLVVAICAIIILVNHHPDEDSVEPLHDLLLGYQKEALRSHYGDARLFNHTETRQI 60
                      ******************************************:*****************

Novel_22              YNLVLSEAQNAILNSHEDADRKAYTCSKIRSQVRQYARSRDGTYKGPWTEIVLQLRDGYV 120
LPMP_323150           YNLVLSEAQNAILNSHEDADRKAYTCSKIRSQVRQYARSRDGTYKGPWTEIVLQLRDGYV 120
LbrM.32.2.003250      YNLVLSEAQNAILNSHEDADRKAYTCSKIRSQVRQYARSRDGTYKGPWTEIVLQLRDGYV 120
                      ************************************************************

Novel_22              HGIKYLPIALRKDVSDSLALQKPTLLNTATVLRQAYYCLAPTLSGGECPSYTFLRVIRGK 180
LPMP_323150           HGIKYLPIALRKDVSDSLALQKPTLLNTATVLRQAYYCLAPTLSGGECPSYTFLRVIRGK 180
LbrM.32.2.003250      HGIKYLPTALRKDVSDSLALQKPTLLNTATVLRQTYYCLAPTLSRGECPSYTFLRVIRGK 180
                      ******* **************************:********* ***************

Novel_22              GDTAILESCLRSNKGFNGI 199
LPMP_323150           GDTAILESCLRSNKGFNGI 199
LbrM.32.2.003250      GDTAILESCLRSNKGFNGI 199
                      *******************

No domain found



Gene: LPAL13_310009100

Supplementary Figure 23

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 31 (Negative strand)  

Novel gene 23: Calpain-like cysteine peptidase

Gene: LPAL13_310009000

CAP5.5calpain-like cysteine
 peptidase

Novel gene ORF

131,329 134,001 136,849 140,304 142,324 144,504

Novel_23          CSAACSLAECPTHVVRIFRHPVSTDAGSRERAAGAYRVTLNHGGWWTSTVVDSYLPASLK 540
LPMP_310410       CSAACSLAEYPTHVVRIFRHPVSTDAGSRERAAGAYRVTLNHGGWWTSTVVDSYLPASLK 540
LbrM.31.0590      CSAACSLAEYPTHVVRIFRHPVSTDVGSRERAAGAYRVTLNHGGWWTSTVVDSYLPASLK 540
                  ********* ***************.**********************************
Novel_23          GPDLGRCSHDLRKLWYPLLEKAYAKLHGSYAAIQCGDPLEALQDLTGYPTFRFDEEWAAV 600
LPMP_310410       GPDLGRCSHDLRKLWYPLLEKAYAKLHGSYAAIQCGDPLEALQDLTGYPTFRFDEEWAAV 600
LbrM.31.0590      GPDLGRCSHDLRKLWYPLLEKAYAKLHGSYAAIQCGDPLEALQDLTGYPTFRFDEEWAAV 600
                  ************************************************************
Novel_23          AQDSTGACASKPTSYSPQSEQLFVFLEEVHQRGYLVCLSLPDDGPAESQAAQMGVVFGMS 660
LPMP_310410       AQDSTGACASKPTSYSPQSEQLFVFLEEVHQRGYLVCLSLPDDGPAESQAAQMGVVFGMS 660
LbrM.31.0590      AQGSTGACASKPTSYSPQSEQLFVFLEEVHQRGYLVCLSLPDDGPAESQAAQTGVVFGMS 660
                  **.************************************************* *******
Novel_23          YTVLRLVRHGGSRLLQIRCPTLKMDSSGLWYAKSALWQQEPHLAALCGVDGDGRPEEASL 720
LPMP_310410       YTVLRLVRHGGSRLLQIRCPTLKMDSSGLWYAKSALWQQEPHLAALCGVDGDGRPEEASL 720
LbrM.31.0590      YTVLRLVRHGGSRLLQIRCPTLKMDSSGLWCVKSALWQQEPHLAALCGVDGDGRPEEASL 720
                  ****************************** .****************************
Novel_23          WLDWSEALAMFEGGGVCCCRWDWAHDCRVRGSFTDGIPSFVLEVRVDDSSEDASPVEAYC 780
LPMP_310410       WLDWSEALAMFEGGGVCCCRWDWAHDCRVRGSFTDGIPSFVLEVRVDDSSEDASPVEAYC 780
LbrM.31.0590      WLDWSEALAMFEGGGVCCCRWDWAHDCRVRGSFTDGIPSFVLEVRVDDSSEDASPVEAYC 780
                  ************************************************************
Novel_23          ILSQEDDRGIPADHPHRALRPLMLSVSSRRSENEGCDDAGSDPPADQRIRHVCSTNPDIH 840
LPMP_310410       ILSQEDDRGIPADHPHRALRPLMLSVSSRRSENEGCDDAGSDPPADQRIRHVCSTNPDIH 840
LbrM.31.0590      ILSQEDDRGIPADHPHRALRPLMLSVSSRRSENEGCDDAGSDPPADQRIRHVCSTNPDIP 840
                  *********************************************************** 
Novel_23          TEQLSFILGRDTALRVTFQPSVHPYYVIPRSLGEMNNKLFTVGLVSSTPVTTSGKLRVRL 900
LPMP_310410       TEQLSFILGRDTALRVTFQPSVHPYYVIPRSLGEMNNKLFTVGLVSSTPVTTSGKLRVRL 900
LbrM.31.0590      TEQLSFILGRDTALRVTFQPSVHPYYVIPRSLGEMNNKLFTVGLVSSTPVTTSGKLRVRL 900
                  ************************************************************
Novel_23          MQLLSSSPVFHNRRDFSTSKLEDVAVASFQIRGPDGRVRIGCGSTIG 947
LPMP_310410       MQLLSSSPVFHNRRDFSTSQLEDVAVASFQIRGPDGRVRIGCGSTIG 947
LbrM.31.0590      MQLLSSSPVFHNRRDFSTSQLEDVAVASFQVRGPDGRVRIGYGSTIG 947
                  *******************:**********:********** *****

Domain: Calpain-like cysteine peptidase



Gene: LPAL13_340018200

Supplementary Figure 24

A
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C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 34 (Positive strand)  

Novel gene 24: Hypothetical protein

Gene: LPAL13_340018100

HypotheticalIron-sulfur assembly 
protein 2

Novel gene ORF

441,313 441,975 443,147 444,736 446,214 447,638

Novel_24              MADDHSLSAGQEGLSSPCNVYRIKHNPSWIKFGMHPEILTDTNARLSRLTSRGALSRGAS 60
LPMP_341220           MADDHSLSAGQEGLSSPCNVYRIKHNPSWIKFGMHPEILTDTNARLSRLTSRGALSRGAS 60
LbrM.34.2.001270      MADDHSLSAGQEGLSSPCNVYRIKHNPSWIKFGMHPEILTDTNARSSRLTSRCALSRGAS 60
                      ********************************************* ****** *******

Novel_24              RESSAVPSANTPFLSTALARQSASSSSLAAIGARAALRHEQHQQARATSRSTDSQPPAFH 120
LPMP_341220           RESSAVPSANTPFLSTALARQSASSSSLAAIGARAALRHEQHQQARATSRSTDSQPPAFH 120
LbrM.34.2.001270      RESSAVPSANTPFLSTALARQSASSSSLAAIGARAALRHEQHQQARATSRSTDSQPPAFH 120
                      ************************************************************

Novel_24              ASAVHRDSHSSVSVSASATPRVRGDSDTEACAPESASLERSESMCGGSATGSTPVTTAFK 180
LPMP_341220           ASAVHRDSHSSVSVSASATPRVRGDSDTEACAPESASLERSESMCGGSATGSTPVTTAFK 180
LbrM.34.2.001270      ASAVHRDSHSSVSVSGFATPRVRGDSDTEACAPESASLERSESMCGGSATGSTPVTTAFK 180
                      ***************. *******************************************

Novel_24              GKGSFCDHESEMSCFPDDTHSSVFTNSSCRAGAARVPSLQPSVFSLPTASSSRAKNSHLI 240
LPMP_341220           GKGSFCDHESEMSCFPDDTHSSVFTNSSCRAGAARVPSLQPSVFSLPTASSSRAKNSHLI 240
LbrM.34.2.001270      GKGSFCDHESEMSCFPDDTHSSVFTNSSCKAGAARVPSLQPSVFSFPTASSSRAKNSHLI 240
                      *****************************:***************:**************

Novel_24              GSAALVGVAGPLDNLYVPLRRPAPRGGVATRQHFSLFEGTNCKGSPGMSAIETRAAPGVH 300
LPMP_341220           GSAALVGVAGPLDNLYVPLRRPAPRGCVATRQHFSLFEGTNCKGSPGMSAIETRAAPGVH 300
LbrM.34.2.001270      GSAALVGVAGPLDNLYVPLRRPAPRGCVATRQHFFLFEGTNCKRSPGMSAIETRAAPGVH 300
                      ************************** ******* ******** ****************

Novel_24              REVHISRRGLVGGAPETDTYRTTNSAYGRGC 331
LPMP_341220           REVHISRRGLVGGAPETDTYRTTNSAYGRGC 331
LbrM.34.2.001270      REVHISRRGFVGGAPETDTYRTTNSAYGRGC 331
                      *********:*********************          

No domain found



Gene: LPAL13_110017300

Supplementary Figure 25
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 11 (Positive strand)  

