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Potra2n8c16964 ATPDIL1-3
Potra2n5c11919 ATCAT2
Potra2n2c5950 hypothetical protein
Potra2n19c34382 Terpenoid cyclases/Protein prenyltransferases superfamily
Potra2n6c13785 NAD(P)-binding Rossmann-fold superfamily
Potra2n16c29729 ATPGAZAT
Potra2n2c6109 ATNAC074
Potra2n2c6238 ATGASA1
Potra2n2c6308 Major facilitator superfamily
Potra2n17c31708 ATRCI3
Potra2n15c28127 ATGH9B6
Potra2n10c20603 Cysteine/Histidine-rich C1 domain family
Potra2n12c24414 UDP-NAG-NAM-PP-undecaprenol NAG-protein
Potra2n4c9690 PLC-like phosphodiesterases superfamily
Potra2n4c8834 ATDMP4
Potra2n14c26522 ATSBT1.9
Potra2n3c7551 UCP012943 protein
Potra2n18c32976 PNP role
Potra2n1c1591 LEA hydroxyproline-rich glycoprotein family
Potra2n8c17168 
Potra2n15c28518 UDP-NAG-NAM-PP-undecaprenol NAG
Potra2n246s35110 ATMES1
Potra2n4c10071 ATCER4
Potra2n8c18476 ARM repeat superfamily
Potra2n1c2007 DUF946 protein
Potra2n16c29905 ATHVA22J
Potra2n8c17135 ATGPAT5
Potra2n10c20512 ATABCG6
Potra2n154s34742 GH127 domain comtianing
Potra2n8c18353 ATSMR6
Potra2n7c16179 ATCGLD27
Potra2n5c12509 
Potra2n16c29670 myb-like HTH transcriptional regulator family
Potra2n5c10936 ATLFG4
Potra2n9c19332 ATZF2
Potra2n6c13197 ATCCD1
Potra2n3c8098 LEA hydroxyproline-rich glycoprotein family
Potra2n1c478 ATTMPU
Potra2n6c14936 ATSIP2
Potra2n5c12529 ATHMP25
Potra2n1c1835 ATL6
Potra2n1c3132 ATSWEET2
Potra2n9c18813 hypothetical protein
Potra2n5c12551 ATPGSIP5
Potra2n19c33300 ATWNK4
Potra2n16c30280 josephin-like
Potra2n2c5232 ATPDE135
Potra2n8c17748 Adenine alpha hydrolases-like superfamily
Potra2n14c26737 ATPBL19
Potra2n3c7124 
Potra2n16c30557 LEA hydroxyproline-rich glycoprotein
Potra2n10c20733 ATHSPRO2
Potra2n13c26232 
Potra2n10c22127 ATNPF2.13
Potra2n5c12559 ATLOX1
Potra2n18c32115 ATHKT1
Potra2n9c19172 2OG & Fe(II)-dependent oxygenase superfamily
Potra2n8c16931 Transmembrane amino acid transporter family
Potra2n6c14579 HAD superfamily
Potra2n799s36770 ATSOK5
Potra2n4c8905 ARM repeat superfamily
Potra2n16c29552 ATARR9
Potra2n4c9079 ATHSP90.1
Potra2n1c3211 ATNF-YB2
Potra2n5c11618 NAD(P)-binding Rossmann-fold superfamily
Potra2n7c15783 patatin-like phospholipase domain
Potra2n8c17414 ATCYP704B1
Potra2n10c22148 ATIPT5
Potra2n15c28437 ATQS
Potra2n8c18018 ATXMPP
Potra2n8c18085 ATELIP1
Potra2n6c14333 ATCML42
Potra2n17c31507 1,8-cineole synthase
Potra2n11c22478 ATCYP716A1
Potra2n7c16146 ATHK1
Potra2n268s35171 ATHK1
Potra2n3c7135 ATERF105
Potra2n4c9590 ATPLAT2
Potra2n8c17703 ATAOC3
Potra2n6c14421 ATFER1
Potra2n81s34499 Thionin-like
Potra2n4c9619 ATKAT1
Potra2n18c32188 ATCLCG
Potra2n6c13118 ATDBP1
Potra2n9c19157 ATCYP82C4
Potra2n2c5671 ATILL6
Potra2n16c30330 ATFAD8
Potra2n14c26520 ATSBT1.9
Potra2n17c31812 ATRTN18
Potra2n4c9412 ATCYP82G1
Potra2n3c7136 ATERF-1
Potra2n1c1476 ATLOX3
Potra2n747s36676 ATEFE
Potra2n3c7504 
Potra2n14c27704 ATFDH
Potra2n15c28766 D-aminoacyl-tRNA deacylase
Potra2n4c9696 ATNIR1
Potra2n2c5606 ATNIA2
Potra2n13c25215 ATEP3
Potra2n8c17154 ATP5CS1
Potra2n7c16104 ATHK1
Potra2n8c18351 MATE efflux family
Potra2n17c31107 ATEXO70E1
Potra2n15c28548 ATPAO1
Potra2n15c28464 ATCuAO-zeta
Potra2n9c19054 ATPAP10
Potra2n11c23325 bHLH DNA-binding superfamily
Potra2n2c4882 ATWRKY41
Potra2n8c18092 ATAPS1
Potra2n19c33458 bHLH DNA-binding superfamily
Potra2n6c14312 IQ calmodulin-binding motif family
Potra2n266s35156 ATCLA1
Potra2n7c16259 alpha/beta-Hydrolases superfamily
Potra2n16c30512 ATCYP71A22
Potra2n1c1360 ATACX1
Potra2n4c9589 ATPLAT1
Potra2n3c8346 ATTRUA6
Potra2n9c20067 ATRZPF34
Potra2n1c1268 ATSGPP
Potra2n17c30578 DUF789
Potra2n8c17746 transmembrane protein
Potra2n2c5915 ATNPR3
Potra2n3c7734 DUF2921 putative
Potra2n3c6674 ATABCC3
Potra2n1490s37101 
Potra2n16c29633 Cysteine/Histidine-rich C1 domain family
Potra2n10c22118 ATERD9
Potra2n14c27161 ser/arg repetitive matrix
Potra2n15c28463 ATCuAO-zeta
Potra2n5c11746 P-loop containing NTP hydrolases superfamily
Potra2n13c25212 ATCYP82G1
Potra2n1c2317 ATELI3-1
Potra2n6c14534 
Potra2n203s34950 ATNRG1.1
Potra2n6c14364 ATWRKY70
Potra2n2c4494 Auxin-responsive family
Potra2n15c28419 ATSOBIR1
