Suppl. Fig. S1. A single-nucleotide insertion in the PE_PGRS 12 gene (Fig. S1A) of M. tuberculosis strain 5005 (CP049108.1) causes a frameshift mutation, leading to the loss of the canonical stop codon and elongation of the translated protein from 138 amino acids (Fig. S1B), as in M. tuberculosis H37Rv, to 380 amino acids (Fig. S1C). The newly formed stop codon is marked with an asterisk). Indels in gene PE_PGRS 12 in vaccine strain M. bovis BCG 35734 (CP109681.1) result in elongation of peptide to the full length.  


