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Figure S2 Gut bacterial community profile at the phylum level in sloth bear samples from 14 captive locations in India
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Bacterial Phyla

Bacillota
B Pseudomonadota
B Actinomycetota

Bacteroidota
B Frusobacteriota
Campylobacterota
Planctomycetota
Cyanobacteriota
Mycoplasmatota
Thermodesulfobacteriota
Spirochaetota
Myxococcota
Deinococcota
Candidatus Saccharibacteria
Thermotogota
Acidobacteriota
Verrucomicrobiota
Bdellovibrionota
Aquificota
Synergistota