Novel gene 25: Hypothetical protein

Gene: LPAL13_110017200

HypotheticalNodulin

Novel gene ORF

496,552 498,432 501,034 502,935 503,055 503,234

Novel_25          MAAPPSIVPFHVATHKLSFHGAVKDWKTVVQRIVEDLNTDVWCLQDTSARHLKLLPDGFR 60
LPMP_111290       MAAPPSIVPFHVATHKLSFHGAVKDWKTVVQRIVEDLNTDVWCLQDTSARHLKLLPDGFR 60
LbrM.11.1100      MAAPPSIVPFHVATHKLSFHGAVKDWKTVVQRIVEDLNTDVWCLQDTSARHLKLLPDGFR 60
                  ************************************************************
Novel_25          ATGSRGITFVSRSASVQLHAVAYVNMASLLVKASQQCTAVTDSIPVSTHHLCKLPLVVGF 120
LPMP_111290       ATGSRGITFVSRSASVQLHAVAYVNMASLLVKASQQCIAVTDSIPVSTHHLCKLPLVVGF 120
LbrM.11.1100      ATGSRGITFVSRSASVQLHAVAYVNMASLLVKASRQCAAVTDSIPVSTHHLCKLPLVVGF 120
                  **********************************:** **********************
Novel_25          AAWDVTGQRASNAHGVVGRVLVVNVDFERVRSWSTEFQSSLVYVLCRQVWGDVNSYTQQW 180
LPMP_111290       AAWDVTGQRASNAHGVVGRVLVVNVDFERVRSWSTEFQSSLVYVLCRQVWGDVNSYTQQW 180
LbrM.11.1100      AAWDVTGQRASNAHGVVSRVLVVNVDFERVRSWSTEFQSSLVYVLCRQVWGDVHSYTQQW 180
                  *****************.***********************************:******
Novel_25          GCRHVCFAGSFFFAPGSIPYTMLTSHSGGLREVVNSVVVVKLFACCHFDEVHGGGSAAAK 240
LPMP_111290       GCRHVCFAGSFFFAPGSIPYTMLTSHSGGLREVVNSVVVVKPFACCHFDEVHGGGSAAAK 240
LbrM.11.1100      GCRHVCFAGSFFFAPGSIPYTMLTSHSGGLREVVDSVVVVKPFACCHFDEVHGEGSAAAK 240
                  **********************************:****** *********** ******
Novel_25          TFNMCVVARVAQRIGEMQEVLGIHFGGAKKSKMPVRELQAFFRRDTATTYSSLELIPETE 300
LPMP_111290       TFNMCVVARVAQRIGEMQEVLGIHFGGAKKSKMPVRELQAFFRRDTATTYSSLELIPETE 300
LbrM.11.1100      TFNICVVARVAQRIGEMQEVLGIHFGGAKKSKMPVRELQAFFRRDTAATYSSLELIPEME 300
                  ***:*******************************************:********** *
Novel_25          EGWWKVAKPLDTSVSQEVMLRLQWPAEEMDESNTASDLSPDLTPRIHLLVRSGGVLPPQC 360
LPMP_111290       EGWWKVAKPLDTSVSQEVMLRLQWPAEEMDESNTASDLSPDLTPRIHLLVRSGGVLPPQC 360
LbrM.11.1100      EGWWRVAKPLDTSVSQEVMLRLQWPAEEMDESDTASDLSPGLTPRIHLLVRSGGVLPPQC 360
                  ****:***************************:*******.*******************
Novel_25          QEMEGLVGVCSPLLSSVMAGTCAGKKAVAATAELEALCLKRGQVLQPTNGISAECGEPVI 420
LPMP_111290       QEMEGLVGVCSPLLSSVMAGTCAGKKAVAATAELEALCLKRGQVLQPTNGISAECGEPVI 420
LbrM.11.1100      QEMEGLVGVCSPLLSSVMAGTCAGKKAVAATAELEALCLKRGQVLQPTNGISAECGEPVI 420
                  ************************************************************
Novel_25          TALYRENVPIPPGCYDYIFVSTFTGITVESKLAHDAMDFAQEQLTAHLPLFAHLVLPASI 480
LPMP_111290       TALYRENVPIPPGCYDYIFVSTFTGITVESKLAHDAMDFAQEQLTAHLPLFAHLVLPASI 480
LbrM.11.1100      TALYRENVPIPPGCYDYIFVSTFTGITVESKLAHDAMDFAQEQLTAHLPLFAHLVLPASI 480
                  ************************************************************

No domain found



Gene: LPAL13_140015600

Supplementary Figure 26
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 14 (Negative strand)  

Novel gene 26: Hypothetical protein

Gene: LPAL13_140015500

DYNC2H1DUF202

Novel gene ORF

386,859 387401 391,116 391,928 394,135 406,938

Novel_26              MCAALSPTHFELRTKILSEATKHVRTTGFTNATLAASLKSIGGEVGDRVLSHIFNRGFPI 60
LPMP_141030           MCAALSPTHFELRTKILSEATKHVRTTGFTNATLAASLKSIGGEVGDRALSHIFNRGFPI 60
LbrM.14.2.001040      MCAALSPAHFELRTKILSEATKHVRTTGFTNATLAASLKSIGGEVSDRALSHIFNRGFPI 60
                      *******:*************************************.**.***********

Novel_26              ALVEHIVKSSNSCVQHELETAFNKEAIIKSIDSNLDAFVENRLLLPTEKNIAERAILSKV 120
LPMP_141030           ALVEHIVKSSNSCVQHELETAFNKEAIIKSIDSNLDAFVENRLLLPTEKNIAERAILSKV 120
LbrM.14.2.001040      ALVEHIVKSSNLCVQHELETAFNKEAIIKSIDSNLDAFVENKLLLPTEKNIAERAILSKV 120
                      *********** *****************************:******************

Novel_26              EFLLPLAQHWPSAVALEYLPSNLPYTVINLAEFVDTTVYYMERTATLGELLEPARRILQS 180
LPMP_141030           EFLLPLAQHWPSAVALEYLPSNLPYTVINLAEFVDTTVYYMERTATLGELLEPARRILQS 180
LbrM.14.2.001040      EFLLPLAQHWPSAVALEYLPSNLPYTVVNLAEFVDTTVYYMERTATLGELLEPARRILQS 180
                      ***************************:********************************

Novel_26              KAMASHLQYGERGMNGASSASSFLRNFLHGIALSSGPYADHSTLNLRWYYKRAQVGLLYG 240
LPMP_141030           KAMASHLQYGERGMNGASSASSFLRNFLHGIALSSGPYADHSTLNLRWYYKRAQVGLLYG 240
LbrM.14.2.001040      KAMASHLQYGERGMNGASSASSFLRNFLHGIALSSGPYADHSTLKLRWYYKRAQVGLLYG 240
                      ********************************************:***************

Novel_26              VATTSLLGDVSRNAADTRSLTKAVVGAFF 269
LPMP_141030           VATTSLLGDVSRNAADTRSLTKAVVGAFF 269
LbrM.14.2.001040      VATTSLLGDVSRNAADTRSLTKAVVEAFF 269
                      ************************* ***

No domain found



Gene: LPAL13_150020700

Supplementary Figure 27
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 15 (Negative strand)  

Novel gene 27: Hypothetical protein

Gene: LPAL13_150020600
Presenilin-like aspartic 

peptidase, clan ADHypothetical

Novel gene ORF

526,969 527,565 528,675 528,845 529,444 530,502

Novel 27       MPPKHHDEDSDTVSPLDKAEQLAMEYEDAHHERPGTKKQNETPSHQSKPKSVR  56
LPMP_151480    MPPKHHDEDSDTVSPLDKAEQLAMEYEDAHHERPGTKKQNETPSHQSKPKSVR
LbrM.15.1520   MPPKHHDEDSDAVSPLDKAEQLAMEYEDAHHERPGTKKQNETPSHQSKPKSVR  53
               ***********:*****************************************

No domain found



Gene: LPAL13_010007100

Supplementary Figure 28
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 01 (Negative strand)  

Novel gene 28: Thioredoxin

Gene: LPAL13_010007000

Pseudouridylate synthaseCalmodulin

Novel gene ORF

70,038 70,913 72,004 72,441 74,343 75,584

LPMP_010270             MPFTEVYGVEQFREIANEPTLTVVCFSAVWCGPCKTIEKDLDRLTYEFSNVRFAKVDADN 60
LBRM2903_010007600      MPFTEVYGVEQFREIANEPTLTVVCFSAVWCGPCKTIEKDLDRLTYEFSNVRFAKVDADN 60
Novel_28                --------------MANEPTLTVVCFSAVWCGPCKTIEKDLDRLTYEFSNVRFAKVDADN 46
                                      :*********************************************

LPMP_010270             NTEIVTKCRVMQLPTFMLVKAGQMLGYVIGADLAQLKARIREEANKS 107
LBRM2903_010007600      NTEIVTKCRVMQLPTFMLVKAGQMLGYVIGADLAQLKARIREEANKS 107
Novel_28                NTEIVTKCRVMQLPTFMLVKAGQMLGYVIGADLAQLKARIREEANKS 93

Domain: Thioredoxin



Gene: LPAL13_240005200

Supplementary Figure 29
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 24 (Positive strand)  

Novel gene 29: Hypothetical protein

Gene: LPAL13_240005100

60S ribosomal protein L17
Clathrin coat 

assembly protein

Novel gene ORF

5,068 6,528 6,996 7,496 8,325 8,825 

Novel_29          MRALSFRSLAAVPAGLATRCYGGQCGARPPAGGRYSRGGSLPYPDRRNVPTEPQIVARLI 60
LPMP_240030       MRALSFRSLAAVPAGLATRCYGGQCGARPPAGGRYSRGGSLPYPDRRNVPTEPQIVARLI 60
LbrM.24.0030      MRALSFRSLAAVPAGLATRCYGGQCGARPPAGGRYSRGGSLPYPDRRNVPTEPQIVARLI 60
                  ************************************************************

Novel_29          TFFPPNKAFVPISRWAAALPDDLRETLVPYGGLSAFVSAQSNFFMIRKENGMTVASLSAM 120
LPMP_240030       TFFPPNKAFVPISRWAAALPDDLRETLVPYGGLSAFVSAQSNFFMIRKENGMTVASLSAM 120
LbrM.24.0030      TFFPPNKAFVPISRWAAALPDDLRETLVPYGGLGAFVSAQSNFFMIRKENGMTVASLSAM 120
                  *********************************.**************************

Novel_29          GTELAREHERKEKQERKRAEKFNQRRGNFAPRGRSFSPFRGDPSRK 148
LPMP_240030       GTELAREHERKEKQERKRAEKFNQRRGNFAPRGRSFSPFRGDPSRK 148
LbrM.24.0030      GTELAREHQRKEKQERKRAEKFNQGRGNFAPRGRSFSPFRGDPSRK 148
                  ********:*************** *********************

No domain found



Gene: LPAL13_230005000

Supplementary Figure 30
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 23 (Positive strand)  

Novel gene 30: Hypothetical protein

Start of Chromosome 23

Hypothetical

Novel gene ORF

1 3,359 5,194 6,737 8,038

Novel_30              MWNPHSYIAQAVGSKRKIINSVTLPSFYEYTTRLLLLEREEEHLRSKMAVERVVWKMSSF 60
LPMP_230010           MWNPHSYIAQAVGSKRKIINSVTLPSFYEYTTRLLLLEREEEHLRSKMAGERVVWKMSSF 60
LbrM.23.2.000010      MWNPHSYIAQAIGSKRKVINSVTLPSFYEYTTRLLLLEREEEHLRSKMARERVVWKMSSF 60
                      ***********:*****:******************************* **********
Novel_30              SFCGKDYTAHYSIEQDTEQFVQQLGTTVKDISDAVIRCRSTYADFLEQLETFRKMCKDEE 120
LPMP_230010           SFCGKDYTAHYSIEQDTEQFVQQLGTTVKDISDAVIRCRSTYADFLEQLETFRKMCKDEE 120
LbrM.23.2.000010      SFCGKDYTAHYSIEQDTEQFVQQLGTTVKDISDAVIRCRSTYADFLEQLETFRKMCKDEE 120
                      ************************************************************
Novel_30              ADFMFADNISVDNVYTREAYLCLELSRSLPVPATVSMLLIERESFHFVIKGDLCTIPIAA 180
LPMP_230010           ADFMFADNISVDNVYTREAYLCLELSRSLPVPATVSMLLIERESFHFVIKGDLCTIPIAA 180
LbrM.23.2.000010      ADFMFADNISVDNVYTREAYLCLELSRSLSVPATVSMLLIERESFHFVIKGDLCTFPIAA 180
                      *****************************.*************************:****
Novel_30              MIDGDGAPVRYEGVELGSETFSTSNGFCRQCKDVNGCCFVTVISEKGMGCAAALFSAETV 240
LPMP_230010           MIDGDGAPVRYEGVELGSETFSTSNGFCRQCKDVNGCCFVTVISEKGMGCAAALFSAETV 240
LbrM.23.2.000010      MIDGDGAPVRYEGVELGSETFSTSNGFCRQCKDVNGCCFVTVISEKGMGCAAALFSAETV 240
                      ************************************************************
Novel_30              VSDGHVEAVLRTLTDAGAIACFSCVYNDGTVYQYEQQGIDADSAAMAAATRYDAVAHRAR 300
LPMP_230010           VSDGHVEAVLRTLTDAGAIACFSCVYNDGTVYQYEQQGIDADSAAMAAATRYDAVAHRAR 300
LbrM.23.2.000010      VSDGHVEAVLRTLTDAGAIACFSCVYNDGTVYQYEQQGIDADSAAMAAATRYDAVAHRAR 300
                      ************************************************************
Novel_30              VIRYSRNADAMHLLIDDTKKSVPRDVTAFDSALNPPTLVATMQAFSGRPYFEVVHRVAPI 360
LPMP_230010           VIRYSRNADAMHLLIDDTKKSVPRDVAAFDSALNPPTLVATMQAFSGRPYFEVVHRVAPI 360
LbrM.23.2.000010      VIRYSRNADAMHLLIDDTKKSVPRDVTAFDSALNPPTLVATMQAFSGRPYFEVVHRVAPI 360
                      **************************:*********************************
Novel_30              GLLSGSMLLSVERDSPLYNNVLKCGDKILLFLFADQDVWKKGCPRQWLVPAKCDAFKTSS 420
LPMP_230010           GLLSGSMLLSVERDSPLYNNVLKCGDKILLFLFADQDVWKKGCPRQWLVPAKCDAFKTSS 420
LbrM.23.2.000010      GLLSGSMLLSVERDSPLYNNVLKCGDKILLFVFADQDVWKKGCPRQWLVPAKCDAFKTSS 420
                      *******************************:****************************
Novel_30              GYFSVPRCSVVSIALLFSTERSFAVGDSAVVFGSVTDATLIEKPFSVPLSLPSILFRYTP 540
LPMP_230010           GYFSVPRCSVVSIALLFSTERSFAVGDSAVVFGSVTDATLIEKPFSVPLSLPSILFRYTP 540
LbrM.23.2.000010      GYFSVPRCSVVSIALLFSTERSFAVGDSAVVLGSVTDATLIEKPFSLPLSLPSILFRYTP 540
                      *******************************:**************:*************
Novel_30              FVCKFLHRMYGPVGFVGYSFFFCSTTPLIATAMVSLNVTDIISSDADIEPTVELFFFRRD 600
LPMP_230010           FVCKFLHRRYGPVGFVGYSFFFCSTTPLIATAMVSLNVTDIISSDADIEPTVELFFFRRD 600
LbrM.23.2.000010      FVCKFLHRRYGPVGFVGYSFFFCSTTPLIATAMVSLNVTDIISSEADIEPTVELFFFRRD 600
                      ******** ***********************************:***************

