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Supplementary Fig. 2
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Supplementary Fig. 3
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Supplementary Fig. 4

d

30

Other
® CD8CTL .
©® CD8 Naive :*.

o~
w
zZ
2]
-10
-20
-20 -10 0 10 20 3
tSNE 1
NKT VS other
200
ZNF683— *
__ 1501
[3)
=
2 @ NKT high
o 1001 19
2 ARIDSB A ® NKT low
8’ S100B DUSP1 -
—
T 507 . \ -/
' /LYAR
5, * des ;.'_'} PPP2R5C
01 '*:—ﬁ—"':i’ N onty

-1.0-0.50.0 0.5 1.0

Log,(Fold change)

-Log4o(P vaule)

100

50

MAIT VS other

NKG7— »,
DUSP1

SIOOAd\ GZMK

CCLs~  KLRBI
Fos
NFKBIA

N

ZFP36 |

GZMA

+« —CD8B NCR3

RP11-291B21.2 .
CSTEBPD

4o, —LSTH

. s
.\ '% T \
NS I
"&-'S M TYROBP

-1.0-0.5 0.0 0.5 1.0
Log,(Fold change)

® MAIT high
® MAIT low



Supplementary Fig. 5
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Supplementary Fig. 6
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