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(b)

(e) Location names  Sampling date Latitude Longitude
1 Maenohama 2023/09/14 26.18639 127.28124
2 Agu_1 2023/09/14 26.19422 127.27212
3 Agu_2 2023/09/14 26.19489 127.2741
4 Kuba Northwest 2023/09/14 2617759  127.23341
5 Yakabi East 2023/09/14 26.21105 127.25092
6 Kushibaru 2023/09/14 26.20346  127.26637
7 Nita 2023/09/14 26.23769 127.29158
8 Yuhina 2023/09/14 26.2415 127.29954
9 Agonoura 2023/09/14 26.23748 127.3201
10 Ariga 2023/09/14 26.20633  127.34832
11 Aharen 2023/09/14 26.17284  127.34032
12 Majanohama 2023/09/15 26.19243 127.28824
13 Nishibama 2023/09/15 26.20177 127.28963
14 Gahi South 2023/09/15 26.21522 127.2871
15 Gahi Front_1 2023/09/15 26.21974 127.2885
16 Gahi Front_2 2023/09/15 26.21975 127.28939
17 Amuro West Shallow 2023/09/15 26.21101 127.30686
18 Amuro South 2023/09/15 26.20163  127.31732
19 Hizushi 2023/09/15 26.18815 127.27184

Supplementary Fig. S1 The Kerama Islands and survey sites in this study. The Kerama
Islands including Zamami, Aka and Tokashiki Islands, are located 40 km west of
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Okinawa Island. a The location of the Okinawa Archipelago in Japan. b The Kerama
Islands are shown with a dotted square. c The Kerama Islands, shown in the satellite
photo provided by Geospatial Information Authority of Japan. Pale areas surrounding
the islands are coral reefs. d Nineteen monitoring sites of this study. e Names of
sampling sites, sampling dates, and site locations. (cited from Fig. 1 of Noda et al.,
2025).
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16 Fig. S2 Alignment of the amplicon region of mitochondrial 12S rDNA from Heliopora
17 coerulea (OL616236.1) with four amplicons obtained in this study. Each amplicon is
18 403 nucleotides in length.
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22  Fig. S3 Alignment of the amplicon region of mitochondrial 12S rDNA from Nanipora
23 cf. kamurai (OL616249.1) and N. kamurai (LC000000) with 11 amplicons obtained in
24 this study. Each amplicon is 396 nucleotides in length.