No domain found



Gene: LPAL13_160020400

Supplementary Figure 32
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 16 (Negative strand)  

Novel gene 32: Hypothetical protein

Gene: LPAL13_160020300
Endoplasmic reticulum 

oxidoreductin
Hypothetical

Novel gene ORF

565,488 565,829 567,232 570,735 573,505 574,794

Novel_32              LLPQLLKLLAVMLLPIPRFSTNEILQKDMLQKIKARCGTDEFFALLVQCVAPITEKRTTG 180
LPMP_161490           LLPQLLKLLAVMLLPIPRFSTNEILQKDMLQKIKARCGTDEFFALLVQCVAPIAEKRTTG 180
LbrM.16.2.001580      LLPQLLKLLAVMLLPIPRFSTNEILQKDMLQKIKARCGTDEFFALLVQCVAPIAEKRTTG 180
                      *****************************************************:******
Novel_32              KLQREDVVILEIVLTVITYLLDGQPVDTEKIIGAFCRNHGVELLLVVINQNYSRIHGTNV 240
LPMP_161490           KLQREDVVILEIVLTVITYLLDGQPVDTEKIIGAFCRNHGVELLLVVINQNYSRIHGTNV 240
LbrM.16.2.001580      KLQREDVVILEIVLTVITYLLDGQPVDTETIIGAFCRNHGVELLLVVINQNYSRIHGTNV 240
                      *****************************.******************************
Novel_32              TANNDAKGVVLSSSGMEKNENNNEGTSDGNPRVTGVSCDISLEGDDIDIEDDDSLSTSKS 300
LPMP_161490           TANNDAKGVVLSSSGMEKNENNNEGTSDGNPRVTGVSCDISLEGDDIDIEDDDSLSTSKS 300
LbrM.16.2.001580      TANNDAKDVVLSSSGMEKNENNNEGTSDVNPRVTGVNCDISLEGDDIDIEDDDSLSTSKS 300
                      *******.******************** *******.***********************
Novel_32              TEMMHRTLDQEFQKQASSLLESDEQLWKWNCLALTAIASIIWCVPAEELVHLTLVNHSNN 360
LPMP_161490           TEMMHRTLDQEFQKQASSLLESDEQLWKWNCLALTAIASIIWCVPAEELVHLTLVNHSNN 360
LbrM.16.2.001580      TEMMHRTLDQEFQKQASSLLESDEQLWKWNCLALTAIASIIWCVPAEELVHLTLLNHSNN 360
                      ******************************************************:*****
Novel_32              SAQDRGLSSLLSKQQFRDCKQTSDKWRFVARSRNGAITSNGIIVRASSGSTTGCLAIGTV 420
LPMP_161490           SAQDRGLSSLLSKQQFRDCKQTSDKWRFVARSRNGAITSNGIIVRASSGSTTGCLAIGTV 420
LbrM.16.2.001580      SAPDRGLSSLLSRQQFRDCKQTSDKWRFVARSRNGAITSNGIIVRASSGSTTGCLAIGTV 420
                      ** *********:***********************************************
Novel_32              FSLLGSRRKDQLEAMKDIDLRKRGRFIKGMYQSVTPQCNLPLPTKIQLSHQNSTFLSFGF 480
LPMP_161490           FSLLGSRRKDQLEAMKDIDLRKRGRFIKGMYQSVTPQCNLPLPTKIQLSHQNSTFLSFGF 480
LbrM.16.2.001580      FSLLGSRRKDQLEAMKDIDLRKRGRFIKGMYQSVTPQCNLPLPTKIQLSHQNSTFLSFGF 480
                      ************************************************************
Novel_32              EPLSVMTFSKLQDAAAAVERATKEHKEVVVGFKGSGERLEITSPLDTTMYQSLGNVLHYM 540
LPMP_161490           EPLSVMTFSKLQDAAAAVERATKEHKEVVVGFKGSGERLEITSPLDTTMYQSLGNVLHYM 540
LbrM.16.2.001580      EPLSVMTFGKLQDAAAAVERATKEHKEVVVGCKGSGERLEITSPLDTTMYQSLGNVLHYM 540
                      ********.********************** ****************************
Novel_32              TVCRCILRYVRIIAEQFKLEQQSFLVMFPQQWQSVSSIISLDHLEFGFSVLRSFLDCKDI 600
LPMP_161490           TVCRCILRYVRIIAEQFKLEQQSFLVMFPQQWQSVSSIISLDHLEFGFSVLRSFLDCKDI 600
LbrM.16.2.001580      TVCRCILRYVRIIAEQFKLEQQSFLVMFPQQWQSVSSIISLDHLEFGFSVLRSFLDCKDI 600
                      ************************************************************
Novel_32              RQREDVTIVVGYLAEILLALHLLLEGEISADPAVQVAAHALASFALYKEENIKAVFGLLS 660
LPMP_161490           RQREDVTIVVGYLAEILLALHLLLEGEISADPAVQVAAHALASFALYKEENIKAVFGLLS 660
LbrM.16.2.001580      RQREDVTIVVGYLAEILLALHLLLEGEISADPAVQVAAHALASFALYKEENIKVVFGLLS 660
                      *****************************************************.******
Novel_32              AYSSRVIAIRKAQVFTLFTFSVFQLMEKCSYKGSLLLSKRSKKQKTVPAEESADTGGVEN 720
LPMP_161490           AYSSRVIAIRKAQVFTLFTFSVFQLMEKCSYKGSLLLSKRSKKQKTVPAEESADTGGVEN 720
LbrM.16.2.001580      AYSSRVIAIRKAQVFTLFTFSVFQLMEKCSYKGSLLLSKRSKKQKTVSTEESADTGGVEN 720
                      ***********************************************.:***********
Novel_32              QDDSESVNSAALENLSEEMPGAMPYMIENEKSDEDARRPEIKANVQNGSVAGERKVPPAA 780
LPMP_161490           QDDSESVNSAALENLSEEMPGAMPYMIENEKSDEDARRPEIKANVQNGSVAGERKVPPAA 780
LbrM.16.2.001580      QDDSESVNSAALENLSEEMPGAMPYMIENEKSDEDARRPEIKANVQNGSVAGERKVPSAA 780
                      *********************************************************.**
Novel_32              AGLPEPLLESVGRSTSMDSDRLRSSERTTSEGRPPSIASSDRTTLSTMSSEREVAVSGFF 840
LPMP_161490           AGLPEPLLESVGRSTSMDSDRLRSSERTTSEGRPPSIASSDRTTLSTMSSEREVAVSGFF 840
LbrM.16.2.001580      AGLPEPLLESVGRSTSMDSDRLRSSERTTSEGRPPSIASSDRTTLSTMSSEREVAVSGFF 840
                      ************************************************************

No domain found



Gene: LPAL13_270007900Gene: LPAL13_270007800

A

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 27 (Negative strand)  

Novel gene 32: Kinetoplast-associated protein

HypotheticalHypothetical

Novel gene ORF

53,111 53,632 55,274 55,45950,897 51,460

Supplementary Figure 32

B

C

LPMP_270240             MQHHENINKPLYKIEEAEEAARIQAEAEEAARSQAEAEEAARSQAEAEEAARIQAEAEEA 60
LBRM2903_270007700      MQHHENINKPLYKIEEAEEAARIQAEAEEAARIQAEAEEAARIQAEAEEAARIQAEAEEA 60
Novel_32                ------------MQAEAEEAARIQAEAEEAARIQAEAEEAARIQAESPVVGRVSSDTDVE 48
                                       ***************** ********* ***:  ..*:.::::  

LPMP_270240             AR-----IHAEAEEAARIQAEAEEAVRIQAEAEEAARIQAEAEEAVRIQAEAEEAARIQ- 114
LBRM2903_270007700      AR-----IQAEAEEAARIQAEAEEAARIQAEAEEAARIQAESPVVGRVSSDTDVEGVRGY 115
Novel_32                GVRGDISVNAAMLEATDIEHCGGYSRTVQRRMSTHRRASFAAHFVDKPLSGGAPRSVAPM 108
                        .      ::*   **: *:  .  :  :* . .   * .  :  . :  :     .    

