Supplemental Figure 2
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Homer motif enrichment for ATAC down regions
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Factor Logo P value
GATA:'SCL  S5aCT(SzessfaChCATAA  1e-43
GATA1 SAGATAAGSE 1e-32
GATA2 ZSCTTATCTS 1e-31
GATA4 FERCATAAZE 1e-30
GATA3 AGATAASA 1e-29
GATA6 ICTTATCISS 1e-29
TRPS1 AGATAAZAZS 1e-22
KLF5 2O6CECTCEE 1e-11
SP2 $2CSCCCECCes 1e-10
KLF1 ERGOCFGHE0E 1e-10