Potra2n17c31404 ATCASPL1F1
Potra2n19c33920 ATCRT3
Potra2n6c14433 ATAMT2
Potra2n2c4406 Ankyrin repeat family
Potra2n9c18854 P stress-inducible DUF506
Potra2n6c14360 ATSTN8
Potra2n1c1073 ATG3Pp1
Potra2n2c5045 ATTCP9
Potra2n16c30399 ATPYL4
Potra2n2c4681 
Potra2n18c33092 ATWRKY40
Potra2n6c13170 Sulfite exporter TauE/SafE family
Potra2n1c940 UAA transporter
Potra2n14c26589 ATMAPKKK5
Potra2n1c1022 ATLTPG32
Potra2n18c31948 Protein phosphatase 2C family
Potra2n384s35498 Dormancy/auxin associated family
Potra2n1c3583 S-locus lectin protein kinase family
Potra2n12c23981 ATSOT18
Potra2n16c29840 transmembrane protein
Potra2n6c15267 ATNILR2
Potra2n2c5831 ERFB-4
Potra2n5c11916 dirigent-like protein family
Potra2n2c4050 
Potra2n14c27101 ATWRKY53
Potra2n4c10459 ATPUB35
Potra2n3c7330 hydroxyproline-rich glycoprotein family
Potra2n5c11696 ATDWF4
Potra2n4c10054 ATLYP1
Potra2n2c5519 ATUGT85A2
Potra2n3c6530 DUF716 serpin
Potra2n1c1684 
Potra2n4c9102 ATHRU1
Potra2n8c16935 Cysteine proteinases superfamily
Potra2n7c16327 Protein kinase superfamily
Potra2n1c94 DUF716 serpin
Potra2n19c34199 ATAATP1
Potra2n1c2761 ATPHT1;5
Potra2n127s34661 
Potra2n2c5754 ATSWEET1
Potra2n11c22574 ATHMG1
Potra2n5c12343 DUF506
Potra2n3c8154 ATPAP22
Potra2n633s36227 cotton fiber
Potra2n16c30327 Homeodomain-like superfamily
Potra2n8c18536 CaLB domain family
Potra2n16c30279 ATSQD2
Potra2n13c25637 ATNPC4
Potra2n11c23466 Sulfite exporter TauE/SafE family
Potra2n1c3374 
Potra2n1c353 ATJ8
Potra2n17c30810 
Potra2n16c29697 PPR superfamily
Potra2n10c20785 ATUGP3
Potra2n14c26806 ATSPX3
Potra2n14c26808 ATSPX3
Potra2n1c3965 
Potra2n15c28935 ATPAP17
Potra2n17c31393 ATSRG3
Potra2n16c29601 
Potra2n13c25884 ATPPCK2
Potra2n18c32199 ATMGD2
Potra2n13c26189 PXPH-PLD subfamily of phospholipase D
Potra2n10c21465 fold protein
Potra2n9c19376 ATITPK3
Potra2n6c14819 ATMGD2
Potra2n3c8123 ATPEPC1
Potra2n7c16596 ATHHP4
Potra2n1c2826 ATSRG3
Potra2n18c32121 ATSPX2
Potra2n6c14752 ATSPX2
Potra2n13c25981 DUF2358
Potra2n2c5120 ATSPX3
Potra2n6c14095 transmembrane protein
Potra2n6c14482 ATSQD2
Potra2n9c18681 alpha/beta-Hydrolases superfamily
Potra2n11c23300 ATNSL1
Potra2n15c29121 
Potra2n10c21938 Acid phosphatase/V-dependent haloperoxidase-related
Potra2n8c16846 GABA transporter
Potra2n5c12694 ATDLO1
Potra2n4c8729 ATscpl31
Potra2n1c2934 ATLHT1
Potra2n9c18949 ATAAP2
Potra2n18c33172 Cyclic nucleotide gated channel family
Potra2n1c721 
Potra2n18c32068 bHLH DNA-binding superfamily
Potra2n9c19482 ATCYP87A2
Potra2n9c19089 ATRD2
Potra2n8c18414 ATEMB3108
Potra2n1408s37052 
Potra2n5c12114 ATGGT1
Potra2n8c17513 ATABCG37
Potra2n13c25134 Ankyrin repeat containing
Potra2n17c30644 ATHMP01
Potra2n13c25129 Ankyrin repeat containing
Potra2n1c3594 ATRK3

Potra2n1c1724 ATHAB2
Potra2n2c4816 ser/arg repetitive matrix

Potra2n6c15083 ATGLU1
Potra2n9c19654 ATMATE
Potra2n4c8518 ATAPR1
Potra2n2c4565 ATSAG21
Potra2n13c25668 MATE efflux family
Potra2n2c5397 ATAAP6
Potra2n4c8639 S-locus lectin protein kinase family
Potra2n3c7503 ATNPF6.3
Potra2n8c17602 ATBXL1
Potra2n18c32440 ATXTR6
Potra2n8c17549 Plant invertase/pectin methylesterase inhibitor superfamily
Potra2n14c26937 ATPHT5;3
Potra2n199s34916 ATGSTU7
Potra2n1c679 ATIGP2
Potra2n17c31885 ATHOL3
Potra2n17c30668 ATGAD
Potra2n18c32125 cytochrome P450 family
Potra2n1c831 ATPGF12
Potra2n2c4598 P-loop containing NTP hydrolases superfamily
Potra2n10c21610 ATUMAMIT36
Potra2n4c8622 ATCRK34
Potra2n4c9349 ATLBD41
Potra2n6c14477 ATAUX1
Potra2n10c20792 Peptide-N4-NAG-asparagine amidase A
Potra2n7c15864 ATRRM
Potra2n9c19481 bHLH DNA-binding superfamily
Potra2n5c12621 ATHIGD2
Potra2n9c19145 ATPDV2
Potra2n15c28441
Potra2n15c28440 ATWR3
Potra2n18c32565 ATASP2
Potra2n2c4551 LYR motif
Potra2n1c2895 ATCLC-B
Potra2n14c27006 ATCYSC1
Potra2n7c15464 ATRING1B
Potra2n1c796 ATPGD3
Potra2n1c827 ATMDAR6
Potra2n14c27340 ATBCP1
Potra2n16c30193 ATAKR4C10
Potra2n1c1486 GRAS family
Potra2n19c33457 bHLH DNA-binding superfamily
Potra2n650s36268 ATHOT5
Potra2n8c18105 ATCIPK4
Potra2n1c2361 ATHOT5
Potra2n4c9742 2OG & Fe(II)-dependent oxygenase superfamily
Potra2n426s35633 ATCBSX5
