PCA of KMT2D ChlIP-seq

-150 -100 -50
PC1 (29%)

0

40
30
° 20
10
[ ]
Groups
e -5-Ph-1AA
e +5-Ph-IAA
50

Supplemental Figure 4

7,288 KMT2D bound regions
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Homer motif enrichment for KMT2D bound enhancers
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Factor Logo P value
GATA1 SAGATAAGES 1e-30
ZNF281 CCCCTCCCCCAC 1e-28
GATAG ECTTATCISE 1e-28
GATA2 EFCTTATCIS 1e-27
GATA4 SRACATAASE 1e-25
GATA3 AGATAASA 1e-25
SP1 £6CCCCECeees 1e-21

GATA'SCL  £5aCTISRensZe%R0ATAA  1e-21

Tax

Factor Logo P value
GATA:SCL £5:CT(S e ESACATAA 1e-49
GATA1 CAGATAAGES 1e-44
CATAZ EFCTTATCIS 1e-43
GATAG ZCTTATCTsE 1e-37
GATA3 AGATAASE 1e-34
TRPS1 AGATAAZEZZ 1e-33
GATA4 SX20ATAASE 1e-31
KLF4 GCCACACCCA 1e-16
KLF3 £670C%CACCCETEE  1e-12
EKLF EX1GGGIGIGESE 1e-11
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TRPS1 AGATAARAZR 1e-20
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