
 
Supplementary Figure 2. Samples are categorised based on the total double-strand (ds) DNA quan;ty (measured 
in ng) for each DNA extrac;on method. Each dot on the plot corresponds to a specific sample and is labelled with 
its iden;fica;on. Among these dots, the three samples highlighted in green that fell at the midpoint were chosen 
for the whole-genome sequencing (WGS) approach. 
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