Potra2n14c27409 ATAUD1
Potra2n8c16718 ATZIFL1
Potra2n14c27478 ATSWA1
Potra2n8c18221 ATIIL1
Potra2n6c13502 ATABS2
Potra2n1c3167 Remorin family
Potra2n1c3303 ATGA2OX1
Potra2n6c14860 ATRITF1
Potra2n1c3844 ATPILS3
Potra2n7c15630 DNA-binding storekeeper protein-related transcriptional regulator
Potra2n5c12431 ATOASA1
Potra2n2c6001 ATFKD1
Potra2n14c27135 ATMEE47
Potra2n6c12957 Protein phosphatase 2C family
Potra2n12c24465 ATCYP71A22
Potra2n6c13008 ATASP5
Potra2n10c21293 ATHHO2
Potra2n2c6137 pfkB-like carbohydrate kinase family
Potra2n12c23912 ATGLT1
Potra2n15c28859 ATPMEAMT
Potra2n11c23391 FBD, F-box and LRR domains containing
Potra2n3c6882 ATSDI1
Potra2n9c19486 ATNOXY38
Potra2n4c10189 ATFD3
Potra2n4c9465 ATMDH
Potra2n1c2120 NAD(P)-binding Rossmann-fold superfamily
Potra2n15c28480 ATNRT2.5
Potra2n14c27393 ATSAG21
Potra2n1c494 ATG6PD2
Potra2n9c18689 ATFD3
Potra2n5c11037 ATCAND3
Potra2n1c3259 ATRFNR1
Potra2n3c7270 ATPGD3
Potra2n5c11320 ATNIA2
Potra2n2c5243 ATRBP47C
Potra2n17c31519 Aldolase-type TIM barrel family protein
Potra2n1c322 ephrin-A3
Potra2n1c1954 ATCIPK3
Potra2n1c685 ATBHLH14
Potra2n1c723 ATNLP7
Potra2n1c366 ATWRKY40
Potra2n5c11517 ATXF1
Potra2n5c10502 ATPLATZ1
Potra2n1c2237 ATSIR
Potra2n4c10074 ATCYP94C1
Potra2n7c16256 ATMAPKKK19
Potra2n7c15824 ATAF1
Potra2n5c11091 ATCEK3
Potra2n5c11625 ATMAPKKK5
Potra2n3c6974 ATG6PD2
Potra2n700s36526 ATUPM1
Potra2n17c31530 ATDIT2.1
Potra2n1c1053 Lactate/malate dehydrogenase family
Potra2n3c7064 Protein phosphatase 2C family
Potra2n1c496 ATACR4
Potra2n9c19920 ATCNX2
Potra2n1c3307 ATUBP15
Potra2n5c11357 Phosphoglycerate mutase family
Potra2n2c4957 ATUBC4
Potra2n9c19330 ATLBD38
Potra2n15c28643 ATNITR2;1
Potra2n15c27976 ATPAE9
Potra2n4c10024 ATSTY46
Potra2n1c318 ephrin-A3
Potra2n12c23757 Ca2+-binding endonuclease/exonuclease/phosphatase
Potra2n10c21240 ATNIK2

Potra2n738s36638 ATPCME
Potra2n7c15738 O-fucosyltransferase 38
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Potra2n8c17773 alpha/beta hydrolase family
Potra2n10c20416 ATSYTC
Potra2n16c29536 ATSIB1
Potra2n2c6179 ATPAP10
Potra2n15c28493 ATPUX10
Potra2n2c5098 nitroreductase family
Potra2n4c8686 Inositol monophosphatase family
Potra2n2c5524 Outer arm dynein light chain 1
Potra2n17c30939 Rhomboid-related intramembrane ser protease family
Potra2n14c27467 ATMEE32
Potra2n11c22562 ATVTL5
Potra2n1c3617 ATCXXS1
Potra2n5c10864 ATLBD16
Potra2n16c29392 
Potra2n6c14263 ATNCS1
Potra2n7c15499 vacuolar sorting protein 9 domain 
Potra2n8c18536 CaLB domain family
Potra2n12c24072 ATPAP17
Potra2n10c21465 fold protein
Potra2n7c16596 ATHHP4
Potra2n6c15267 ATNILR2
Potra2n2c4985 ATMCTP7
Potra2n12c23799 ATOPT9
Potra2n17c31393 ATSRG3
Potra2n9c18949 ATAAP2
Potra2n10c20373 ATACR10
Potra2n14c26487 ATASPGB1
Potra2n7c16541 ATRLCK VI_A3
Potra2n15c29046 ATAOX1A
Potra2n10c20757 ATCCR3

Potra2n6c13814 
Potra2n10c21184 ATMRH6
Potra2n14c27570 NAD(P)-binding Rossmann-fold superfamily
Potra2n16c30328 ATACI1
Potra2n19c34342 ATLIK1
Potra2n8c16766 ATCAT7
Potra2n6c14432 
Potra2n8c16727 ATWRI1
Potra2n4c8489 ATMYS1
Potra2n6c15012 Glycosyl transferase family 4
Potra2n9c19776 ATGIL1
Potra2n14c26583 DUF547
Potra2n420s35610 ATCNGC8
Potra2n699s36524 
Potra2n8c18047 ATPHP
Potra2n12c24798 ATAHG1
Potra2n11c23195 bHLH35-like
Potra2n8c18152 ATRAD5B
Potra2n14c27463 
Potra2n11c23103 S-adenosyl-L-methionine-dependent methyltransferases superfamily
Potra2n11c23397 ARM repeat superfamily
Potra2n6c13940 ATDLK2
Potra2n681s36450 ATSGS3
Potra2n4c8731 ATC025
Potra2n3c7161 ATCEL2
Potra2n16c29236 Transducin/WD40 repeat-like superfamily
Potra2n5c12138 ATPnsL4
Potra2n14c27119 ATREC1
Potra2n81s34501 
Potra2n3c6894 ATNCED6
Potra2n9c19489 ATMCTP2
Potra2n3c8258 ATSGS3
Potra2n7c16624 ATCAMS1
Potra2n1c2551 ATWLIM1
Potra2n12c24399 Pectin lyase-like superfamily
Potra2n1c3485 ATMVQ1
Potra2n2c5022 ATSK32
Potra2n680s36424 ATCASPL2A1
Potra2n13c25019 ATemb1354
Potra2n13c25021 ATFLA12
Potra2n15c29105 ATFLA12
Potra2n12c23847 ATFLA12
Potra2n4c10260 ATFLA12
Potra2n9c20009 ATFLA12
Potra2n1c922 ATCYP76C6
Potra2n1c2150 Nucleotide-sugar transporter family
Potra2n7c16290 NAD(P)-binding Rossmann-fold superfamily
