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Figure S1 The effects of soil phosphorus availability on plant height and stem diameter of soybean
Note: Lowercase letters indicate significant differences in the same variety under different phosphorus treatments (P < 0.05), and "*, **" represent significance at the 0.05 and 0.01 levels, respectively. This convention applies to all supplementary figures unless otherwise stated.
[image: KEgg注释]
Figure S2 KEGG enrichment analysis of DAMs in soybean roots
[image: 图 6-2-01]
Figure S3 KEGG enrichment analysis of differentially expressed genes in soybean root system
Note: A, represents the expression of root DEGs under different phosphorus treatments;
B, PCA analysis of gene expression in three soybean varieties under different phosphorus treatments;
[bookmark: _GoBack]C, KEGG enrichment analysis of differentially expressed genes in soybean root system.

image1.tiff
Plant height(cm)

@)
[E—
S
-

Leaf area(cm®)

30 variety** P30
’s P treatment™* igg
| : k%
variety X P treatment q B ri20

Qdl11 Zhl3 Ax Nm Wma2

8r variety**
P treatment™*
variety x P treatment™**

(@)}
T

aTbg b

Stem diameter(mm)
I~

2
0
Qdl11 Zh13 AXx Nm WmsS?2
[ variety**
P treatment™*

Q() | variety x P treatment™*
60
40
20

QdI1 Zhl13 Ax Nm Wmg2




image2.tiff
NM_30 vs NM_90

200

NM_0 vs NM_90

450

“,
2 ] ] 2
ey %,
%y, 1 [} Sy, Ot
' ol o,
R RN
s iy g, P, “og, Y
Log, e, MO0, 9 o, ey e,
e, e e, o 08
gt 1S e,
e, g “ope, %0, U
ey, s, - Pl
Uy, O Yy, e, e
N e, U gy
§35 4 “Uiog w_ s o, bcwcs mcs\e
e, S, 9\6\ = u_ 5o, s, Mooy, O
oty Y3 S, Ry
g, Py 2 P g g
q&\o@m . o ) 2| e 5,
ey, "r, H % 50 %510, %0 s
gy P e, H oo, iy, Y0g,,. o,
Dess,, Puq, 0O ese, %y Her Uy
g, Ty, 4, o,
i g7 %S, e e
e, DY oy P
o, . s oy, P55
e, e, 50, 05 uo\oe#s "0, O
Y 1 _«\s.v Aug, e§& 01, 15, Y, Pt
ooy My oy % o sy, Moy Oy sy,
oy e U, &S@sbcbcmab\ §ue®
D e g ® 0
Wos,, gy 0, 0y Vo,
s, My, Doy, “sy &n.\\eo “ o@co\ Yto &
ey, Mo, ey, e, g i, Mo 40, o
su\\uo meab 404 %0, W —rT— \\eemxﬁwueea S@\oo \oom.\e Yoy,
o, 0, s, £ q EEEEEEEE o, "%
BB 3RESB B TR N N g 8828888 g iy
% 3,
g, 50,
5 oy 9,
[ %, %, ) et Y,
H s,qubm cw:\o ' ' Sa\\ocwhm\@e 7o
sy L 5
"G, oy, s,
2 “ e P, g,
Yo, P, P, Psty og, I
te&u@@\ g, 7 eeq»c@@@s e,
e, " yg, ey, Yo, Sy, S
Uy Poy, do < 06,
%, #@@b@esmé g @»@M&«
50, Pl o, ey 0y,
o ety %, 05
s, 05, Yoy, e, By,
Yy, e, By, By, U P,
%, L %0, B s o
535, 0y, 2 ] 2
sy 05, ¥ty R m “S, 0y, Moy,
o0, “U59g, 2 » 2 e 0 95, "
2 g, 5 Py s £ S H @@%&@@u ey
{ o, ot H 2 2 28 o M, o, U,
B3] oge, s, . e, B s 5 & W% bs@e_\oﬁmo “
g e g §e o
iz o ess”o ! g5 s e Ve,
g3 5, P g% &3 gy o, P,
- “logy, oz, 005, TE, 2 N 5.t S s, Ty oy,
§gg5 Sy, o g2 Yo, g2ds e, 15, 040
TEZ G " 1 4o gEs22 © 9% Esda %,y ss,
582 CONNCN S Eséa S, EZga DS 3
(5EE% LN aocw R csE82 Yo, R 5256 s, aowése s@sw
2887 o 5o, 28 o | ES 282 o o
2Egad So5,, i, 0 ol Ssg5 MEEEEE ey o0 O
EREY e g s tEEE S §E:258 g
£5:83 g, gy 2 gy 23588 23588 o @y o,
anERE s, ocmas cwube éeom\oo@w% mAmmn mERmms sy, msas o5 » \\o§
I ) Ugy ", ° o, 08y, 7O, i
S E 5 5 & o g, %M 32888888 & 2 88 g 8 8 8 ooy, 5 e
§ 8 8 oy, 4o, 888828 R e ey, Y%y
T T Ceuebjosqunn Pog W s soush Jo JoquinN s, o
seuab Jo JequinN s, 10, seuab jo o,
Uy, oy, "oy,
S0, (7
94 oy
o, )
To




image3.jpeg
Number of DEGs

KEGG pathway

8000 b 60
50+
7000 Mup
Wdown 404
6000 304
5000 G
=
4000 § 04--
3000 %9
204
2000 56
1000 40 :
50 :
NM AX wM NM AX WM 40 30 20 -0 0 10 20 30 40 50 60
PO VS P90 P30 VS P90 PC1(32.43%)
Isoflavonoid biosynthesis - °
Plant-pathogen interaction - Padjust °
Zeatin biosynthesis | 0.05 B
MAPK signaling pathway - plant - gg‘; ®
Glycerolipid metabolism - o0z ® °
alpha-Linolenic acid metabolism - 001 °
Linoleic acid metabolism 0 .
Carotenoid biosynthesis - HNumibee . . .
Glycerophospholipid metabolism o 14 ° ] ]
Ascorbate and aldarate metabolism | ® 56
Valine, leucine and isoleucine degradation - @ ]
Fatty acid degradation - @ @
beta-Alanine metabolism - [ ]
Butanoate metabolism - .
Nitrogen metabolism . .
ABC transporters - ® ° ° ®
Galactose metabolism - @ ® L] .
Plant hormone signal transduction - [¢] @ 5]
Cyanoamino acid metabolism - ° °
Biosynthesis of plant secondary metabolites - °
Cysteine and methionine metabolism ®
Protein processing in endoplasmic reticulum o @ ()
Alanine, aspartate and glutamate metabolism ° ® ®
Glycolysis / Gluconeogenesis -{ ® [ ]
Fructose and mannose metabolism - L
Photosynthesis - °
Starch and sucrose metabolism - ® o [#] [} [ ]
Steroid biosynthesis ~ ° °
Phenylpropanoid biosynthesis - ) () [&) @ ® [ ]
Phenylalanine metabolism -
NM 0'vs 90 AX0vs 80 WM Ovs 80 NM 30 vs 90 AX30vs 90 WM 30 vs 80





