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S2 Table: Findability and Reusability results of the FAIR evaluator.  
	FAIR Metric 
	ArrayExpress 
	OmicsDI 
	GEO
	PRIDE
	ENA
	Metabolomics Workbench
	DbGaP

	Unique Identifier (F1) 
	Pass 
	Pass 
	Pass 
	Pass 
	Pass 
	Pass 
	Pass 

	Identifier persistence (F1) 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 

	Data identifier persistence (F1) 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 

	Structured metadata (F2) 
	Pass 
	Fail 
	Fail 
	Fail 
	Pass  
	Fail 
	Fail 

	Grounded metadata (F2) 
	Pass 
	Fail 
	Fail 
	Fail 
	Pass 
	Fail 
	Fail 

	Data identifier explicitly in metadata (F3) 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 

	Metadata identifier explicitly in metadata (F3) 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 

	Searchable in major search engine (F4) 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 

	Findability results 
	Link 
	Link 
	Link 
	Link 
	Link 
	Link 
	Link 

	Metadata includes license – Strong  (R1.1) 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 

	Metadata includes license – Weak (R1.1) 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 
	Fail 

	Reusability results 
	Link 
	Link 
	Link 
	Link 
	Link 
	Link 
	Link 