Potra2n9c19066 
Potra2n2c5705 ATACO5
Potra2n7c15924 
Potra2n19c33346 ATFLA11
Potra2n3c7593 
Potra2n8c17679 RNI-like superfamily
Potra2n10c22278 ATDI21
Potra2n5c10985 hypothetical protein
Potra2n6c13626 DIR-like protein family
Potra2n19c33344 ATFLA12
Potra2n4c9502 ATIRX6
Potra2n8c17636 
Potra2n14c26346 ATRGIL6
Potra2n2c5687 beta-galactosidase 16
Potra2n4c9841 ATSFH3
Potra2n4c9506 ATPLCL1
Potra2n3c7785 
Potra2n10c21724 ATFL2
Potra2n3c7089 ATGALS3
Potra2n17c31035 ATRRT1
Potra2n16c29649 ATMOD1
Potra2n14c27117 ATRMF
Potra2n4c9507 ATBR6OX1
Potra2n19c34121 Tryptophan/tyrosine permease
Potra2n10c21764 
Potra2n6c15114 ATHSP23.6-MITO
Potra2n5c10819 ATNDR2
Potra2n5c11223 ATACO5
Potra2n14c26485 DUF303
Potra2n1c3762 ATGALT31A
Potra2n15c29208 ATKPI-2
Potra2n3c6472 Pyruvate kinase family
Potra2n5c11114 ATRNR1
Potra2n7c16357 Major facilitator superfamily
Potra2n2c5528 alpha/beta-Hydrolases superfamily
Potra2n9c19656 ATTZF8
Potra2n9c19357 Xanthine/uracil permease family
Potra2n12c24301 ATEB1B
Potra2n17c30664 ATUGP2
Potra2n10c20389 ATARK1
Potra2n5c11771 ATP binding microtubule motor family
Potra2n1c463 ATAGM1
Potra2n19c34115 ATBTL06
Potra2n6c15061 P-loop containing NTP hydrolases superfamily
Potra2n18c32725 ATFAB1

Potra2n4c9733 Peroxidase superfamily
Potra2n13c25099 ATISTL10
Potra2n9c19485 ATCYP705A18
Potra2n19c34464 Peroxidase superfamily
Potra2n19c34461 Peroxidase superfamily
Potra2n5c10888 GABA transporter
Potra2n6c14603 ATSMR3
Potra2n4c8905 ARM repeat superfamily
Potra2n3c6694 ATLNK2
Potra2n10c22127 ATNPF2.13
Potra2n1c3955 ATRGFR3
Potra2n6c15063 member of MRP subfamily
Potra2n4c10189 ATFD3
Potra2n377s35475 ATCAR1
Potra2n125s34633 ATNOI6
Potra2n5c12474 
Potra2n17c31070 Copia-like polyprotein/retrotransposon
Potra2n819s36800 ATPTL
Potra2n4c8435 ATEFE
Potra2n8c16935 Cysteine proteinases superfamily
Potra2n2c4050 
Potra2n3c7330 hydroxyproline-rich glycoprotein family
Potra2n5c11696 ATDWF4
Potra2n1c1212 
Potra2n3c7341 2OG & Fe(II)-dependent oxygenase superfamily
Potra2n246s35110 ATMES1
Potra2n1c1591 LEA hydroxyproline-rich glycoprotein family
Potra2n4c9690 PLC-like phosphodiesterases superfamily
Potra2n4c8834 ATDMP4
Potra2n8c17168 
Potra2n15c28518 UDP-NAG-NAM-PP-undecaprenol NAG
Potra2n15c28122 Plant invertase/pectin methylesterase inhibitor superfamily
Potra2n11c22391 ATAAP7
Potra2n6c13197 ATCCD1
Potra2n17c31708 ATRCI3
Potra2n10c20603 Cysteine/Histidine-rich C1 domain family
Potra2n10c20602 Cysteine/Histidine-rich C1 domain family
Potra2n3c8098 LEA hydroxyproline-rich glycoprotein family
Potra2n1c478 ATTMPU
Potra2n2c5137 senescence-associated family protein (DUF581)
Potra2n14c26606 ATS
Potra2n1c3716 ATGSTU22
Potra2n1c3711 ATGSTU25
Potra2n15c28995 ATABCC10
Potra2n154s34742 GH127 domain comtianing
Potra2n3c6614 GH127 domain comtianing
Potra2n3c6613 GH127 domain comtianing
Potra2n3c6760 ATFT1
Potra2n16c30119 ATHMP43
Potra2n8c18075 ATFL2
Potra2n3c6940 PLP-dependent transferases superfamily
Potra2n10c22155 ARM repeat superfamily
Potra2n7c16179 ATCGLD27
Potra2n7c16489 ATAP3
Potra2n11c22450 ATMEE23
Potra2n5c10826 ATNAC074
Potra2n8c17135 ATGPAT5
Potra2n10c20512 ATABCG6
Potra2n3c6889 ATTT4
Potra2n12c24315 ATHB16
Potra2n1c2838 ATRWP1
Potra2n6c14908 ATCTPB
Potra2n11c22566 ATPILS3
Potra2n13c25348 ATABCG25
Potra2n495s35812 ATABCG25
Potra2n19c33630 ATABCG25
Potra2n18c32873 ATCCD8
Potra2n10c22200 ATLBO1
Potra2n4c10098 ATPSK3
Potra2n2c6134 
Potra2n6c14438 TPP-dependent pyruvate decarboxylase family
Potra2n3c6981 ATSAUR55
Potra2n4c10281 
Potra2n6c13596 alpha/beta-Hydrolases superfamily
Potra2n8c17940 ATETL1
Potra2n7c16449 ATCLAMT
Potra2n4c9043 Major facilitator superfamily
Potra2n4c9643 Peroxidase superfamily
Potra2n6c13323 ATROXY21
Potra2n1c831 ATPGF12
Potra2n4c9135 Protein kinase superfamily
Potra2n19c33806 NPF4.4c
Potra2n1c1406 ATAAH
Potra2n14c27366 ATCOBL7
Potra2n1c2577 ATSTZ
Potra2n5c11136 ATDF1
Potra2n14c26863 ATLBD19
Potra2n1c889 ATHMA5
Potra2n1c1484 alpha/beta-Hydrolases superfamily
Potra2n5c12551 ATPGSIP5
Potra2n19c33300 ATWNK4
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(A) (B) Potra2n9c19145 ATPDV2
