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Figure S5 Kyoto encyclopedia of genes and genomes (KEGQG) classification map of the differentially expressed miRNAs

target genes.
Note

A: S-0-1, S-0-2, S-0-3 VS S-7-1, S-7-2, S-7-3. KEGG classification map of the target genes of the differentially expressed
miRNAs for 7 dp1 compared with O dp1 1n susceptible line. The following are similar.
B: S-0-1, S-0-2, S-0-3 VS S-14-1, S-14-2, S-14-3

C: R-7-1, R-7-2, R-7-3 VS R-14-1, R-14-2, R-14-3
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D: S-7-1, 5-7-2, S-7-3 VS §-14-1, S-14-2, 5-14-3
S-0-1, S-0-2, S-0-3 VS R-0-1, R-0-2, R-0-3

-7-1, 5-7-2, §-7-3 VS R-7-1, R-7-2, R-7-3

-14-1, 5-14-2, S-14-3 VS R-14-1, R-14-2, R-14-3
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