LPMP_270240             ------------------------------------------------------------
LBRM2903_270007700      VSVNAAELKAANIERCGGYSRAVQRRVAKHRRASFAAHFVEKPLFDRAPRSVAPVAQVVT 175
Novel_32                ALVVTESNQKGQFVAGFFFAILAVFAVCGVMLRWRGRIFVSALFSLVLVCLSEPLHVRVM 168
                                                                                    

LPMP_270240             ----------------------------
LBRM2903_270007700      ESNQKGQFVAGFFFAILAVFAVCGVMLR 203
Novel_32                VTSWR----------------------- 173

Transmembrane domain



Gene: LPAL13_210012500

Supplementary Figure 33

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 21 (Positive strand)  

Novel gene 33: Domain of unknown function (DUF543)

Gene: LPAL13_210012400

ATPase subunit 960S ribosomal protein L36

Novel gene ORF

214,824 215,141 215,231 215,824 216,068 216,388

Novel                 ---------------------------MPVISLDVLFLFPHLLCSPSNHCAAKLSDIKPD 33
LPMP_210780           ------------------------------------------------------------
LbrM.21.2.000810 ------------------------------------------------------------
LSCM1_04661           ---------------------------MPVANILSSIIHPSCLYPFANHCHTYLRRTKPA 33
                                                                                  

Novel                 YFLSSRHLKTLNKKMGDSTIIDRDALTESQKWSYITDNTLKMMSFGFLCGGAISMVVFRS 93
LPMP_210780           --------------MGDSTIIDRDALTESQKWSYITDNTLKMMSFGFLCGGAISMVVFRS 46
LbrM.21.2.000810      --------------MGDSTIIDRDALTESQKWSYITDNTLKMMSFGFLCGGAISMVVFRS 46
LSCM1_04661           YPLPTRQLKRLDKKMGESPIIDRDALTESQKWSYITDNTLKMMSFGFLCGGAVSMIVFRS 93
                                    **:*.*********************************:**:****

Novel                 VAFRAAVTAFGTGCGIGKSYVDTKYILGHDIGAETVWSAQVAPLKSST 141
LPMP_210780           VAFRAAVTAFGTGCGIGKSYVDTKYILGHDIGAETVWSAQVAPLKSST 94
LbrM.21.2.000810      VASRAAVTAFGTGCGIGKSYVDTKYILGHDVGAETVWSAQVAPLKSST 94
LSCM1_04661           VASRAAVTAFGTGCGIGKSYVDTKYVLGHDIAAETVWSAQVAPPKSST 141
                      ** **********************:****:.*********** ****            

Domain of unknown function (DUF543)



Gene: LPAL13_270020000

Supplementary Figure 34

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 27 (Negative strand)  

Novel gene 34: Cation transporter

Gene: LPAL13_270019900

Ubiquitin hydrolaseT-complex protein 1, 
beta subunit

Novel gene ORF

519,444 521,033 521,789 523,717 526,353 528,077

Novel                 QRKPIVENEMLLLLAFCISGIVLAGCFTAGLRLQGSVTTFVAAIAGMSAASVVCGEKVFP 279
LbrM.27.1380          QRKPIVENEMLLLLAFCISGIVLAGCFTAGLRLQGSVTTFVAAIAGMSAASVVCGEKVFP 300
LbrM.27.2.001380      QRKPIVENEMLLLLAFCISGIVLAGCFTAGLRLQGSVTTFVAAIAGMSAASVVCGEKVFP 300
                      ************************************************************

Novel                 AVSDWESLALLTSAGLIFVAHKGLTFADASVVSLNVAPLNSAQMLKKTKQHCGNNSVIVT 339
LbrM.27.1380          AVSDWESLALLTSAGLIFVAHKGLTFADASVVSLNVAPLNSAQMLKKTKQHCGNNSVIVT 360
LbrM.27.2.001380      AVSDWESLALLTSAGLIFVAHKGLTFADASVVSLNVAPLNSAQMLKKTKQHCGNNSVIVT 360
                      ************************************************************

Novel                 LLSNPREYKLFVFLLLTVVIMLLEFFYGLAVNSLGLVSDSFHMMLDGTSIMIGLYAAHAA 399
LbrM.27.1380          LLSNPREYKLFVFLLLTVVIMLLEFIYGLAVNSLGLVSDSFHMMLDGTSIMIGLYAAHAA 420
LbrM.27.2.001380      LLSNPREYKLFVFLLLTVVIMLLEFIYGLAVNSLGLVSDSFHMMLDGTSIMIGLYAAHAA 420
                      *************************:**********************************

Novel                 SWLPDEKTHPFGYARYEVFGGFVNGILLLFIALYVMVESVQRFLDPPEIEGPYLLLVSVT 459
LbrM.27.1380          SWLPDEKTHPFGYARYEVFGGFVNGILLLFIALYVMVESVQRFLDPPEIEGPYLLLVSVT 480
LbrM.27.2.001380      SWLPDEKTHPFGYARYEVFGGFVNGILLLFIALYVMVESVQRFLDPPEIEGPYLLLVSVT 480
                      ************************************************************

Novel                 GLAVNVVGVLFFHDAHGHSHSALHEDGGGHVDHNMRGVYLHILADLLGSVSVIISSILMY 519
LbrM.27.1380          GLAVNVVGVLFFHDAHGHSHSALHEDGGGHVDHNMRGVYLHILADLLGSVSVIISSTLMY 540
LbrM.27.2.001380      GLAVNVVGVLFFHDAHGHSHSALHEDGGGHVDHNMRGVYLHILADLLGSVSVIISSTLMY 540
                      ******************************************************** ***

Novel                 MFGLWIADPICSAISAILVLLSAFPLLEETGRVLLLSAPSYERNYSNELRKVLLETALLQ 579
LbrM.27.1380          MFGLWIADPICSAISAILVLLSAFPLLEETGRVLLLSAPSYERNYSDELRKVLLETALLQ 600
LbrM.27.2.001380      MFGLWIADPICSAISAILVLLSAFPLLEETGRVLLLSAPSYERNYSDELRKVLLETALLQ 600
                      **********************************************:*************

Novel                 DVESPKLWMHSTAPRELTICTVAGKLRNNTDYTSAREKITETVTAHMLRHLDVHNVSLVL 639
LbrM.27.1380          DVESPKLWMHSTAPRELTICTVAGKLRNNTDYTSAREKITETVTAHMLRHLDVHNVSLVL 660
LbrM.27.2.001380      DVESPKLWMHSTAPRELTICTVAGKLRNNTDYTSAREKITETVTAHMLRHLDVHNVSLVL 660
                      ************************************************************

Novel                 HLE 642
LbrM.27.1380          HLE 663
LbrM.27.2.001380      HLE 663
                      ***

Cation transporter



Gene: LPAL13_140016500

Supplementary Figure 35

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 14 (Positive strand)  

Novel gene 35: Kinesin K39

Gene: LPAL13_140016400

WD40kinesin K39

Novel gene ORF

431,564 432,871 434,366 435,379 437,490 440,210

Novel_35                ------------------------------------------------------------
LBRM2903_140017100      GSLQATFNVQHPITISKHQIQQRLDTYPFRAMQEMYESRNNPPSGLDALRGQLEEAHQQL 540
                                                                                    

Novel_35                -------------MEEKTSEADAAKEDNEALRSQLEEANQQLEEAGAEKERLQGELEEKT 47
LBRM2903_140017100      EEAGAEKERLQGELEEKTSEADAAKEDNEALRGQLEEAHQQLEEAGAEKERLQGELEEKT 600
                                     :******************.*****:*********************

Novel_35                SEADAAKEDNEALRSQLEEANQQLEEAGAEKERLQGELEEKTSEADAAKEDNEALRSQLE 107
LBRM2903_140017100      SEADAAKEDNEALRGQLEEAHQQLEEAGAEKERLQGELEEKTSEADAAKEDNEALRGQLE 660
                        **************.*****:***********************************.***

Novel_35                EANQQLEEAGAEKERLQGELEEKTSEADAAKEDNEALRSQLEEANQQLEEAGAEKERLQY 167
LBRM2903_140017100      EAHQQLEEAGAEKERLQGELEEKTSEADAAKEDNEALRGQLEEAHQQLEEAGAEKERLQN 720
                        **:***********************************.*****:************** 

Novel_35                SLLGEVDALSALRDVNEALQNEMGAIAAERDGLALIVAQAAEDKADFAERFSKAEEMTAM 227
LBRM2903_140017100      SLLGEVGALSALRDVNEALQNEIGAIAAERDGLALIVAQAAEDKADFAERFSKAEEMTAM 780
                        ******.***************:*************************************

Novel_35                LTAGINEFRQSLCECKSALCAADEERNRLSEELACAVWAQRKLEKDKAKLQEGYVHSEGE 287
LBRM2903_140017100      LTSGINEFRQSLCECKSALCAADEERNRLSEELACAVWAQRKLEKDKAKLQEGYVHSEGE 840
                        **:*********************************************************

Novel_35                RRRLDARFEARRENLGSVVVTGPGVTSKQSVEECFKATRTALKALQKNAA 337
LBRM2903_140017100      RRKLDARFEARRENLGSIVVTVPGVTSKQSVEECFKATRTALKALQKNAA 890
                        **:**************:*** ****************************

Kinesin K39



Gene: LPAL13_350068200

Supplementary Figure 36

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 35 (Negative strand)  

Novel gene 36: Nitroreductase

Gene: LPAL13_350068100

Hypotheticalmkiaa0324 protein

Novel gene ORF

2,138,863 2,140,332 2,142,905 2,143,885 2,144,787 2,145,824

LbrM.35.2.006110        ------------------------------------------------------------
LBRM2903_350072500      ------------------------------------------------------------
Novel_36                MRFPSFFCPFTDFIRLPHPLPLHPFPSRLAFECAALSLSAVVCIIHFFIPALCVLLRLAQ 60
                                                                                   

LbrM.35.2.006110        ---------------------------------MHCFSKSSVAPKEDSHDNAGGGASGSG 27
LBRM2903_350072500      ---------------------------------MHCFSKSSVAPKEDSHDNAGGGASGSG 27
Novel_36                HLSLFVFEPLRWTCTFPSSYPPDEAGNSCRKQSCTAFRRVPWPPKEDSHDNAGGRASGSG 120
                                                          .* : . .*********** *****

LbrM.35.2.006110        PIKPSAQYIDALSKRRSIYSLDSTLPQSDKEVIKTIEDTIRQCPSSFNVKSSRAVILFGA 87
LBRM2903_350072500      PIKPSAQYIDALSKRRSIYSLDSTLPQSDKEVIKTIEDTIRQCPSSFNVKSSRAVILFGA 87
Novel_36                PIKPSAQYIDALSKRRSIYSLDSTLPQSDKEVIKTIEDTIRQCPSSFNVKSSRAVILFGA 180
                        ************************************************************

LbrM.35.2.006110        DHQKVWTIVKAALKKVTTEEQYTESEMKVNNCFAAGAGTILFYEDSAAIKIQQQTYPRYA 147
LBRM2903_350072500      DHQKVWTIVKAALKKVTTEEQYTESEMKVNNCFAAGAGTILFYEDSAAIKIQQQTYPRYA 147
Novel_36                DHQKVWTIVKAALKKVTTEEQYTESEMKVNNCFAAGAGTILFYEDSAAIKIQQQTYPRYA 240
                        ************************************************************

LbrM.35.2.006110        ASMLTFSQHASAMAQFAVWSALAQDGIGASLQHYNELIEAELRTAFDIPEDWQLIAQMPF 207
LBRM2903_350072500      ASMLTFSQHASAMAQFAVWSALAQDGIGASLQHYNELIEAELRTAFDIPEDWQLIAQMPF 207
Novel_36                ASMLTFSQHASAMAQFAVWSALAQDGIGASLQHYNELIEAELRTAFDIPEDWQLIAQMPF 300
                        ************************************************************

LbrM.35.2.006110        GSIKKPADAKPSNPDENCVVVRGASV 233
LBRM2903_350072500      GSIKKPADAKPSNPDENCVVVRGASV 233
Novel_36                GSIKKPADVKPSNPDENCVVVRGASV 326
                        ********.*****************

Nitroreductase



Gene: LPAL13_350034600

Supplementary Figure 37

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 35 (Negative strand)  

