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 chr5:135034130−135034630

0

0.05

0.1

0.15

C
53

1 
no

rm
al

is
ed

 c
ov

er
ag

e

A B C D EA B C D EA B C D EA B C D EA B C D E

P.

3.17e−01~region vs. ~

Adjusted P.

4.49e−01~purity vs ~

3.24e−01~purity+region vs ~purity

5.07e−03 **Carcinoma vs. normal

4.78e−01

5.9e−01

6.13e−01

5.07e−03 **

Putatively Clonal (logFC = 1.77)

0%

25%

50%

75%

100%

A B C D

pu
rit

y



PLXNB2 promoter gain 
 chr22:50282402−50282902

0

0.05

0.1

C
53

1 
no

rm
al

is
ed

 c
ov

er
ag

e

A B C D EA B C D EA B C D EA B C D EA B C D E

P.

1.72e−02 *~region vs. ~

Adjusted P.

1.09e−02 *~purity vs ~

3.42e−01~purity+region vs ~purity

1.99e−03 **Carcinoma vs. normal

5.59e−02

5.87e−02

6.14e−01

1.99e−03 **

Putatively Clonal (logFC = 2.03)

0%

25%

50%

75%

100%

A B C D

pu
rit

y



PREX1 promoter gain 
 chr20:48656821−48657321

0

0.05

0.1

0.15

0.2

C
53

1 
no

rm
al

is
ed

 c
ov

er
ag

e

A B C D EA B C D EA B C D EA B C D EA B C D E

P.

4.77e−01~region vs. ~

Adjusted P.

5.13e−02~purity vs ~

8.88e−01~purity+region vs ~purity

1.74e−03 **Carcinoma vs. normal

6.2e−01

1.51e−01

9.51e−01

1.74e−03 **

Putatively Clonal (logFC = 2.22)

0%

25%

50%

75%

100%

A B C D

pu
rit

y



PRR36 promoter gain 
 chr19:7870611−7871111

0

0.1

0.2

0.3

C
53

1 
no

rm
al

is
ed

 c
ov

er
ag

e

A B C D EA B C D EA B C D EA B C D EA B C D E

P.

2.74e−02 *~region vs. ~

Adjusted P.

1.64e−01~purity vs ~

6.15e−02~purity+region vs ~purity

2.54e−03 **Carcinoma vs. normal

7.13e−02

3.27e−01

4.16e−01

2.54e−03 **

Putatively Clonal (logFC = 1.87)

0%

25%

50%

75%

100%

A B C D

pu
rit

y



SAP30BP promoter gain 
 chr17:75706968−75707468

0

0.02

0.04

0.06

C
53

1 
no

rm
al

is
ed

 c
ov

er
ag

e

A B C D EA B C D EA B C D EA B C D EA B C D E

P.

3.31e−01~region vs. ~

Adjusted P.

7.18e−03 **~purity vs ~

6.49e−01~purity+region vs ~purity

6.87e−05 ****Carcinoma vs. normal

4.78e−01

4.83e−02 *

8.66e−01

6.87e−05 ****

Putatively Clonal (logFC = 2.63)

0%

25%

50%

75%

100%

A B C D

pu
rit

y



TG promoter gain 
 chr8:133130728−133131228

0

0.05

0.1

C
53

1 
no

rm
al

is
ed

 c
ov

er
ag

e

A B C D EA B C D EA B C D EA B C D EA B C D E

P.

2.44e−02 *~region vs. ~

Adjusted P.

2.35e−01~purity vs ~

2.85e−02 *~purity+region vs ~purity

2.44e−04 ***Carcinoma vs. normal

7.04e−02

3.89e−01

2.93e−01

2.44e−04 ***

Putatively Clonal (logFC = 2.31)

0%

25%

50%

75%

100%

A B C D

pu
rit

y



TTYH3 promoter gain 
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ARFRP1 promoter gain 
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FOXQ1 promoter gain 
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HPS4 promoter gain 
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JAK3 promoter gain 
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KLK6 promoter gain 
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