Improvement effects of calcium silicate hydrate and humic acid-encapsulated Alcaligenes faecalis on acidic farmland soil and alterations in microbial community structure
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Fig. S1 Pearson correlation between soil environmental factors in S1 (a), S2 (b), S3 (c) and S4 (d). Note: orange indicates positive correlation and blue indicates negative correlation; * P＜0.05; ** P＜0.01; *** P＜0.001
Fig. S2 Venn diagram (a) and alpha diversity (b) of soil microbial community under different treatments
[bookmark: _GoBack]Fig. S3 The RDA plot between microbial community structures (genus level) and environmental factors in different treatment groups. Note: blue arrows represent taxa; red arrows represent environmental factors; the angle between the arrows represents correlation (acute angle: positive correlation; obtuse angle: negative correlation; right angle: no correlation)
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Fig. S1 Pearson correlation between soil environmental factors in S1 (a), S2 (b), S3 (c) and S4 (d). Note: orange indicates positive correlation and blue indicates negative correlation; * P＜0.05; ** P＜0.01; *** P＜0.001
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Fig. S2 Venn diagram (a) and alpha diversity (b) of soil microbial community under different treatments
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[bookmark: _Ref28285][bookmark: _Ref16973]Fig. S3 The RDA plot between microbial community structures (genus level) and environmental factors in different treatment groups. Note: blue arrows represent taxa; red arrows represent environmental factors; the angle between the arrows represents correlation (acute angle: positive correlation; obtuse angle: negative correlation; right angle: no correlation)
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