Novel gene 37: Calcineurin-like phosphoesterase superfamily domain

Gene: LPAL13_350034500

Hypothetical
Dihydrolipoamide 
acetyltransferase

Novel gene ORF

1,027,162 1,028,541 1,029,310 1,030,839 1,035,027 1,035,263

Novel_37                MPVAAAALCEYYGYLPRLVRRTARLPPTRISAASPIAPTPLHSSLYDANPPPTMQSGEVE 60
LPMP_352730             MPVAAAALCEYYGYLPRLVRRTARLPPTRISAASPIAPTPLHSSLYDANPPPTMQSGEVE 60
LBRM2903_350036700      MPVAAAALCEYYGYLPRLVRRTARLPPTRISAASPIAPTPLHSSLYDAN-PPTMQNGEVE 60
                        ************************************************* *****.****

Novel_37                HPSTYSLRNALVYNIAELPPKPVSSLRLVIISDTHERHREMNVPNGDVLVHCGDIQEGLN 120
LPMP_352730             HPSTYSLRNALVYNIAELPPKPVSSLRLVIISDTHERHREMNVPNGDVLVHCGDIQEGLN 120
LBRM2903_350036700      HPSTYSLRNALVYNIAELPPKPVSSLRLVIISDTHERHREMNVPNGDVLVHCGDIQEGLN 120
                        ************************************************************

Novel_37                FVRDVKAMLADFAAWFTDSTLHPHPVKLIIAGNHDKAIAAMSTEEVRRLFAPAVYLCDDS 180
LPMP_352730             FVRDVKAMLADFAAWFTDSTLHPHPVKLIIAGNHDKAIAAMSTEEVRRLFAPAVYLCDDS 180
LBRM2903_350036700      FVRDVKAMLADFAAWFTDSTLHPHPVKLIIAGNHDKAIAAMSTEEVRRLFAPAVYLCDDS 180
                        ************************************************************

Novel_37                VVVEPSGVRFYGSPRSISNSCWSPNTAYQDKKAWKPFMFASVRENDDPPGLSTAPRCSSE 240
LPMP_352730             VVVEPSGVRFYGSPRSISNSCWSPNTAYQDKKAWKPFMFASVRENDDPPGLSTAPRCSSE 240
LBRM2903_350036700      VVVEPSGVRFYGSPRSISNSCWSPNTAYQDKKAWKPFMFASVRENDDPTGLSTAPRCSSE 240
                        ************************************************.***********

Novel_37                QHLCARLEGATPGGSVDVLIVHQSPDIPRGCHSVEEQPICTYAQQVAPRRVVLCGHLHGA 300
LPMP_352730             QHLCARLEGATPGGSVDVLIVHQSPDIPRGCHSVEEQPICTYAQQVAPRRVVLCGHLHGA 300
LBRM2903_350036700      QHLCARLEGATPGGSVDVLIVHQSPDIPRGCHSVEEQPICTYAQQVAPRRVVLCGHLHGA 300
                        ************************************************************

Novel_37                HGMHWLPVPEVVRELFCVETQDGGSQPEGVARSEEIPFLPCINAAMMMGRFGQNVLLPSS 360
LPMP_352730             HGMHWLPVPEVVRELFCVETQDGGSQPEGVARSEEIPFLPCINAAMMMGRFGQNVLLPSS 360
LBRM2903_350036700      HGMHWLPVPEIVRKLFCVETRDGGSQPEGVARSEEIPFLPCINAAMMMGRFGQNVLLPSS 360
                        **********:**:******:***************************************

Novel_37                VVDLEV 366
LPMP_352730             VVDLEV 366
LBRM2903_350036700      VVDLEV 366
                        ******         

Calcineurin-like phosphoesterase superfamily domain



Gene: LPAL13_290005000

Supplementary Figure 38

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 29 (Negative strand)  

Novel gene 38: TATE-associated hypothetical protein

Start of chromosome 29
3,2-trans-enoyl-CoA isomerase, 

mitochondrial precursor

Novel gene ORF

1 94 978 2,836 3,657

LPMP_070010       MRPATRKRLHSVKRSSRHILESLRHKRTFSLSSHSLTSQMSDKQERLTEAELDRALKVYL 60
LbrM.12.0010      MRPATKKRLHNVKRSSRHILESLRHKRTFSLSSHSHTSQMSDKQERLTEAELDRTLKVYL 60
Novel_38          MRPATKKRVHILKRSSRHILESLRQKRTLSLSSDSPTSEMSDNHERLTKEQLDKKLEMFL 60
                  *****:**:* :************:***:****.* **:***::****: :**: *:::*

LPMP_070010       AHKATHSMAEIAKKQYMEGKTNTSEFLEMTAAMAESLWEKAGEKGVPSIDIKKEMMEAHN 120
LbrM.12.0010      AHKATRSMAEIAKKQYMEGKTNTSEFLEMTAAMADSLWEKAGEKGAPSIDVKKEMMEAHN 120
Novel_38 ENKATHHTAECTRKNYLAGKIDRNDLAEACIAMATTAMEIATINRTQPTDIKKEMMEAHN 120
                   :***:  ** ::*:*: ** : .:: *   *** :  * *  : . . *:*********

LPMP_070010       IFADKELQEVMDMEDKRKEVRAKIKATKDPLEGYKTKVESAILAHQMSPMAAATATILLG 180
LbrM.12.0010      IFADKELQEVMDMEDKRKEARAKIKATKDPLEGYKTKVESAILANQMSPMAAATATILLG 180
Novel_38          IFADKEIQEVMDKEDKRKETRVNIKAAKDPLEGYKNQGLNRRSWRTRCPQLSR------- 173
                  ******:***** ******.*.:***:********.:  .    .  .*  :       

LPMP_070010       LSGPESQEMSVEERVAEWLSIFVDETCSSRLLAYNVQVAESVAGGMRQWRKVLKRLDAPL 240
LbrM.12.0010      LSGPEAQEMSADERIAEWLSIFVDETCSSRLLAFNVQVAESVAGGMRQWRKVLKRLDAPL 240
Novel_38          -------------QRRQFYSVYPDQRHKKRTAMRELPNGFPFLSMRRARRDCLRTTCRSP 220
                               :  :: *:: *:  ..*    ::  . .. .  *  *. *:   . 

LPMP_070010       VPETERLAHLNRITLEAALNEKQRSTTQRIEGGGTHTTRPRDIFRTPSRDGSDLLEGGAP 300
LbrM.12.0010      VPETERLAHLNRITLEAAENEKQRSTTQRIEGGGTHTTRPRDIFRTPPRDGSDLLEGGAP 300
Novel_38          DPSQEGCDNG----------------VKCWHGWTHLSFRKRNDLHTLTVSHLRRHRTRSI 264
                   *. *   :                 .:  .*    : * *: ::* . .     . : 

LPMP_070010       YAPIIGADGSQVAALDMSSFGALTEESQLRMQDTITHLMREQKTAPRVANHTQGPRNSQN 360
LbrM.12.0010      YAPIIGADGSQVAALDMSSFGALTEESQ-------------------------------- 328
Novel_38          VSHKVLKEEARTQHDHVIYFGHRQETAAIP------------------------------ 294
                   :  :  : ::.   .:  **   * :                                

LPMP_070010       SGRGVGYRGNYRGNGGGNRHGNYRGGEAQEDFPSDSKN 398
LbrM.12.0010      --------------------------------------
Novel_38          --------------------------------------

No domain found

l



Gene: LPAL13_320010700

Supplementary Figure 39

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 32 (Positive strand)  

Novel gene 39: Replication termination factor

Gene: LPAL13_320010600

Leucine Rich repeatHypothetical

Novel gene ORF

189,669 189,974 190,447 191,070 192,051 195,209

Novel_39              MGGDGQALANKRSLLQKSRVYVTTTDLESGQAKEKTSHKSRTVERWSHCAFSLQPLEAPA 60
LPMP_320590           MGGDGQALANKRSLLQKSRVYVTTTDLESGQAKEKTSHKSRTVERWSHCAFSLQPLEAPA 60
LbrM.32.2.000620      MGGDGQALANKRSLLQKSRVYVTTTDLESGQAKEKTSHKSRTVERWTHCAFSLQPLEAPA 60
                      **********************************************:*************

Novel_39              VFDAAGNVFSKQSVINYLLDRKERSDAAVRDKEETFSIKKLADVKEISNKGERDGSFCCP 120
LPMP_320590           VFDAAGNVFSKQSVINYLLDRKERSDAAVREKEETFSIKKLADVKEISNKGERDGSFCCP 120
LbrM.32.2.000620      VFDAAGNVFSKQSVINYLLDRKERSDAAVRDKEDTFSIKKLADVKEISNKGERDGSFCCP 120
                      ******************************:**:**************************

Novel_39              ITGYSTLSGVHSFVGFWGCGHVVSASTCSKSDDLKSQVDVECPFCGLQSFYVRLVCNDTE 180
LPMP_320590           ITGYSTLSGVHSFVGFWGCGHVVSASTCSKSDDLKSQVDVECPFCGLQSFYVRLVCNDTE 180
LbrM.32.2.000620      ITGYSTLSGVHSFVGFWGCGHVVSASTCSKSDDLKSQVDVECPFCGLQSFYVRLVCNDTE 180
                      ************************************************************

Novel_39              VAEGQQKFLRHYLKRLRKRLRDADAE 206
LPMP_320590           VAEGQQKFLRHYLKRLRKRLRDADAE 206
LbrM.32.2.000620      VAEGQQKFLRHYLKRLRKRVRDADVE 206
                      *******************:****.*

Replication termination factor



Gene: LPAL13_240030300

Supplementary Figure 40

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 24 (Negative strand)  

Novel gene 40: Hypothetical protein

Gene: LPAL13_240030200

HypotheticalMAPK

Novel gene ORF

819,548 820,600 821,238 822,446 826,540 826,893

Novel_40                MEIGNADEQTLRVPSVTRADIARREAAEDYYALLVEEWANYASRKGYSKNEVRTKWTTET 60
LPMP_242300             MEIGNADEQTLRVPSVTRADIARREAAEDYYALLVEEWANYASRKGYSKNEVRTKWTTET 60
LBRM2903_240031700      METGNADERTLGLPSVTRADIARREAAEDYYALLVEEWTNYASRKGYSKNEVRTKWTTET 60
                        ** *****:** :*************************:*********************

Novel_40                WDAFEARKHAQKLFLKRHELRSQKKAAQLSETQKWSEQKSAAVVEKIMAFEAEQRGTLLQ 120
LPMP_242300             WDAFEARKHAQKLFLKRHELRSQKKAAQLSETQKWSEQKSAAVVEKIMAFEAEQRGTLLQ 120
LBRM2903_240031700      WDAFETRKDAQKLFLKRHELRSQKKAAQLSESQKWSEQKSAAVVEKIMAFEAEQRGTILQ 120
                        *****:**.**********************:*************************:**

Novel_40                PRHFLFVDYYDYQQFLFRNGRSFIENEENLLRCKLSEAEDDIMCLLVTQWHWSNSLQSAR 180
LPMP_242300             PRHFLFVDYYDYQQFLFRNGRSFIENEENLLRCKLSEAEDDIMCLLVTQWHWSNSLQSAR 180
LBRM2903_240031700      PRHFLFVDYYDYQQFLFRNGRSFIENEESLLRCKLSEAEDDLMCLLVTQWHWSNSLQLAR 180
                        ****************************.************:*************** **

