Supplement material
Plasmid information
(1)  HDV plasmid: the pMD19T plasmid contains the full-length genome of HDV as follows: ATGGGCCACGGTTCCGACGAGGAGCCGGAGGGGGAGGGGTTGGAGCTCCCGAGGGGGAGTCGAGGTAAAGAGGGGAGGAATCTCGAGAAAGAACTCCCAAGAAGAACCGAGAAGAATCTCAAGAAGAGGAGGTTTCCCAAACGCTGGTGGAGCATCCTGGAAGGGGAAAGAGGAGAAGGATCGGAAGAAAAGAGCGGGCCTCCCGATCCGAGGGGCCCGGACACCTCAGGTTTGGAGGCCTCCGGGCCGAAGGGTTGAGGTACACCGCAGAGGGAGGAATCCACCCGGAGAGAACAGAGAAATCACCTCCAGAGGACCCCTTCAGCGAACAGAGAAGCGCTCTGGGACGTCAGGAGTAAGACCATAGCGATAGGGGGAGATGCTAGGAGTTGGGGGAGACCGAAGCGAGGAGGAAAGCAAAGAAAGCAACGGGGCTAGCGAGTGGGTGTTCCGCCCCCCGGAGGGGACGAGTGAGGCTTATCCCGGGGAACTCGGCGAATCGTCCCCACATAGCAGGATCCCCGGACCCCCTTCCAAAAGGACGAGGGGGGGGGCTTGGAACGTGAGGGGACCAGTGGAGTCCGTGGGAGTTCCCCCCGACCTCCGCTTCTCCACACTCCTTCCCCCCTGAGGGCCCCCCAGGAATGGCGGGACCCCACCCTCGGGGTCCGCGTTCCATCCTTTCTTACCTGATGGCCGGCATGGTCCCAGCCTCCTCGCTGGCGCCGGCTGGGCAACATTCCGAGGGGACCGTCCCTCGGTAATGGCGAATGGGACCCAGAACTCTCTCTAGATTCCCAGAGAGAATCGAGAGAAAACTGGCTCTCCCTTAGCCATCCGAGTGGACGTTCTGTCCTCCTTCGGATGCCCAGGTCGGACCGCGAGGAGGTGGAGATGCCATGCCGACCCGAAGAGGAAAGAAGGACGCGAGACGCGAACCTGTGAGTGGAAACCGCTTTATTCACTGGGGTCGACAACTCTGGGGAGAGAAGGGAGGAGGCGGGGGGGAAGAGTATATCCTATGGGAATCCCTGGTTTCCCCTGATGTCCAGCCCCTCCCCGGTCCGAGAGAAGGGGGACTCCGGGACTCCTTGCATGCTGGGGACGAAGCCGCCCCCGGGCGCTCCCCTCGGACACCTTTCGAGGGGGTTCACACCCCCAACCCGCGGGCCGGCTACTCTTCTTTCCCTTCTCTCGTCTTCCTCGGTCAACCTCCTGAGTTCCTCTTCTTCCTCCTTGCTGAGGCTCTTCCCTCCCGCGGTCAGCTGCTTCTTCTTGTTCTCGAGGGCCTTCCTTCGTCGGTGATCCTGCCTCTCCTTGTCGGTGAATCCTCCCCTGAGAGGCCTCTTCCTAGGTCCGGAGTCTACCTCCATCTGGTCCGTCCGGGCCCTCTTCGCCGGGGGAGCCCCCTCTCCATCCTTTCCTTTTTCCGATTATTCCTTTGATGTTTCCCAGCCAGGGATTGTCGTCCTCAAGTTTCTTGATTTTCTTCTTGGCCTTCCGGAGGTCCCTCTCGAGTTCCTCCACTTCTTTTCTTCCATTCACCCACTGCTCGAGGATCTCTTCTCTTCCTCCCCTCCGGTTTTTCTTCGATTCGGACCGGCTCATCTCGGAGAGGGGGCGGCGTCCTCAGTACTCTTACTCTTTTCTGTAAAAGAGGAGACTGCTGGACTCCCGCCCCAGTCCGAG
(2)  HBV plasmid: The plasmid contained the full-length HBV genome was obtained from Sangon Biotech, Shanghai, China, as previously describe[1].
[bookmark: _Hlk74405867](3)  HCV plasmid: The plasmid contained the full-length HCV genome was obtained from Sangon Biotech, Shanghai, China, as previously describe[2].
(4)  HIV plasmid: The plasmid contained the full-length HIV genome was obtained from Sangon Biotech, Shanghai, China, as previously describe[3].


Supplement figure 1
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Detection of HDV for patients with HBV related diseases with ELISA, RT-PCR and ddPCR. Flow diagram of the patient cohorts of HBV related disease.



Supplement table 1
Table 1. Demographic data for 44 confirmed patients
	Variables
	HDV positive patients
(n=30)
	HDV negative patients
(n=14)
	P value

	Age, years
	72 (67-80)
	68 (61-72)
	0.013

	Gender, male/female
	18/12
	6/8
	0.054

	HBV viral load, IU/mL
	3000 (862-4*105)
	5.2*104 (3.66*103-2*106)
	0.002

	HBsAg positivity
	30 (100%)
	14 (100%)
	0.582

	Anti-HBs positivity
	22 (73.33%)
	8 (57.14%)
	0.028

	HBeAg positivity
	8 (26.67%)
	12 (85.71%)
	0.014

	Anti-HBe positivity
	20 (66.67%)
	5 (35.71%)
	0.047

	Anti-HBc positivity
	8 (26.76%)
	11 (78.57%)
	0.002



Supplement table 2
Table 2. Demographic data for HBV related patient cohorts
	Variables
	Chronic hepatitis B
(n=182)
	Liver cirrhosis
(n=182)
	Liver failure
(n=182)
	Hepatocellular carcinoma
(n=182)
	P value

	Age, years
	45 (28-55)
	56 (46-68)
	77 (69-83)
	65 (61-72)
	0.106

	Gender, male/female
	101/71
	97/85
	80/102
	112/70
	0.551

	HBV viral load, IU/mL
	2.1*105 (1.6*103-6*107)
	3.7*104 (8.2*103-6.1*105)
	7.7*105 (3.4*104-5.2*106)
	1.6*103 (4.7*102-2.2*105)
	0.380

	HBsAg positivity
	180 (98.90%)
	177 (97.25%)
	178 (97.80%)
	169 (92.86%)
	0.725

	Anti-HBs positivity
	89 (48.90%)
	125 (68.68%)
	122 (61.54%)
	107 (58.79%)
	0.690

	HBeAg positivity
	167 (91.76%)
	158 (86.81%)
	163 (89.56%)
	149 (81.87%)
	0.281

	Anti-HBe positivity
	132 (72.53%)
	112 (61.54%)
	108 (59.34%)
	119 (65.38%)
	0.522

	Anti-HBc positivity
	155 (85.16%)
	164 (90.11%)
	153 (84.07%)
	173 (95.05%)
	0.262
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