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Standard curve MP96 workflow
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Figure S1. A. Standard curve of the CT value in function of log10 E-gene copies/ml for RNA extraction
using the Chemagic 360 (Perkin-Elmer). B. Standard curve of the CT value in function of log10 E-gene
copies/ml for RNA extraction using the MagnaPure 96 (Roche). The standard curve was based on 4
measurements per sample with a known viral load that was tested. The equation for the Chemagic
360 workflow was used to convert CT values to viral loads as the majority of samples were tested
using this workflow.
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Figure S2. CT values (A) and viral loads (B) per time period dominated by non-VOC (Dec 2020 - Feb
2020), Alpha (Mar 2020 — Jun 2020) and Delta (Jul 2020) SARS-CoV-2 variants for samples <CT30.
Ns: not significant****: p < 0.0001.