Novel_40                ENERIEEEAAAERLKELQYQQKLEEERLLEAQRTAQEREAAQAEKEQAEVEKRLERKRRD 240
LPMP_242300             ENERIEEEAAAERLKELQYQQKLEEERLLEAQRTAQEREAAQAEKEQAEVEKRLERKRRD 240
LBRM2903_240031700      ENERIEQEAAAERLKELQYQQKLEEERLLEAQRTAQEREAAQAEKEQAEVEKRLERKRRD 240
                        ******:*****************************************************

Novel_40                EERRAKARSEREQRRAKE 258
LPMP_242300             EERRAKARSEREQRRAKE 258
LBRM2903_240031700      EERRAKARSEREQRRAKE 258
                        ******************                                          

No domain found



Gene: LPAL13_190012600

Supplementary Figure 41

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 19 (Positive strand)  

Novel gene 41: Hypothetical protein

Gene: LPAL13_190012500

HypotheticaltRNA

Novel gene ORF

253,102 253,175 252,835 254,238 254,293 254,577

Novel_41             ------------------------------------------------------------
LPMP_190430          KTTPDTDVAASPITGGDTSSFATAAPTEGQRRRQGSGAAAGNHPPGLPQMQLPPYSASSD 480
LbrM.19.2.000770      KTTPDTDVAASPITGGDTSSFATAAPTEGQRRRQGSGAAAGNHPPGLPEMQLPPYSASSD 480
                                                                                
Novel_41             ---MEDVCQGGDSARGQMVRTGSGYLRASGLNSETTSLSQFPQSPRFGRGLAPKAKPKGA 57
LPMP_190430          VYEVEDVCQGGDSARGQMVRTGSGYLRASGLNSETTSLSQFPQSPRFGRGLAPKAKPKGA 540
LbrM.19.2.000770      VYEVEDVCQGGDSARGQMVRTGSEYLRASGLNSETTSLSQFPQSPRFGRGLAPKAKPKGA 540
                        :******************* ************************************
Novel_41             VESSSVPFEAVRQESYRLSRSSSVVHNPDSSNWDAGAQNTYTATSPARPRPRSSSALTPP 117
LPMP_190430          VESSSVPFEAVRQESYRLSRSSSVVHNPDSSNWDAGAQNTYTATSPARPRPRSSSALTPP 600
LbrM.19.2.000770      VESASVPFEAVRQESYHLSRSSSVVHNPDSNNWDAGAQNTYTATSPARPRPRSSSALTPP 600
                     ***:************:*************.*****************************
Novel_41             TTSGFGSSRGLRSPKPYTVTVKTMAVDNVGGSTEYSRPSDASPLTAGRAAASPMWHSSLY 177
LPMP_190430          TTSGFGSSRGLRSPKPYTVTVKTMAVDNVGGSTEYSRPSDASPLTAGRAAASPMWHSSLY 660
LbrM.19.2.000770      TTSGFSSSRGLRSPKPYTVTVKTMAVDNVGGSTEYSRPSDASPLTAGRAAASPLWHSSLY 660
                     *****.***********************************************:******
Novel_41             DDAAAVATPVGSQLSATAKKSFVELSAAIDHMLLDHQQLLRQVYKETLAPGLGAAGQAAG 237
LPMP_190430          DDAAAVATPVGSQLSATAKKSFVELSAAIDHMLLDHQQLLRQVYKETLAPGLGAAGQAAG 720
LbrM.19.2.000770      DDAAAVATPVGSQLSATAKKSFVELSAAIDHMLLDHQQLLRQVYKETLAPGLGAAGQEAG 720
                     ********************************************************* **
Novel_41             SAVASRSLVKASRVPASDAADSQDSSLEVHSKGRGVAIVQAARYTGGEDATIEVDLDSNA 297
LPMP_190430          SAVASRSLVKASRVPASDAADSQDSSLEVHSKGRGVAIVQAARYTGGEDATIEVDLDSNA 780
LbrM.19.2.000770      SAVASRSLVKASRVPASDAADSHDSSLEVHSKGHGVAIVQAARYTGGEDATIEVDLDSNG 780
                     **********************:**********:*************************.
Novel_41             NTSEVDAMLHPARGELEDEMLLYTQLQHQLTQLDADIVRLGLESANDESAQGGDGERGDD 357
LPMP_190430          NTSEVDAMLHPARGELEDEMLLYTQLQHQLTQLDADIVRLGLESANDESAQGGDGERGDD 840
LbrM.19.2.000770      NTSEVDALLHPARGELEDEMLLYTQLQHQLTQLDADIVRLGLESANDESAQGGDGERGAD 840
                     *******:************************************************** *
Novel_41             AGGASALRQSSFMPHSSSLNKAAVAQPAPCQRSRGGMPEAIVQRLCAYRMDNFQYIAYNE 417
LPMP_190430          AGGASALRQSSFMPHSSSLNKAAVAQPAPCQRSRGGMPEAIVQRLCAYRMDNFQYIAYNE 900
LbrM.19.2.000770      AGGASALRQSSFMPHSSSLNKAAVAQPTPCQRSRGGMPEAIVQRLCAYRMDNFQYIAYNE 900
                     ***************************:********************************
Novel_41             RLWNTSCTSQFVFAQRLTAAITEECWGEVMAEVCSIMDDYVDGLADHELQ 467
LPMP_190430          RLWNTSCTSQFVFAQRLTAAITEECWGEVMAEVCSIMDDYVDGLADHELQ 950
LbrM.19.2.000770      RLWNTSCTSQFVFAQRLTAAITEECWDEVMAEVCSIMDDYVDGLADHELQ 950
                     **************************.***********************

No domain found



Gene: LPAL13_210012400

Supplementary Figure 42

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 21 (Positive strand)  

Novel gene 42: Aminoacyltransferase ATEL1

Gene: LPAL13_210012300

60S ribosomal protein L36Hypothetical

Novel gene ORF

208,170 208,352 213,255 215,141 214,824 215,141

Novel_42             MHATYLQRVTQHFREDKGKEFNIEAEVSYASQATDVRHLVPLTKVDIQHFSNFFPPVKSK 60
LPMP_210760          MHATYLQRVTQHFREDKGKEFNIEAEVSYASQATDVRHLVPLTKVDIQHFSNFFPPVKSK 60
LbrM.21.2.000790      MHATYLQRVTQHFREDKGKEFNIEAEVSYASQATDVRHLVPLTKADVQHFSSFFPPVKSK 60
                     ********************************************.*:****.********

Novel_42             DDLETLPAKLKGNEELGFSPLFDPSLIDACCQRGIFPLAVAISENIFLFAPKLHMERAIC 120
LPMP_210760          DDLETLPAKLKGNEELGFSPLFDPSLIDACCQRGIFPLAVAISENIFLFAPKLHMERAIC 120
LbrM.21.2.000790      DDLETLPAKLKGNEELGFSPLFDPSLIDACCQRGIFPLAVEISENIFLFAPKLHMERAIC 120
                     **************************************** *******************

Novel_42             ALVDGAAQRNTISGFPFCEGDEGIFNKDSLGVSRKLTKTPNESTHRPSFEIFVNRQADLV 180
LPMP_210760          ALVDGAAQRNTISGFPFCEGDEGIFNKDSLGVSRKLTKTPNESTHRPSFEIFVNRQADLV 180
LbrM.21.2.000790      ALVDGAAQRNTISGFPFCEGDEGIFNKDCLGVSRKLTKTPNESTHRPSFEIFVNRQADLV 180
                     ****************************.*******************************

Novel_42             DVFTLIRRQHGENWLCAPLRVCLLHMFFNPTKYATKIIITAIRYRKYNEMPILESSPLIQ 240
LPMP_210760          DVFTLIRRQHGENWLCAPLRVCLLHMFFNPTKYATKIIITAIRYRKYNEMPILESSPLIQ 240
LbrM.21.2.000790      DVFTLIRRQHGENWLCAPLRVCLLHMFFNPTKYATKIIITAIRYRKYNEMPILESSPLIQ 240
                     ************************************************************

Novel_42             EGELVACEIGYLVGDIYASATGAYCISGGGALQLSLTGVCMKSAGCRLWDLGMMMSYKRS 300
LPMP_210760          EGELVACEIGYLVGDIYASATGAYCISGGGALQLSLTGVCMKSAGCRLWDLGMMMSYKRS 300
LbrM.21.2.000790      EGELVACEIGYLVGDIYASATGAYCISGGGALQLSLTGVCMKSAGCRLWDLGMMMSYKRS 300
                     ************************************************************

Novel_42             LQCVSLPRKKWQSMVSVRRTNPNEHILRYLHDLEKGLPVSDFFKTAVPPAIADLNSKSQR 360
LPMP_210760          LQCVSLPRKKWQSMVSVRRTNPNEHILRYLHDLEKGLPVSDFFKTAVPPAIADLNSKSQR 360
LbrM.21.2.000790      LQCVSLPRKKWQSMVSVRRTNPNEHILRYLHDLEKGLPVSDFFKTAVPPAIADLNSKSQR 360
                     ************************************************************

Novel_42             KKRLKKEAAIQRKAERMRE 379
LPMP_210760          KKRLKKEAAIQRKAERMRE 379
LbrM.21.2.000790      KKRLKKEAAIQRKAERMRE 379
                     *******************                                        

Aminoacyltransferase ATEL1



Gene: LPAL13_220011900

Supplementary Figure 43

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 22 (Negative strand)  

Novel gene 43: Hypothetical protein

Gene: LPAL13_220011800

KinesinHypothetical

Novel gene ORF

271,415 272,671 288,580 292,218 299,307 303,593

Novel_43             TQADTGRNVDITVNSAASMQQLKVGLTTMSSSSGAVFQDPSASFPLIASLNTTQSSSWRH 360
LPMP_220660          TQADTGRNVDITVNSAASMQQLKVGLTTMSSSSGAVFQDPSASFPLIASLNTTQSSSWRH 360
LbrM.22.2.000690      TQADTGRNVDITVNSAASMQQLKVGLTTMSSSSGAVFQDPSASFPLIASLNTTQSSSWRH 360
                     ************************************************************

Novel_43             SSNVYNDSTSGSAVGHNASCSSGLYEASLGEAPSGTVTSASGRAGSGASPRHHGSEMVPL 420
LPMP_220660          SSNVYNDSTSGSAVGHNASCSSGLYEASLGEAPSGTVTSASGRAGSGASPRHHGSEMVPL 420
LbrM.22.2.000690      SSNVYNDSTSGSAVGHNASCSSGLYEASLGEAPSGTVASASGRAGSGASPRHHGSEMVPL 420
                     *************************************:**********************

Novel_43             RLTPSVLHNVLASFQSALVERSSDVKLPSSIGDLFSTSGWGTSSQNGSSSSGAAGGSRPY 480
LPMP_220660          RLTPSVLHNVLASFQSALVERSSDVKLPSSIGDLFSTSGWGTSSQNGSSSSGAAGGSRPY 480
LbrM.22.2.000690      RLTPSVLHNVLASFQSALVERSSDVKLPSSIGDLFSTSGWGTSSQNGSSSSGAAGGSRPY 480
                     ************************************************************

Novel_43             RYDSPTTQEEWGSQASTSPATAGVSVAATACGNKGDVLAVLDAPAMTRNGSPMMRGRVNS 540
LPMP_220660          RYDSPTTQEEWGSQASTSPATAGVSVAATACGNKGDVLAVLDAPAMTRNGSPMMRGRVNS 540
LbrM.22.2.000690      RYDSPTTQEEWGSQASTSPATAGVSVAATACGNKGDVLAVLDAPAMTRNGSPMMRGRVNS 540
                     ************************************************************

