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Supplemental Figure 3

KMT2D Intron
ACATGCTCAGTAACTCTCAAGGTCCACTTCTGTTAACTACTA
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KMT2D Intron
TAGGAGAACCTGGAGGTGAGTGAGGAGAATGGGGCAGGAA
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K562 Peptides normalized to IgG
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KDM6A 37 40
30kD LB PGV PAXIP1 33 34
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15kD-m H3 ASH2L 17 22
RBBP5 17 19
WDRS 9 9
PAGR1 4 4
DPY30 2 3
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