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Supplemental figure 1
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Supplemental Figure 1. Principle Component Analysis of sample replicates. (A) Comparing RNA-seq data for disease states (WT, HBV, and HCC). (B) Comparing RNA-seq data for cell line vs. patient-derived data. C) Comparing H3K27me3 ChIP-seq data for disease states (WT, HBV, and HCC) (D) Comparing H3K27ac ChIP-seq data for disease states (WT and HCC). 

Supplemental figure 2
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Supplemental Figure 2. Volcano plots of differential H3K27me3 in HBV genotypes. Differential H3K27me3 presence in HBV-D vs. HBV-C (A), HBV-D vs. HBV-A (B), and HBV-C vs. HBV-A (C). 
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P1: 90% variance.
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