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Human H2BC5|                   ---MPEPTKSAPAPKKGSKKAVTKAQKKDGKKRKRSRKESYSVYVYKVLKQVHPDTGISSKAMGI
Mouse H2bc4|                   ---MPEPAKSAPAPKKGSKKAVTKAQKKDGKKRKRSRKESYSVYVYKVLKQVHPDTGISSKAMGI
D. melanogaster His2B:CG17949| ---MPPKTSGKAAKKAG---KAQKNITKTDKKKKRKRKESYAIYIYKVLKQVHPDTGISSKAMSI
C. elegans his-41|             ------MAPPKPSAKGAKKAAKTVSKPKDGKKRKHARKESYSVYIYRVLKQVHPDTGVSSKAMSI
S. cerevisiae HTB1|            MSAKAEKKPASKAPAEKKPAAKKTSTSTDGKKRSKARKETYSSYIYKVLKQTHPDTGISQKSMSI
                                           :              . .**:.: ***:*: *:*:****.*****:*.*:*.*

Human H2BC5|                   MNSFVNDIFERIAGEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVTKYTSSK—
Mouse H2bc4|                   MNSFVNDIFERIAGEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVTKYTSSK—
D. melanogaster His2B:CG17949| MNSFVNDIFERIAAEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVTKYTSSK—
C. elegans his-41|             MNSFVNDVFERIASEASRLAHYNKRSTISSREIQTAVRLILPGELAKHAVSEGTKAVTKYTSSK—
S. cerevisiae HTB1|            LNSFVNDIFERIATEASKLAAYNKKSTISAREIQTAVRLILPGELAKHAVSEGTRAVTKYSSSTQA
                               :******:***** ***:** ***:***::*********:**************:*****:**.
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Ext. Data Fig. 7, Tanaka et al.