Novel_43             VVAHKLNLDVAARRAQLQDLRGSGCIPPAAANIDCTCTSDIHTPTLSAHGRLCVPQHVHT 600
LPMP_220660          VVAHKLNLDVAARRAQLQDLRGSGCIPPAAANIDCTCTSDIHTPTLSAHGRLCVPQHVHT 600
LbrM.22.2.000690      VVAHKLNLDVAARRAQLQDLRGSGCIPPAAANIDCTCTSDIHTPTLSAHGRLCVPQHVHT 600
                     ************************************************************

Novel_43             QELAASSDSSVDHVFAHTVSSVPGMLLGRHERGSGLATAEGFATLHHHTRTTSEVSLPAA 660
LPMP_220660          QELAASSDSSVDHVFAHTVSSVPGMLLGRHERGSGLATAEGFATLHHHTRTTSEVSLPAA 660
LbrM.22.2.000690      QELAASSDSSVDHVFAHTVSSVPGMLLGRHERGSGLATAEGFATLHHHTRTTSEVSLPAA 660
                     ************************************************************

Novel_43             AATYHGGSALQQRIDDRGCIAVVDPQRRKLHVPLSAIQTTKALNGRLKTPSLCLLYQSGR 720
LPMP_220660          AATYHGGSALQQRIDDRGCIAVVDPQRRKLHVPLSAIQTTKALNGRLKTPSLCLLYQSGR 720
LbrM.22.2.000690      AATYHGGSALQQRIDDRGCIAVVDPQRRKLHVPLSAIQTTKALNGRLKTPSLCLLYQSGR 720
                     ************************************************************

Hypothetical protein; Zinc finger



Gene: LPAL13_200040900

Supplementary Figure 44

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 20 (Positive strand)  

Novel gene 44: Hypothetical protein

Gene: LPAL13_200040800

Serine palmitoyltransferaseDUF501

Novel gene ORF

1,315,563 1,316,468 1,318,212 1,319,888 1,320,256 1,321,722

Novel_44              MRQRNAPFATQGSSSSSPRENSRLAWCSESFLRQHMRARTSSRDTLLADLQLIRAAANTV 60
LPMP_203450           MRQRNAPFATQGSSSSSPRENSRLAWCSESFLRQHMRARTSSRDTLLADLQLIRAAANTV 60
LbrM.20.2.003320      MRQRNGPFATQGSSSSSPRESSRIAWCSESLLRQHMRARTSSRDTLLADLQLIRAAANTV 60
                      *****.**************.**:******:*****************************

Novel_44              VVWRCFLRWGLYAVRRVALRRVQHRAQIVLWRRVGARCFAWWRLVTERRLCREVLYAEAA 120
LPMP_203450           VVWRCFLRWGLYAVRRVALRRVQHRAQIVLWRRVGARCFAWWRLVTERRLCREVLYAEAA 120
LbrM.20.2.003320      VVWRCFLRWGLYAVRRAALRRVQHRAQIVLWRRVGARCFAWWRLVTERRLCREVLYAEAA 120
                      ****************.*******************************************

Novel_44              AREGVLLLDGVCRTAWDKWCQWARAHVRQRGRAVHLGLVSRQRHACLRFRAWTCHLHQCR 180
LPMP_203450           AREGVLLLDGVCRTAWDKWCQWARAHVRQRGRAVHLGLVSRQRHACLRFRAWTCHLHQCR 180
LbrM.20.2.003320      AREGVLLLNGVCRTAWDKWRQWARAHVRQRGRAVHLGLVSRQRHAYLRFRAWTCHLHQCR 180
                      ********:********** ************************* **************

Novel_44              QLRAVEQIRFAAERSLARFTLIRWRLHTLEGYLTFPLQVRTAQRVAAAAFRVWQRRALIG 240
LPMP_203450           QLRAVEQIRFAAERSLARFTLIRWRLHTLEGYLTFPLQVRTAQRVAAAAFRVWQRRALIG 240
LbrM.20.2.003320      QLRAVEQIRFAAERSLARFTLIRWRLHTLEGYLTFPLQVRTAQRVAAAAFRVWQRRALIG 240
                      ************************************************************

Novel_44              AGARFICHEALFRVAQSFFDRWKRWLRRRLQSILLQEANEARLLLHIFLQWAWIHQLRAL 300
LPMP_203450           AGARFICHEALFRVAQSFFDRWKRWLRRRLQSILLQEANEARLLLHIFLQWAWIHQLRAL 300
LbrM.20.2.003320      AGTRFICHEALFRVAQSFFDRWKRWLRRRLQSILLQEANEARLLLHIFLQWAWIHQLRAL 300
                      **:*********************************************************

Novel_44              DYEQQVAERDLPRLFS 316
LPMP_203450           DYEQQVAERDLPRLFS 316
LbrM.20.2.003320      DYEQQVAERDLPRLFS 316
                      ****************                                            

No domain found



Gene: LPAL13_110009900

Supplementary Figure 45

A
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C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 11 (Positive strand)  

Novel gene 45: Hypothetical protein

Gene: LPAL13_110009800

(MCCC2)Transcription modulator

Novel gene ORF

164,732 167,977 169,242 172,196 175,023 177,095

Novel_45              RDNTEERHYRVRIRYDGEVSLKLPEHAQWVNKIIAFGLADTYSEHIGSDYVDMKSTVERG 239
LPMP_110590           RDNTEERHYRVRIRYDGEVSLKLPEHAQWVNKIIAFGLADTYSEHIGSDYVDMKSTVERG 239
LbrM.11.2.000360      RNNTEERHYRVRIRYDGEVSLKLPEHAQWVNKIIAFGLADTYSEHIGSDYVDMKSTVERG 240
                      *:**********************************************************
Novel_45              GDLVTMDAISLNALRIVKQSGSTTAMMDVLQLDVSTKASTKTKCSDEIRRLRQQNPQSFR 299
LPMP_110590           GDLVTMDAISLNALRIVKQSGSTTAMMDVLQLDVSTKASTKTKCSDEIRRLRQQNPQGFR 299
LbrM.11.2.000360      GDLVTMDAISLNALRIVKQSGSTTAMMDVLQLDVSTKASTKTKCSDEMRRLRQQNPQGFR 300
                      ***********************************************:*********.**
Novel_45              RAVNEALVGISVTTVFGEPTFLKVKAIDFNILASSPTMFKTNPEETFVEYFKRKYDAIID 359
LPMP_110590           RAVNEALVGISVTTVFGEPTFLKVKAIDFNILASSPTMFKTNPEETFVEYFKRKYDAIID 359
LbrM.11.2.000360      RAVNEALVGISVTTVFGEPTFLKVKAIDFNILASSPTMFKTNPEETFVEYFKRKYDAIID 360
                      ************************************************************
Novel_45              PTLPMLYCVFADRTKMSRRMPYPADSLLLNKLNEAQLSKLPILCSIYPNERIKRIKAALE 419
LPMP_110590           PTLPMLYCVFADRTKMSRRMPYPADSLLLNKLNEAQLSKLPILCSIYPNERIKRIKAALE 419
LbrM.11.2.000360      PTLPMLYCIFADRTKMSRRMPYPADSLLLNKLNEAQLSKLPILCSIYPNERMKRIKAALE 420
                      ********:******************************************:********
Novel_45              RVLASPLMITVLQQYGVRIQPQFVKVSGRVLPAPTIYVPSGPNMFNRINTAEYTGQAGFA 479
LPMP_110590           RVLASPLMITVLQQYGVRIQPQFVKVSGRVLPAPTIYVPSGPNMFNRINTAEYTGQAGFA 479
LbrM.11.2.000360      RVLASPLMITVLQQYGVRIQPQFVKVSGRVLPAPTIYVPSGPNMFNRINTAEYTGQAGFA 480
                      ************************************************************
Novel_45              LGLKDLQHPSQPCEFKTLLMDEYFMHGNITHWLQKYNVALPSPRKTSFDSAAQRITEGSG 539
LPMP_110590           LGLKDLQHPSQPCEFKTLLMDEYFMHGNITHWLQKYNVALPSPRKTSFDSAAQRITEGSG 539
LbrM.11.2.000360      LGLKDLQHPSQPCEFKTLLMDEYFMNGNITHWLQKYNVALPSPRKTSFDSAAQRITEGPG 540
                      *************************:********************************.*
Novel_45              TFAMVKLRTKEAGAYNNFKERFARGSIVSQMAVVDLTRNVPQMITQQVAAKIGQLCFVAD 599
LPMP_110590           TFAMVKLRTKEAGAYNNFKERFARGSIVSQMAVVDLTRNVPQMITQQVAAKIGQLCFVAD 599
LbrM.11.2.000360      TFAMVKLRTKEAGAYNNFKERFARSSIVSQMAVVDLTRNVPQMITQQVAAKIGQLCFVAD 600
                      ************************.***********************************
Novel_45              VDEAGKSFACRPLLIVGAVVGTAMNTMLEKYKSINVRLYTITFVAFLANGKSWKPYCMHH 659
LPMP_110590           VDEAGKSFACRPLLIVGAVVGTAMNTMLEKYKSINVRLYTITFVAFLANGKSWKPYCMHH 659
LbrM.11.2.000360      VDEAGKSFACRPLLIVGAVVGTAMNTMLEKYKSINVRLYTITFVAFLANGKSWKPYCMHH 660
                      ************************************************************
Novel_45              QVKGEEHVLYEDSDAASSHMSSTTLTVRRQNANEVLNNRFPDFLKEVTAHFKLDGKGSKG 719
LPMP_110590           QVKGEEHVLYEDSDAASSHMSSTTLTVRRQNANEVLNNRFPDFLKEVTAHFKLDGKGSKG 719
LbrM.11.2.000360      QVKGEEHVLYEDSDAASSHMSSTTLTVRRQNANEVLNNRFPDFLKEVTAHFKLNGKGSKG 720
                      *****************************************************:******

PAZ and PIWI (PAZ after the proteins Piwi Argonaut and Zwille).