Potra2n9c18689 ATFD3
Potra2n5c11357 Phosphoglycerate mutase family
Potra2n1c2120 NAD(P)-binding Rossmann-fold superfamily
Potra2n199s34916 ATGSTU7
Potra2n7c15824 ATAF1
Potra2n9c19486 ATNOXY38
Potra2n700s36526 ATUPM1
Potra2n14c27135 ATMEE47
Potra2n6c14477 ATAUX1
Potra2n5c12431 ATOASA1
Potra2n17c31530 ATDIT2.1
Potra2n17c31519 Aldolase-type TIM barrel family protein
Potra2n1c2237 ATSIR
Potra2n5c11037 ATCAND3
Potra2n9c19920 ATCNX2
Potra2n8c18221 ATIIL1
Potra2n7c15630 DNA-binding storekeeper protein-related transcriptional regulator
Potra2n6c14860 ATRITF1
Potra2n5c11517 ATXF1
Potra2n1c3167 Remorin family
Potra2n14c27478 ATSWA1
Potra2n6c13008 ATASP5
Potra2n3c7064 Protein phosphatase 2C family
Potra2n3c7503 ATNPF6.3
Potra2n2c5243 ATRBP47C
Potra2n1c3844 ATPILS3
Potra2n1c366 ATWRKY40
Potra2n8c17602 ATBXL1
Potra2n1c1486 GRAS family
Potra2n2c5397 ATAAP6
Potra2n5c11320 ATNIA2
Potra2n4c10024 ATSTY46
Potra2n15c28440 ATWR3
Potra2n9c19481 bHLH DNA-binding superfamily
Potra2n3c6974 ATG6PD2
Potra2n12c24465 ATCYP71A22
Potra2n18c32125 cytochrome P450 family
Potra2n9c19654 ATMATE
Potra2n19c33457 bHLH DNA-binding superfamily
Potra2n4c9349 ATLBD41
Potra2n7c15464 ATRING1B
Potra2n14c26937 ATPHT5;3
Potra2n6c12957 Protein phosphatase 2C family
Potra2n2c6137 pfkB-like carbohydrate kinase family
Potra2n15c28643 ATNITR2;1
Potra2n5c11625 ATMAPKKK5
Potra2n18c32565 ATASP2
Potra2n1c3307 ATUBP15
Potra2n10c21240 ATNIK2
Potra2n8c18105 ATCIPK4
Potra2n13c25668 MATE efflux family
Potra2n2c4598 P-loop containing NTP hydrolases superfamily
Potra2n2c6001 ATFKD1
Potra2n1c496 ATACR4
Potra2n14c27409 ATAUD1
Potra2n10c20792 Peptide-N4-NAG-asparagine amidase A
Potra2n15c27976 ATPAE9
Potra2n6c13502 ATABS2
Potra2n1c827 ATMDAR6
Potra2n4c9465 ATMDH
Potra2n10c21293 ATHHO2
Potra2n1c2895 ATCLC-B
Potra2n1c1053 Lactate/malate dehydrogenase family
Potra2n8c16718 ATZIFL1
Potra2n1c685 ATBHLH14
Potra2n426s35633 ATCBSX5
Potra2n1c1954 ATCIPK3
Potra2n2c4551 LYR motif
Potra2n8c17549 Plant invertase/pectin methylesterase inhibitor superfamily
Potra2n1c322 ephrin-A3
Potra2n1c318 ephrin-A3
Potra2n1c796 ATPGD3
Potra2n3c7270 ATPGD3
Potra2n4c9742 2OG & Fe(II)-dependent oxygenase superfamily
Potra2n16c30193 ATAKR4C10
Potra2n11c23391 FBD, F-box and LRR domains containing
Potra2n12c23912 ATGLT1
Potra2n1c494 ATG6PD2
Potra2n3c6882 ATSDI1
Potra2n7c16256 ATMAPKKK19
Potra2n12c23757 Ca2+-binding endonuclease/exonuclease/phosphatase
Potra2n17c30668 ATGAD
Potra2n5c12621 ATHIGD2
Potra2n17c31885 ATHOL3
Potra2n1c723 ATNLP7
Potra2n2c4957 ATUBC4
Potra2n5c11091 ATCEK3
Potra2n14c27340 ATBCP1
Potra2n4c8518 ATAPR1
Potra2n2c4565 ATSAG21
Potra2n14c27393 ATSAG21
Potra2n15c28859 ATPMEAMT
Potra2n1c831 ATPGF12
Potra2n1c2361 ATHOT5
Potra2n650s36268 ATHOT5
Potra2n4c8639 S-locus lectin protein kinase family
Potra2n10c21610 ATUMAMIT36
Potra2n14c27006 ATCYSC1
Potra2n4c8622 ATCRK34
Potra2n18c32440 ATXTR6
Potra2n1c679 ATIGP2
Potra2n1c3303 ATGA2OX1
Potra2n4c10189 ATFD3
Potra2n5c10502 ATPLATZ1
Potra2n4c10074 ATCYP94C1
Potra2n15c28480 ATNRT2.5
Potra2n7c15864 ATRRM
Potra2n9c19330 ATLBD38
Potra2n6c15083 ATGLU1
Potra2n1c3259 ATRFNR1
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Potra2n15c29121 
Potra2n5c12114 ATGGT1
Potra2n2c5754 ATSWEET1
Potra2n6c14333 ATCML42
Potra2n18c32199 ATMGD2
Potra2n3c7136 ATERF-1
Potra2n5c12551 ATPGSIP5
Potra2n5c12694 ATDLO1
Potra2n1c1360 ATACX1
Potra2n11c23466 Sulfite exporter TauE/SafE family
Potra2n9c19172 2OG & Fe(II)-dependent oxygenase superfamily
Potra2n1c353 ATJ8
Potra2n16c29840 transmembrane protein
Potra2n8c18092 ATAPS1
Potra2n9c18949 ATAAP2
Potra2n4c9590 ATPLAT2
Potra2n16c30512 ATCYP71A22
Potra2n9c19157 ATCYP82C4
Potra2n15c28463 ATCuAO-zeta
Potra2n1c94 DUF716 serpin
Potra2n19c34382 Terpenoid cyclases/Protein prenyltransferases superfamily
Potra2n15c28464 ATCuAO-zeta
Potra2n3c7734 DUF2921 putative
Potra2n154s34742 GH127 domain comtianing
Potra2n4c9619 ATKAT1
Potra2n10c20785 ATUGP3
Potra2n8c18018 ATXMPP
Potra2n19c33300 ATWNK4
Potra2n5c12559 ATLOX1
Potra2n4c9102 ATHRU1
Potra2n4c8905 ARM repeat superfamily
Potra2n1c1268 ATSGPP
Potra2n1c3211 ATNF-YB2
