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SULF2 (GH20J047808) enhancer gain 
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CLASRP, MARK4 (GH19J045307) enhancer gain 
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ENSG00000253931 (GH08J143405) enhancer gain 
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LIFR (GH05J038659) enhancer gain 
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MYT1 (GH20J064188) enhancer gain 
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PPL (GH16J004942) enhancer gain 
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TEX26 (GH13J030867) enhancer gain 
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ENSG00000253931 (GH08J143405) enhancer gain 
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