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	Gene
	p-value (O)
	p-value (S)
	Literature (O)

	Literature (S)

	GDA (O)
	GDA (S)
	Expression in bone
	Expression in muscle

	NOD1
	7.31e-19
	1.00e-21
	(1)
	/
	0.1
	0
	medium 
	medium 

	PLCG2
	6.73e-17
	2.37e-17
	/
	/
	0
	0
	below cutoff 
	low  

	RBCK1
	3.88e-21
	1.04e-16
	/
	/ 
	0
	0
	medium 
	medium 

	RIPK1
	5.73e-37
	9.26e-16
	(2)
	/
	0
	0
	low 
	medium 

	CARD9
	2.21e-21
	1.46e-15
	/
	/
	0
	0
	low 
	low 

	RTKN2
	1.65e-15
	5.48e-15
	/
	/
	0
	0
	below cutoff 
	low 

	PYCARD
	5.49e-26
	4.71e-14
	/
	/
	0
	0
	low  
	low 

	IL18R1
	2.13e-14
	6.57e-14
	/
	/
	0
	0
	low 
	low 

	RIPK2
	1.53e-13
	2.15e-14
	(1)
	/
	0
	0
	medium 
	medium 

	TNFRSF11A
	3.26e-31
	2.16e-13
	(3)
	/

	0.85
	0
	low 
	medium 

	MYD88
	1.20e-16
	5.07e-13
	(4)
	/
	0
	0.15
	low 
	medium 

	AGER
	2.60e-22
	5.73e-13
	(5)
	(6)
	0.3
	0.3
	low 
	medium 

	TNFSF11
	1.34e-35
	8.05e-13
	(7)
	(7)
	1
	0.1
	no data 
	low  

	TERF2IP
	1.32e-11
	3.31e-14
	/
	/
	0.1
	0.1
	medium 
	medium 

	CLU
	4.61e-12
	1.94e-11
	(8)
	(9)
	0.2
	0
	medium 
	medium 

	CD36
	6.86e-16
	2.89e-11
	(10)
	/
	0.1
	0
	low 
	medium 

	STAT3
	1.66e-31
	7.56e-11
	(11)
	(11)
	0.3
	0.1
	medium 
	medium

	NOD2
	6.53e-22
	3.15e-10
	/
	/
	0.2
	0
	low 
	low 

	SOSTDC1
	3.33e-10
	1.08e-11
	/
	/
	0
	0
	below cutoff 
	medium 

	EIF2AK2
	1.09e-16
	4.11e-10
	(12)
	/
	0.2
	0
	low 
	medium 

	IL1B
	4.23e-10
	4.94e-16
	(13)
	(14)

	0.5
	0.25
	low 
	below cutoff 

	CD40LG
	1.35e-10
	3.86e-10
	(15)
	/
	0.2
	0
	below cutoff 
	low 

	LGALS9
	1.60e-23
	1.70e-09
	/
	/
	0
	0
	medium 
	medium 

	MALT1
	5.09e-10
	1.41e-09
	/
	/
	0.2
	0
	low 
	medium 

	AIM2
	7.93e-10
	2.23e-09
	/
	/
	0
	0
	below cutoff 
	below cutoff 

	SPHK1
	3.41e-09
	6.39e-14
	(16)
	(17)
	0
	0
	low 
	low 

	BTK
	9.48e-10
	2.67e-09
	/
	/
	0
	0
	low 
	low 

	ZBTB7A
	1.04e-15
	3.71e-09
	/
	/
	0
	0
	medium 
	medium 

	TRAF2
	1.04e-09
	2.90e-09
	(18)
	/
	0
	0
	low 
	medium 

	IL18
	4.75e-09
	1.03e-13
	(19)
	(20)
	0.2
	0.7
	medium 
	low 

	ANKRD42
	1.92e-09
	3.50e-09
	/
	/
	0
	0
	low 
	low 

	TP53
	9.27e-17
	9.32e-09
	(21)
	(22)
	0.3
	0.2
	low 
	medium 

	FOXO3
	2.71e-09
	7.62e-09
	(23)
	(24)
	0.25
	0.2
	medium 
	medium 

	BCL2L11
	3.36e-09
	8.49e-09
	/
	/
	0
	0
	low 
	medium 

	RPS3
	3.33e-14
	2.08e-08
	/
	/
	0
	0
	medium 
	medium 

	RIPK4
	1.62e-08
	3.00e-08
	/
	/
	0
	0
	below cutoff 
	below cutoff 

	PRKCQ
	1.40e-08
	3.97e-08
	/
	/
	0
	0
	low 
	medium 


Table note: O - osteoporosis; S - sarcopenia; GDA - gene–disease association score (DisGeNET v25.1.1). Values are two-tailed enrichment p-values with FDR control (Benjamini–Hochberg); genes are shown if significant in both condition at p < 5 × 10⁻⁸. Literature collum provides numbered citations supporting an osteoporosis/sarcopenia link. GDA collum provides DisGeNET gene–disease association scores. Expression levels in bone and muscle (Expression Atlas, EMBL-EBI) are categorized by TPM: high (>1000), medium (>11), low (>0.5), below cutoff (≤0.5). 
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