Supplementary Data
1. Supplementary Data
Fresh water microalgal samples collected from the pond of Guru Nanak Dev Thermal Power Plant, Bhatinda, India. Samples were transferred to BG-11 media to obtain axenic strain as described methods (Bao et al., 2022). The isolated strain is observed under light microscope (Nikon Eclipse Ci-L plus). Genomic DNA is isolated by CTAB method for molecular characterization (Jagielski et al., 2017) and amplified using polymerase chain reaction (PCR), with primers targeting the 18S ribosomal RNA gene region and the resulting sequence was analyzed using NCBI (National Center for Biotechnology Information) BLAST (Basic Local Alignment Search Tool) for taxonomic identification and subsequently submitted to the NCBI database and got accession number PV648655.
2. Supplementary Figures
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Supplementary Figure 1: Light microscope image of Chlorella sorokiniana (PV648655).
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Supplementary Figure 2: (A) Agarose gel image showing the extracted genomic DNA of the isolated Chlorella sorokiniana PV643317 strain. (B) PCR amplification of the 18S rRNA gene, displaying a distinct band of approximately 1.8 kb.
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Supplementary Figure 3: Maximum likelihood (ML) phylogenetic tree based on 18S rRNA gene sequences. The tree was constructed using 1000 bootstrap replicates. Bootstrap values (>30%) are shown at the nodes. Species of interest is denoted as Sequence 1. The scale bar represents a 0.02% sequence divergence.
