Table S1: Characteristics of external study cohorts used in our study

	Study
	Reference
	Dataset
	Total participants
	CRC patients in our study
	Age, median
	BMI, median

	Cong, J., et al. (2018)
	[1]
	PRJNA422482
	22
	10
	59 (IQR = 29)
	25.5 ± 1.2

	Hernández‐González, P. I., et al. (2023)
	[2]
	PRJNA871042
	111
	65
	73.2 ± 10.8
	24.8 ± 6.5

	Png, C.-W., et al. (2022)
	[3]
	PRJNA662014
	37
	12
	63.8 ± 9.3
	25.8 ± 4.0

	Lee, S. Y., et al. (2023).
	[4]
	PRJNA948146
	20
	10
	63.1 ± 9.5
	23.7 ± 3.6
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[bookmark: _GoBack]Fig. S1: Top-ranked PICRUSt-predicted gut microbial pathways enriched between pre- and post-surgery colorectal cancer (CRC) patients.   
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