Potra2n799s36770 ATSOK5
Potra2n14c26589 ATMAPKKK5
Potra2n9c19376 ATITPK3
Potra2n1c1684 
Potra2n5c11916 dirigent-like protein family
Potra2n13c25215 ATEP3
Potra2n8c16935 Cysteine proteinases superfamily
Potra2n7c15783 patatin-like phospholipase domain
Potra2n8c18536 CaLB domain family
Potra2n1c2826 ATSRG3
Potra2n8c18351 MATE efflux family
Potra2n6c13785 NAD(P)-binding Rossmann-fold superfamily
Potra2n5c11618 NAD(P)-binding Rossmann-fold superfamily
Potra2n9c19089 ATRD2
Potra2n1c1835 ATL6
Potra2n5c11696 ATDWF4
Potra2n13c25212 ATCYP82G1
Potra2n15c28766 D-aminoacyl-tRNA deacylase
Potra2n2c4882 ATWRKY41
Potra2n1c3583 S-locus lectin protein kinase family
Potra2n246s35110 ATMES1
Potra2n5c12343 DUF506
Potra2n8c17414 ATCYP704B1
Potra2n11c22574 ATHMG1
Potra2n1c2934 ATLHT1
Potra2n16c29697 PPR superfamily
Potra2n11c22478 ATCYP716A1
Potra2n18c32115 ATHKT1
Potra2n2c4050 
Potra2n14c26520 ATSBT1.9
Potra2n16c30327 Homeodomain-like superfamily
Potra2n17c31507 1,8-cineole synthase
Potra2n1c3594 ATRK3
Potra2n8c17135 ATGPAT5
Potra2n15c28419 ATSOBIR1
Potra2n4c9696 ATNIR1
Potra2n14c27704 ATFDH
Potra2n1c1073 ATG3Pp1
Potra2n10c22148 ATIPT5
Potra2n2c5671 ATILL6
Potra2n1c2317 ATELI3-1
Potra2n16c30399 ATPYL4
Potra2n7c16596 ATHHP4
Potra2n2c4406 Ankyrin repeat family
Potra2n14c26737 ATPBL19
Potra2n17c31404 ATCASPL1F1
Potra2n6c14936 ATSIP2
Potra2n13c25981 DUF2358
Potra2n8c18353 ATSMR6
Potra2n8c16964 ATPDIL1-3
Potra2n4c10459 ATPUB35
Potra2n5c12529 ATHMP25
Potra2n2c4681 0
Potra2n14c26806 ATSPX3
Potra2n6c14534 0
Potra2n18c33172 Cyclic nucleotide gated channel family
Potra2n18c33092 ATWRKY40
Potra2n10c22127 ATNPF2.13
Potra2n18c31948 Protein phosphatase 2C family
Potra2n13c26232 
Potra2n2c4494 Auxin-responsive family
Potra2n19c33920 ATCRT3
Potra2n3c7124 
Potra2n5c10936 ATLFG4
Potra2n2c5950 hypothetical protein
Potra2n9c18854 P stress-inducible DUF506
Potra2n19c34199 ATAATP1
Potra2n8c17746 transmembrane protein
Potra2n3c8154 ATPAP22
Potra2n633s36227 cotton fiber
Potra2n13c25637 ATNPC4
Potra2n8c18476 ARM repeat superfamily
Potra2n15c28127 ATGH9B6
Potra2n18c32976 PNP role
Potra2n10c20512 ATABCG6
Potra2n16c29670 myb-like HTH transcriptional regulator family
Potra2n1c1022 ATLTPG32
Potra2n2c5232 ATPDE135
Potra2n4c10071 ATCER4
Potra2n7c16179 ATCGLD27
Potra2n5c11919 ATCAT2
Potra2n6c13197 ATCCD1
Potra2n10c20733 ATHSPRO2
Potra2n14c27101 ATWRKY53
Potra2n13c26189 PXPH-PLD subfamily of phospholipase D
Potra2n1c940 UAA transporter
Potra2n1c3965 
Potra2n16c30330 ATFAD8
Potra2n12c24414 UDP-NAG-NAM-PP-undecaprenol NAG-protein
Potra2n3c7330 hydroxyproline-rich glycoprotein family
Potra2n1c1591 LEA hydroxyproline-rich glycoprotein family
Potra2n3c7135 ATERF105
Potra2n2c6238 ATGASA1
Potra2n9c18813 hypothetical protein
Potra2n2c6308 Major facilitator superfamily
Potra2n3c7551 UCP012943 protein
Potra2n10c21938 Acid phosphatase/V-dependent haloperoxidase-related
Potra2n1c478 ATTMPU
Potra2n3c6530 DUF716 serpin
Potra2n6c14360 ATSTN8
Potra2n8c17168 
Potra2n10c20603 Cysteine/Histidine-rich C1 domain family
Potra2n14c26522 ATSBT1.9
Potra2n16c30279 ATSQD2
Potra2n4c8834 ATDMP4
Potra2n2c6109 ATNAC074
Potra2n15c28518 UDP-NAG-NAM-PP-undecaprenol NAG
Potra2n5c12509 
Potra2n16c29905 ATHVA22J
Potra2n16c29729 ATPGAZAT
Potra2n4c9690 PLC-like phosphodiesterases superfamily
Potra2n2c5519 ATUGT85A2
Potra2n2c5831 ERFB-4
Potra2n14c26808 ATSPX3
Potra2n9c19332 ATZF2
Potra2n1c2007 DUF946 protein
Potra2n3c8098 LEA hydroxyproline-rich glycoprotein family
Potra2n16c30557 LEA hydroxyproline-rich glycoprotein
Potra2n17c31708 ATRCI3
Potra2n11c23300 ATNSL1
Potra2n8c17748 Adenine alpha hydrolases-like superfamily
Potra2n1c3374 
Potra2n8c16931 Transmembrane amino acid transporter family
Potra2n6c14433 ATAMT2
Potra2n4c9412 ATCYP82G1
Potra2n1c2761 ATPHT1;5
Potra2n3c7504
Potra2n13c25134 Ankyrin repeat containing
Potra2n6c13170 Sulfite exporter TauE/SafE family
Potra2n10c21465 fold protein
Potra2n268s35171 ATHK1
Potra2n9c19054 ATPAP10
Potra2n17c31393 ATSRG3
Potra2n6c14819 ATMGD2
Potra2n6c14312 IQ calmodulin-binding motif family
Potra2n81s34499 Thionin-like
Potra2n16c29552 ATARR9
