C524 normalised coverage
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FOXL1 (GH16J086618) enhancer gain
chrl16:86619226-86619726

purity

Putatively Subclonal (logFC = 1.83)

P. Adjusted P.
~region vs. ~ 1.48e-06 ****  1.3e—04 ***
~purity vs ~ 1.93e-01 5e-01

~purity+region vs ~purity  4.01e-06 **** 3.53e—-04 ***
Carcinoma vs. normal 1.52e-02 * 1.52e-02 *
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C525 normalised coverage
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SULF2 (GH20J047808) enhancer gain
chr20:47809591-47810091

Putatively Subclonal (logFC = 1.65)
P. Adjusted P.
~regionvs. ~ 1.34e-03** 6.78e-03 **
~purity vs ~  3.82e-01 8.2e-01

~purity+region vs ~purity  2.27e-03 **  1.25e-02 *

purity

Carcinoma vs. normal 2.24e-02*  2.24e-02 *
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C536 normalised coverage
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SULF2 (GH20J047808) enhancer gain
chr20:47809591-47810091

Putatively Subclonal (logFC = 1.91)
P. Adjusted P.
~regionvs. ~  1.19e-01 2.41e-01
~purity vs ~  8.74e-01 9.5e-01

~purity+region vs ~purity  1.25e-03 **  2.4e-02 *

purity

Carcinoma vs. normal 7.95e-03 ** 7.95e-03 **
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C539 normalised coverage
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CLASRP, MARK4 (GH19J045307) enhancer gain
chr19:45308035-45308535

purity

Putatively Subclonal (logFC = 2.89)
P.
3.51e-03 **
7.71e-02
1.27e-04 ***
1.8e—-04 ***

~region vs. ~

~purity vs ~
~purity+region vs ~purity
Carcinoma vs. normal
100% 1

75% 1

50%

25% 4

0% -

Adjusted P.
6.71e-03 **
8.92e-02
2.66e—03 **
1.8e—04 ***




C539 normalised coverage
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SULF2 (GH20J047808) enhancer gain
chr20:47809591-47810091

purity

Putatively Subclonal (logFC = 2.24)
P.
2.29e-03 **
4.28e-02 *
2.56e-03 **
4.2e-03 **

~region vs. ~

~purity vs ~
~purity+region vs ~purity
Carcinoma vs. normal
100% 1

75% 1

50%

25% 4

0% -

Adjusted P.
5.3e-03 **
5.62e-02
1.89e-02 *
4.2e—-03 **




C544 normalised coverage

CLASRP, MARK4 (GH19J045307) enhancer gain Putatively Subclonal (logFC = 2.05)
chr19:45308035-45308535 P. Adjusted P.
I | ~region vs. ~ 2.87e-06 **** 1.07e-04 ***
~purity vs ~  1.36e—03 ** 1.57e-02 *

~purity+region vs ~purity ~ 1.98e—03 ** 1.59e-02 *
Carcinoma vs. normal  3.56e-03 **  3.56e—03 **
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C544 normalised coverage

ENSG00000253931 (GH08J143405) enhancer gain Putatively Subclonal (logFC =
chr8:143407862-143408362 P.
~region vs. ~  3.64e—-06 ****

~purity vs ~  1.85e—04 ***

~purity+region vs ~purity ~ 1.11e-02 *
Carcinomavs. normal  3.55e—-03 **
100% 1
0.3
75% 1
0.2 ®
2>
'S 50%-
o
0.1
25% 1
0 -
0% -
A B C D E A B c

2.02)
Adjusted P.
1.07e-04 ***
3.74e-03 **
4.73e-02 *
3.55e-03 **




C554 normalised coverage
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LIFR (GH05J038659) enhancer gain
chr5:38660203-38660703

Putatively Subclonal (logFC = 2.07)

~region vs. ~

~purity vs ~

~purity+region vs ~purity

purity

Carcinoma vs. normal
100%

75% 1
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0% -

P.
2.31e-03 **
1.02e-01
5.8e-03 **
3.23e-03 **

Adjusted P.
8.62e-03 **
2.57e-01
3.52e-02 *
3.23e-03 **
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C554 normalised coverage

MYT1 (GH20J064188) enhancer gain
chr20:64189162-64189662

purity

Putatively Subclonal (logFC = 3.84)

~region vs. ~

~purity vs ~
~purity+region vs ~purity
Carcinoma vs. normal
100% 1

75% 1

50%

25% 4

0% -

P.
8.46e-16 ****
1.29e-06 ****
1.36e-06 ****
2.99e-Q7 ****

Adjusted P.

6.94e-14 ****
3.46e—-05 ****
5.03e-05 ****
2.99e-07 ****




C554 normalised coverage
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PPL (GH16J004942) enhancer gain
chrl6:4944634-4945134

purity

Putatively Subclonal (logFC = 2.04)

~region vs. ~

~purity vs ~
~purity+region vs ~purity
Carcinoma vs. normal
100% 1

75% 1

50%

25% 4

0% -

P. Adjusted P.
2.09e-06 **** 2.45e-05 ****
4.32e-04 ***  5.06e-03 **

7.34e-03 ** 3.62e-02 *
3.15e-03 ** 3.15e-03 **




C554 normalised coverage

TEX26 (GH13J030867) enhancer gain
chr13:30870352-30870852

purity

Putatively Subclonal (logFC = 0.33)

~region vs. ~

~purity vs ~
~purity+region vs ~purity
Carcinoma vs. normal
100% 1

75% 1

50%

25% 4

0% -

P.
5.58e—14 ****
5.76e-01
5.94e-14 ****
NA

Adjusted P.
2.29e-12 ****
7.62e-01
4.4e-12 ****
NA




C555 normalised coverage
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ENSG00000253931 (GH08J143405) enhancer gain
chr8:143407862-143408362

purity

Putatively Subclonal (logFC = 1.85)
P.
1.85€—05 ****
1.61e-01
1.41e-04 **
8.17e-03 **

~region vs. ~

~purity vs ~
~purity+region vs ~purity
Carcinoma vs. normal
100% 1

75% 1

50%

25% 4

0% -

Adjusted P.
8.37e—04 ***
4.14e-01
9.48e-03 **
8.17e-03 **




