Table S2．Candidate SNPs in which we select located within putative functional regions.
	SNPs
	Gene
	Alleles
	Region
	MAF(all)
	MAF(EAS)
	HWE

	rs3810156
	ILF3
	C＞G
	5' near gene
	0.08
	0.28
	0.25

	rs7250071
	ILF3
	C＞T
	5' near gene
	0.34
	0.36
	0.11

	rs715020
	QKI
	A＞G
	3’ UTR
	0.45
	0.27
	0.09

	rs2217083
	MBNL1
	G＞C
	intron
	0.46
	0.43
	0.71

	rs11195248
	RBM20
	C＞G
	5' near gene
	0.49
	0.44
	0.91

	rs1127326
	ADAR1
	T＞C
	3’UTR
	0.39
	0.33
	0.35


[bookmark: _GoBack]Abbreviations: MAF (all), minor allele frequency in all population; MAF (EAS), minor allele frequency in East Asian population; HWE, Hardy-Weinberg P value in control group.
