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Table S1. Gene set enrichment analysis (GSEA) data in conjunction with Figure 1C.


	
	Tumor_vs_Non-tumor

	DataSet
	GSE64041 (HCC)
	GSE32958 (CC)

	GENESET
	CORDENONSI_YAP_CONSERVED_SIGNATURE

	SIZE
	57
	57

	NES
	1.9171263
	1.9856614

	NOM p-val
	0
	0

	FDR q-val
	0
	0



NES, normalized enrichment score; FDR, false discovery rate.




Table S2. Gene set enrichment analysis (GSEA) data in conjunction with Figure 3B.

	
	High_WWTR1 vs Low_WWTR1

	DataSet
	GSE54236 (HCC)
	GSE32225 (CC)

	GENESET
	GO_ACTIVATION_OF_MAPK_ACTIVITY
	PID_MTOR_4PATHWAY

	SIZE
	137
	61

	NES
	1.5294836
	2.2162158

	NOM p-val
	0.0065681445
	0

	FDR q-val
	0.19454761
	0



NES, normalized enrichment score; FDR, false discovery rate.

