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[bookmark: _Ref206540063]Fig. S1: SEM images of MN@Ple/ExoQ10 patch (Scale bar: 200 μm and 100 μm).
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Fig. S2: Surface elemental analysis of MN@Ple/ExoQ10 patch (Scale bar: 1 mm).
[image: ]
Fig. S3: Standard curve for Ple release.
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Fig. S4: Standard curve for ExoQ10 release.
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[bookmark: _Ref206540092]Fig. S5: The adhesion strength of MN patches in various groups.
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[bookmark: _Ref206540105]Fig. S6: CIBERSORT quantitative immune infiltration analysis. (A) Sample immune microenvironment composition characteristic stack diagram. (B) Intergroup immune component difference box diagram. (*P< 0.01)
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Fig. S7: Schematic illustration of MN patch in treating full-thickness dorsal skin defect in diabetic mouse.
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[bookmark: _Ref206540122]Fig. S8: Representative photographs of bacterial cultures from the skin tissue of diabetic mouse wounds treated with various groups (n = 5).
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[bookmark: _Ref206540134]Fig. S9: HE staining results of major organs including heart, liver, spleen, lung and kidney (scale bar: 100 μm).

Table S1. The forward and reverse primer sequences used for qRT‐PCR.

	GPX
	Forward: ACGCCAAAGTCCTAGGAAACG

	
	Reverse: CCCCGGGTTGAAAGGTTCAG

	SLC7A11
	Forward: CTGCAGCTAACTGACTGCCC

	
	Reverse: ATCACCGACTGGCTCTACAC

	ACSL4
	Forward: CTTCCTCTTAAGGCCGGGAC

	
	Reverse: CTCTTTGCCATAGCGTTTTTAGA

	LPCAT3
	Forward: CTACGATGGAGGCAAAGACGG

	
	Reverse: CCAGCAATGAAGGGACACCC

	TNF-α
	Forward: CGCTCTTCTGTCTACTGAACTTCGG

	
	Reverse: GTGGTTTGTGAGTGTGAGGGTCTG

	IL6
	Forward: TGGTCTTCTGGAGTACCATAGC

	
	Reverse: TGTGACTCCAGCTTATCTCTTGG

	Arg-1
	Forward: CTCCAAGCCAAAGTCCTTAGAG

	
	Reverse: GGAGCTGTCATTAGGGACATCA

	IL4
	Forward: CCCCCAGCTAGTTGTCATCC

	
	Reverse: TTTGGCACATCCATCTCCGT
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