Supplementary Figure 1 — all cells, 22 markers
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Supplementary Figure 1 — all cells, 22 markers
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Supplementary Figure 2 — Lymphoid subcluster from scRNAseq
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Figure 2 —T cell subcluster CyTOF
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Supplementary Figure 3 — PBMC scRNAseq
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Supplementary Figure 4 — myeloid subcluster 32 panel cytof
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Supplementary Figure 5 — macrophage and monocyte scRNAseq
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Supplementary Figure 6 — DC subset
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Supplementary Figure 7 — Interactome
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