Supplementary Tables

Supplementary Table S1 Primer sequences used for a quantitative real-time polymerase chain reaction
	Gene
	Primer Sequence
	Product size
	Accession number

	FAM83H

	forward
	5′-TGCCGCCTCACTACAAAGAG-3′
	172
	NM_198488.5

	
	reverse
	5′-TCTCGGGTAACATACTGCGGA-3′
	
	

	PD-L1

	forward
	5′-GGACAAGCAGTGACCATCAAG-3′
	235
	NM_001267706.2

	
	reverse
	5′-CCCAGAATTACCAAGTGAGTCCT-3′
	
	

	CTNNB1
(β-catenin)
	forward
	5′-CATCTACACAGTTTGATGCTGCT-3′
	150
	NM_001098209.2

	
	reverse
	5′-GCAGTTTTGTCAGTTCAGGGA-3′
	
	

	GAPDH

	forward
	5′-AACAGCGACACCCACTCCTC-3′
	258
	NM_001256799.1

	
	reverse
	5′-GGAGGGGAGATTCAGTGTGGT-3′
	　
	


Web link to accession numbers: https://www.ncbi.nlm.nih.gov/gene.
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Supplementary Table S2 List of amino acids in docking sites 
	Docking proteins
	FAM83H and PD-L1
	　
	FAM83H and β-catenin
	　
	PD-L1 and β-catenin

	　
	FAM83H
	PD-L1
	Docking 
method
	　
	FAM83H
	β-catenin
	Docking 
method
	　
	PD-L1
	β-catenin
	Docking 
method

	Amino acids in 
the docking site
	GLN72
	ARG2
	HB
	
	GLN428
	PRO119
	HB
	
	TYR56
	ARG549
	HB

	
	TYR586
	THR11
	HB
	
	ARG1116
	ALA39
	HB
	
	
	
	

	
	SER8
	LEU16
	HB
	
	TRP111
	SER23
	HB
	
	
	
	

	
	SER8
	ASN17
	HB
	
	GLN455
	VAL22
	HB
	
	
	
	

	
	GLN10
	THR20
	HB
	
	GLN455
	GLN26
	HB
	
	
	
	

	
	ASN13
	LYS41
	HB
	
	ASP461
	GLU310
	HB
	
	
	
	

	
	TRP581
	ASP122
	HB
	
	ARG450
	ASP299
	HB
	
	
	
	

	
	LYS1141
	ASP26
	HB
	
	TYR454
	ILE302
	HB
	
	
	
	

	
	
	
	
	
	TYR454
	ARG342
	HB
	
	
	
	

	
	
	
	
	
	TYR454
	TYR306
	HB
	
	
	
	

	
	
	
	
	
	GLN457
	ILE303
	HB
	
	
	
	

	
	
	
	
	
	GLN457
	LYS270
	HB
	
	
	
	

	
	
	
	
	
	GLN457
	TYR306
	HB
	
	
	
	

	Docking score
	-311.58
	
	
	
	-334.82
	
	
	
	-293.74
	
	

	Confidence score
	0.9620
	　
	　
	　
	0.9758
	　
	　
	　
	0.9466
	　
	　


Abbreviations: HB; hydrogen bond.






Supplementary Table S3 List of amino acids in docking sites between FAM83H, PD-L1, and β-catenin 
	Docking proteins
	FAM83H and PD-L1
	　
	FAM83H and β-catenin
	　
	PD-L1 and β-catenin

	　
	FAM83H
	PD-L1
	Docking 
method
	　
	FAM83H
	β-catenin
	Docking 
method
	　
	PD-L1
	β-catenin
	Docking 
method

	Amino acids in 
the docking site
	GLN72
	ARG2
	HB
	
	ASP-101
	GLN-108
	HB
	
	THR-20
	ARG-225
	HB

	
	SER-92
	TYR-12
	HB
	
	TYR-95
	TYR-86
	HB
	
	PHE-19
	ARG-225
	

	
	ARG-219
	TYR-123
	HB
	
	TYR-216
	GLU-77
	HB
	
	TYR-123
	LYS-233
	

	
	GLU-37
	ARG-125
	HB
	
	ARG-29
	GLN-76
	HB
	
	ALA-121
	GLU-226
	

	
	LEU-30
	ARG-125
	HB
	
	SER-7
	GLN-78
	HB
	
	ILE-116
	HIS-186
	

	
	
	
	
	
	TYR-586
	PHE-74
	HB
	
	SER-117
	HIS-186
	

	
	
	
	
	
	SER-585
	SER-73
	HB
	
	ASP-61
	GLN-193
	

	Docking score
	-326.74
	
	
	
	
	
	
	
	
	
	

	Confidence score
	0.9427
	　
	　
	　
	　
	　
	　
	　
	　
	　
	　


Abbreviations: HB; hydrogen bond.