Potra2n1c1476 ATLOX3
Potra2n17c30644 ATHMP01
Potra2n8c17513 ATABCG37
Potra2n384s35498 Dormancy/auxin associated family
Potra2n3c6674 ATABCC3
Potra2n7c16104 ATHK1
Potra2n2c5045 ATTCP9
Potra2n2c5120 ATSPX3
Potra2n13c25129 Ankyrin repeat containing
Potra2n18c32068 bHLH DNA-binding superfamily
Potra2n18c32188 ATCLCG
Potra2n266s35156 ATCLA1
Potra2n4c10054 ATLYP1
Potra2n3c8123 ATPEPC1
Potra2n15c28935 ATPAP17
Potra2n1c3132 ATSWEET2
Potra2n8c17703 ATAOC3
Potra2n17c30810 
Potra2n16c29633 Cysteine/Histidine-rich C1 domain family
Potra2n6c14752 ATSPX2
Potra2n2c5915 ATNPR3
Potra2n4c8729 ATscpl31
Potra2n6c15267 ATNILR2
Potra2n747s36676 ATEFE
Potra2n5c11746 P-loop containing NTP hydrolases superfamily
Potra2n16c29601 
Potra2n14c27161 ser/arg repetitive matrix
Potra2n6c14364 ATWRKY70
Potra2n9c20067 ATRZPF34
Potra2n7c16327 Protein kinase superfamily
Potra2n19c33458 bHLH DNA-binding superfamily
Potra2n18c32121 ATSPX2
Potra2n203s34950 ATNRG1.1
Potra2n7c16146 ATHK1
Potra2n1c721 
Potra2n7c16259 alpha/beta-Hydrolases superfamily
Potra2n8c18085 ATELIP1
Potra2n11c23325 bHLH DNA-binding superfamily
Potra2n10c22118 ATERD9
Potra2n13c25884 ATPPCK2
Potra2n6c14095 transmembrane protein
Potra2n12c23981 ATSOT18
Potra2n2c5606 ATNIA2
Potra2n4c9079 ATHSP90.1
Potra2n15c28548 ATPAO1
Potra2n17c30578 DUF789
Potra2n9c19482 ATCYP87A2
Potra2n8c16846 GABA transporter
Potra2n16c30280 josephin-like
Potra2n8c17154 ATP5CS1
Potra2n4c9589 ATPLAT1
Potra2n17c31812 ATRTN18
Potra2n6c14421 ATFER1
Potra2n15c28437 ATQS
Potra2n6c14482 ATSQD2
Potra2n17c31107 ATEXO70E1
Potra2n6c14579 HAD superfamily
Potra2n9c18681 alpha/beta-Hydrolases superfamily
Potra2n6c13118 ATDBP1
Potra2n3c8346 ATTRUA6
Potra2n8c18414 ATEMB3108
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Potra2n1c1724 ATHAB2
Potra2n2c4816 ser/arg repetitive matrixUpregulated after 8h
Potra2n7c15738 O-fucosyltransferase 38
Potra2n738s36638 ATPCMEUpregulated after 12h

Potra2n16c29392 
Potra2n6c14263 ATNCS1
Potra2n10c20757 ATCCR3
Potra2n16c29536 ATSIB1
Potra2n5c10864 ATLBD16
Potra2n12c24072 ATPAP17
Potra2n14c26487 ATASPGB1
Potra2n2c5524 Outer arm dynein light chain 1
Potra2n8c18536 CaLB domain family
Potra2n12c23799 ATOPT9
Potra2n2c4985 ATMCTP7
Potra2n7c16596 ATHHP4
Potra2n9c18949 ATAAP2
Potra2n2c5098 nitroreductase family
Potra2n10c20373 ATACR10
Potra2n15c29046 ATAOX1A
Potra2n7c15499 vacuolar sorting protein 9 domain 
Potra2n7c16541 ATRLCK VI_A3
Potra2n1c3617 ATCXXS1
Potra2n8c17773 alpha/beta hydrolase family
Potra2n17c31393 ATSRG3
Potra2n17c30939 Rhomboid-related intramembrane ser protease family
Potra2n11c22562 ATVTL5
Potra2n15c28493 ATPUX10
Potra2n2c6179 ATPAP10
Potra2n10c21465 fold protein
Potra2n10c20416 ATSYTC
Potra2n6c15267 ATNILR2
Potra2n14c27467 ATMEE32
Potra2n4c8686 Inositol monophosphatase family
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Potra2n8c18152 ATRAD5B
Potra2n9c19776 ATGIL1
Potra2n1c3762 ATGALT31A
Potra2n17c30664 ATUGP2
Potra2n16c30328 ATACI1
Potra2n11c23195 bHLH35-like
Potra2n5c11114 ATRNR1
Potra2n12c24798 ATAHG1
Potra2n3c7593 
Potra2n6c15114 ATHSP23.6-MITO
Potra2n16c29236 Transducin/WD40 repeat-like superfamily
Potra2n14c27570 NAD(P)-binding Rossmann-fold superfamily
Potra2n6c13814 
Potra2n3c7089 ATGALS3
Potra2n4c9507 ATBR6OX1
Potra2n11c23103 S-adenosyl-L-methionine-dependent methyltransferases superfamily
Potra2n1c2551 ATWLIM1
Potra2n10c21184 ATMRH6
Potra2n10c20389 ATARK1
Potra2n11c23397 ARM repeat superfamily
Potra2n5c10819 ATNDR2
Potra2n10c22278 ATDI21
Potra2n8c16727 ATWRI1
Potra2n9c19489 ATMCTP2
Potra2n10c21724 ATFL2
Potra2n14c27463 
Potra2n81s34501 
Potra2n5c12138 ATPnsL4
Potra2n12c24301 ATEB1B
Potra2n19c34121 Tryptophan/tyrosine permease
Potra2n420s35610 ATCNGC8
Potra2n699s36524 
Potra2n19c34342 ATLIK1
Potra2n9c19656 ATTZF8
Potra2n3c7161 ATCEL2
Potra2n14c26583 DUF547
Potra2n4c8731 ATC025
Potra2n5c11771 ATP binding microtubule motor family
Potra2n19c34115 ATBTL06
Potra2n17c31035 ATRRT1
Potra2n12c23847 ATFLA12
Potra2n9c20009 ATFLA12
Potra2n4c10260 ATFLA12
Potra2n18c32725 ATFAB1
Potra2n7c16290 NAD(P)-binding Rossmann-fold superfamily