Gene: LPAL13_130007800

Supplementary Figure 46
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Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 13 (Positive strand)  

Novel gene 46: Hypothetical protein

Gene: LPAL13_130007700

Hypothetical ALBA

Novel gene ORF

83,805 84,170 87,615 89,201 92,894 95,173

Novel_46              MVSGLVEFEILRGKNYPQTEDDPNPCTTQVTVAVVGALSGAILSAVQLSSIQQNSNAPFY 60
LPMP_130350           MVSGLVEFEILRGKNYPQTEDDPNPCTTQVTVAVVGALSGAILSAVQLSSIQQNSNAPFY 60
LbrM.13.2.000280      MVSGLVEFEILRGKNYPQTEDDPNPCTTQVTVAVVDALSGAILSAVQLSSIQQNSNAPFY 60
                      ***********************************.************************

Novel_46              NDKLNFKLEEASENVCFSITVSEHSRRKMPFVLFYGKQLIELSKLKSKQRFVIPLFPEEE 120
LPMP_130350           NDKLNFKLEEASENVCFSITVSEHSRRKMPFVLFYGKQLIELSKLKSKQRFVIPLFPEEE 120
LbrM.13.2.000280      NDKLNFKLEEASENVCFSITVSEHSRRKMPFVLFYGKQLIELSKLKSKQRFVIPLFPEEE 120
                      ************************************************************

Novel_46              NNRQIEIGAEPLVLEKSRTEPLLSVSIQFTKDKILDTVDPYSDVDISGKDLSLDGSNQLV 180
LPMP_130350           NNRQIEIGAEPLVLEKSRTEPLLSVSIQFTKDKILDTVDPYSDVDISGKDLSLDGSNQLV 180
LbrM.13.2.000280      NNRQIEIGAEPLVLEKSGTAPLLSVSIQFTKDKILDTVDPYSDVDISGKDLSLDGSNQLV 180
                      ***************** * ****************************************

Novel_46              PEGNQYVWLRLKSDKKWTNSYQCELLVVWRSRAPLEAEPQGNTKPRKGTTGGMGGVAGEV 240
LPMP_130350           PEGNQYVWLRLKSDKKWTNSYQCELLVVWRSRAPLEAEPQGNTKPRKGTTGGMGGVAGEV 240
LbrM.13.2.000280      PEGNQYVWLRLKSDKKWTNSYQCELLVVWRSRAPLEAEPQGNTKPRKGTTGGMGGVAGEV 240
                      ************************************************************

Novel_46              DSARTLGDIITKKWCCHRTHQVLTRICLTAEKYGKKITDLTFTPREEIEFRTNKKERCVL 300
LPMP_130350           DSARTLGDIITKKWCCHRTHQVLTRICLTAEKYGKKITDLTFTPREEIEFRTNKKERCVL 300
LbrM.13.2.000280      DSARTLGDIITKKWCCHRTHQVLTRICLTAEKYGKKITDLTFTPKEEIEFRTNKKERCVL 300
                      ********************************************:***************

Novel_46              LERICEEKLKYAGSNRLQDWLNRIWILFVTGVDNDPAGPRALSYEVRKAVHDAQFTEEDA 360
LPMP_130350           LERICEEKLKYAGSNRLQDWLNRIWILFVTGVDNDPAGPRTLSYEVRKAVHDAQFTEEDA 360
LbrM.13.2.000280      LERICEEKLKYAGSNRLQDWLNRIWILFVTGVDNDPAGPRALSYEVRKAVHDAQFTEEDA 360
                      ****************************************:*******************

Novel_46              IILQACLLFSFIPSLKYEVCQALSESDYQVSPSEKRRELTGFEASQCMVTPSQRLFTHVF 420
LPMP_130350           IILQACLLFSFIPSLKYEVCQALSESDYQVSPSEKRRELTGFEASQCMVTPSQRLFTHVF 420
LbrM.13.2.000280      IILQACLLFSFIPSLKYEVCQALSESDYQVSPSEKRRELTGFEASQCMVTPSQRLFTHVF 420
                      ************************************************************

Novel_46              IFFVGPLLDTLTEAEIVKAAAEFKPAIWDAQQRIAEGAKSTIGHHRRNNDGSIVKGNGIR 480
LPMP_130350           IFFVGPLLDTLTEAEIVKAAAEFKPAIWDAQQRIAEGAKSTIGHHRRNNDGSIVKGNGIR 480
LbrM.13.2.000280      IFFVGPLLDTLTEAEIVKAAAEFKPAIWDAQQRIAEGAKSTIGHHRRNNDGSIVKGNGIR 480
                      ************************************************************

Novel_46              IDHLDKLGHRKQTPRFV 497
LPMP_130350           IDHLDKLGHRKQTPRFV 497
LbrM.13.2.000280      IDHLDKLGHRKQTPRFV 497
                      *****************                               

Protein kinase C conserved region 2 (CalB)



Gene: LPAL13_150020700

Supplementary Figure 47

A
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C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 15 (Negative strand)  

Novel gene 47: Hypothetical protein

Gene: LPAL13_150020600
Presenilin-like 

aspartic peptidase
Hypothetical 

Novel gene ORF

526,969 527,565 528,675 528,845 529,444 530,502

Novel_47          MPPKHHDEDSDTVSPLDKAEQLAMEYEDAHHERPGTKKQNETPSHQSKPKSVR 53
LPMP_151480       MPPKHHDEDSDTVSPLDKAEQLAMEYEDAHHERPGTKKQNETPSHQSKPKSVR 53
LbrM.15.1520      MPPKHHDEDSDAVSPLDKAEQLAMEYEDAHHERPGTKKQNETPSHQSKPKSVR 53
LmjF.15.1520      MPSKNYDEQSDSVPPHDRAEALAMEYENSHHERPGTKKHNETPSHQGKPKSVR 53
                    **.*::**:**:*.* *:** ******::*********:*******.******

No domain found



Gene: LPAL13_240030300

Supplementary Figure 48

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 24 (Negative strand)  

Novel gene 48: Hypothetical protein

Gene: LPAL13_240030200

HypotheticalMAPK

Novel gene ORF

819,548 820,600 821,238 822,446 826,540 826,893

Novel_48                MEIGNADEQTLRVPSVTRADIARREAAEDYYALLVEEWANYASRKGYSKNEVRTKWTTET 60
LPMP_242300             MEIGNADEQTLRVPSVTRADIARREAAEDYYALLVEEWANYASRKGYSKNEVRTKWTTET 60
LBRM2903_240031700      METGNADERTLGLPSVTRADIARREAAEDYYALLVEEWTNYASRKGYSKNEVRTKWTTET 60
                        ** *****:** :*************************:*********************

Novel_48                WDAFEARKHAQKLFLKRHELRSQKKAAQLSETQKWSEQKSAAVVEKIMAFEAEQRGTLLQ 120
LPMP_242300             WDAFEARKHAQKLFLKRHELRSQKKAAQLSETQKWSEQKSAAVVEKIMAFEAEQRGTLLQ 120
LBRM2903_240031700      WDAFETRKDAQKLFLKRHELRSQKKAAQLSESQKWSEQKSAAVVEKIMAFEAEQRGTILQ 120
                        *****:**.**********************:*************************:**

Novel_48                PRHFLFVDYYDYQQFLFRNGRSFIENEENLLRCKLSEAEDDIMCLLVTQWHWSNSLQSAR 180
LPMP_242300             PRHFLFVDYYDYQQFLFRNGRSFIENEENLLRCKLSEAEDDIMCLLVTQWHWSNSLQSAR 180
LBRM2903_240031700      PRHFLFVDYYDYQQFLFRNGRSFIENEESLLRCKLSEAEDDLMCLLVTQWHWSNSLQLAR 180
                        ****************************.************:*************** **

Novel_48                ENERIEEEAAAERLKELQYQQKLEEERLLEAQRTAQEREAAQAEKEQAEVEKRLERKRRD 240
LPMP_242300             ENERIEEEAAAERLKELQYQQKLEEERLLEAQRTAQEREAAQAEKEQAEVEKRLERKRRD 240
LBRM2903_240031700      ENERIEQEAAAERLKELQYQQKLEEERLLEAQRTAQEREAAQAEKEQAEVEKRLERKRRD 240
                        ******:*****************************************************

Novel_48                EERRAKARSEREQRRAKE 258
LPMP_242300             EERRAKARSEREQRRAKE 258
LBRM2903_240031700      EERRAKARSEREQRRAKE 258
                        ****************** 

No domain found



Gene: LPAL13_250013300

Supplementary Figure 49

A

B

C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 25 (Negative strand)  

Novel gene 49: Thioredoxin

Gene: LPAL13_250013200

HypotheticalHypothetical

Novel gene ORF

260,239 260,487 260,173 260,784 261,322 262,164 

JIQ42_04472               MVFRTLKPITFRSRPLISFGISFCRRSKEALNRNRNTSMAVRSVSTLGELQALVHQPKLT 60
LARLEM1108_250012800      --------------------------------------MAIRVISTLAELQALTRQPKLT 22
Novel_49                  -----------MLFKLSFLLSIYLRWFAEAWKEKSNTSMSISTISSLAELQALVRQPKLT 49
                                                                *::  :*:*.*****.:*****

JIQ42_04472               VVDFFATWCGPCKAVAPLIENLASRKPHVNFAKVDVDRTLDVIRDYPVRALPTFYFFKQG 120
LARLEM1108_250012800      VVDFFATWCGPCKAIAPLLENLASRKQHVNFAKVDVDRTPDVIRDYPVRAMPTFYFFKDG 82
Novel_49                  VIDFFATWCGPCKAIAPLIEKLASTKPHVNFAKVDVDRTPDVVRNYPVRAMPTFYFFKGG 109
                          *:************:***:*:*** * ************ **:*:*****:******* *

JIQ42_04472               NVVTTFEGADINSVIQLVQEHEVVPPPVIPSDKELEAMKPRDLLSLMRRHSISTIGLMET 180
LARLEM1108_250012800      NVVATFEGADINSVTQLVQQHEVIPPPAIPADKELDAMKPRDLLSLMRQHHISTTGLMEK 142
Novel_49                  NVVSTFEGADINAVIRLVQENEVIPPPAIPLDEELESMKSRDLLSLMRLHCISTAGLMEK 169
                          ***:********:* :***::**:***.** *:**::**.******** * *** ****.

JIQ42_04472               AELIEELRKYRK---------------------- 192
LARLEM1108_250012800      SELIEEIRKYRR---------------------- 154
Novel_49                  TELIEALRKYRRWCCFVALCRIHSHFEGIIKKKQ 203
                          :**** :****:                      

Thioredoxin



Gene: LPAL13_320037800

Supplementary Figure 50
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C

Current Annotation

Leishmania panamensis MHOM/COL/81/L13 Chromosome 32 (Negative strand)  

Novel gene 50: Hypothetical protein

Gene: LPAL13_320037700

HypotheticalATP binding protein

Novel gene ORF

1,149,406 1,150,143 1,150,263 1,150,862 1,156,719 1,158,998

Novel_50              MNLFRTLVVAICAIIILVNHHPDEDSVEPLHDLLLGYQKEALKSHYGDARLFNHTETRQI 60
LPMP_323150           MNLFRTLVVAICAIIILVNHHPDEDSVEPLHDLLLGYQKEALKSHYGDARLFNHTETRQI 60
LbrM.32.2.003250      MNLFRTLVVAICAIIILVNHHPDEDSVEPLHDLLLGYQKEALRSHYGDARLFNHTETRQI 60
                      ******************************************:*****************

Novel_50              YNLVLSEAQNAILNSHEDADRKAYTCSKIRSQVRQYARSRDGTYKGPWTEIVLQLRDGYV 120
LPMP_323150           YNLVLSEAQNAILNSHEDADRKAYTCSKIRSQVRQYARSRDGTYKGPWTEIVLQLRDGYV 120
LbrM.32.2.003250      YNLVLSEAQNAILNSHEDADRKAYTCSKIRSQVRQYARSRDGTYKGPWTEIVLQLRDGYV 120
                      ************************************************************

Novel_50              HGIKYLPIALRKDVSDSLALQKPTLLNTATVLRQAYYCLAPTLSGGECPSYTFLRVIRGK 180
LPMP_323150           HGIKYLPIALRKDVSDSLALQKPTLLNTATVLRQAYYCLAPTLSGGECPSYTFLRVIRGK 180
LbrM.32.2.003250      HGIKYLPTALRKDVSDSLALQKPTLLNTATVLRQTYYCLAPTLSRGECPSYTFLRVIRGK 180
                      ******* **************************:********* ***************

Novel_50              GDTAILESCLRSNKGFNGI 199
LPMP_323150           GDTAILESCLRSNKGFNGI 199
LbrM.32.2.003250      GDTAILESCLRSNKGFNGI 199
                      *******************

No domain found