Potra2n1c2150 Nucleotide-sugar transporter family
Potra2n13c25019 ATemb1354
Potra2n13c25021 ATFLA12
Potra2n19c33344 ATFLA12
Potra2n1c922 ATCYP76C6
Potra2n15c29105 ATFLA12
Potra2n9c19357 Xanthine/uracil permease family
Potra2n9c19066 
Potra2n4c9506 ATPLCL1
Potra2n8c17636 
Potra2n8c17679 RNI-like superfamily
Potra2n2c5687 beta-galactosidase 16
Potra2n4c9502 ATIRX6
Potra2n14c26346 ATRGIL6
Potra2n6c13626 DIR-like protein family
Potra2n1c463 ATAGM1
Potra2n16c29649 ATMOD1
Potra2n4c9841 ATSFH3
Potra2n14c27117 ATRMF
Potra2n6c15061 P-loop containing NTP hydrolases superfamily
Potra2n19c33346 ATFLA11
Potra2n3c6894 ATNCED6
Potra2n2c5528 alpha/beta-Hydrolases superfamily
Potra2n6c14432 
Potra2n5c11223 ATACO5
Potra2n2c5705 ATACO5
Potra2n12c24399 Pectin lyase-like superfamily
Potra2n14c27119 ATREC1
Potra2n4c8489 ATMYS1
Potra2n681s36450 ATSGS3
Potra2n3c8258 ATSGS3
Potra2n2c5022 ATSK32
Potra2n7c16624 ATCAMS1
Potra2n680s36424 ATCASPL2A1
Potra2n15c29208 ATKPI-2
Potra2n8c16766 ATCAT7
Potra2n8c18047 ATPHP
Potra2n6c13940 ATDLK2
Potra2n3c6472 Pyruvate kinase family
Potra2n7c15924 
Potra2n14c26485 DUF303
Potra2n3c7785 
Potra2n7c16357 Major facilitator superfamily
Potra2n1c3485 ATMVQ1
Potra2n5c10985 hypothetical protein
Potra2n6c15012 Glycosyl transferase family 4
Potra2n10c21764
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Potra2n1c1406 ATAAH
Potra2n4c8905 ARM repeat superfamily
Potra2n2c5137 senescence-associated family protein (DUF581)
Potra2n12c24315 ATHB16
Potra2n8c16935 Cysteine proteinases superfamily
Potra2n19c33300 ATWNK4
Potra2n4c10189 ATFD3
Potra2n1c889 ATHMA5
Potra2n4c10281 
Potra2n18c32873 ATCCD8
Potra2n1c1212 
Potra2n4c9643 Peroxidase superfamily
Potra2n11c22566 ATPILS3
Potra2n2c4050 
Potra2n19c33806 NPF4.4c
Potra2n16c30119 ATHMP43
Potra2n6c13596 alpha/beta-Hydrolases superfamily
Potra2n8c17940 ATETL1
Potra2n4c9733 Peroxidase superfamily
Potra2n6c15063 member of MRP subfamily
Potra2n19c33630 ATABCG25
Potra2n1c3955 ATRGFR3
Potra2n4c9135 Protein kinase superfamily
Potra2n17c31070 Copia-like polyprotein/retrotransposon
Potra2n5c11136 ATDF1
Potra2n9c19485 ATCYP705A18
Potra2n10c22127 ATNPF2.13
Potra2n1c3716 ATGSTU22
Potra2n1c3711 ATGSTU25
Potra2n8c17135 ATGPAT5
Potra2n6c14438 TPP-dependent pyruvate decarboxylase family
Potra2n8c18075 ATFL2
Potra2n3c6981 ATSAUR55
Potra2n13c25348 ATABCG25
Potra2n5c11696 ATDWF4
Potra2n4c8435 ATEFE
Potra2n13c25099 ATISTL10
Potra2n246s35110 ATMES1
Potra2n3c6694 ATLNK2
Potra2n1c2577 ATSTZ
Potra2n14c26863 ATLBD19
Potra2n14c27366 ATCOBL7
Potra2n1c478 ATTMPU
Potra2n7c16489 ATAP3
Potra2n5c10826 ATNAC074
Potra2n3c7330 hydroxyproline-rich glycoprotein family
Potra2n11c22450 ATMEE23
Potra2n1c1591 LEA hydroxyproline-rich glycoprotein family
Potra2n154s34742 GH127 domain comtianing
Potra2n3c6613 GH127 domain comtianing
Potra2n3c6614 GH127 domain comtianing
Potra2n4c8834 ATDMP4
Potra2n15c28518 UDP-NAG-NAM-PP-undecaprenol NAG
Potra2n10c20603 Cysteine/Histidine-rich C1 domain family
Potra2n10c20602 Cysteine/Histidine-rich C1 domain family
Potra2n8c17168 
Potra2n1c1484 alpha/beta-Hydrolases superfamily
Potra2n6c14908 ATCTPB
Potra2n4c9690 PLC-like phosphodiesterases superfamily
Potra2n10c22155 ARM repeat superfamily
Potra2n1c2838 ATRWP1
Potra2n3c8098 LEA hydroxyproline-rich glycoprotein family
Potra2n17c31708 ATRCI3
Potra2n7c16179 ATCGLD27
Potra2n10c20512 ATABCG6
Potra2n6c13197 ATCCD1
Potra2n1c831 ATPGF12
Potra2n19c34464 Peroxidase superfamily
Potra2n3c6940 PLP-dependent transferases superfamily
Potra2n19c34461 Peroxidase superfamily
Potra2n11c22391 ATAAP7
Potra2n5c12551 ATPGSIP5
Potra2n2c6134 
Potra2n6c14603 ATSMR3
Potra2n3c6760 ATFT1
Potra2n3c6889 ATTT4
Potra2n15c28122 Plant invertase/pectin methylesterase inhibitor superfamily
Potra2n14c26606 ATS
Potra2n15c28995 ATABCC10
Potra2n10c22200 ATLBO1
Potra2n4c9043 Major facilitator superfamily
Potra2n495s35812 ATABCG25
Potra2n3c7341 2OG & Fe(II)-dependent oxygenase superfamily
Potra2n5c10888 GABA transporter
Potra2n6c13323 ATROXY21
Potra2n377s35475 ATCAR1
Potra2n5c12474 
Potra2n4c10098 ATPSK3
Potra2n819s36800 ATPTL
Potra2n125s34633 ATNOI6
Potra2n7c16449 ATCLAMT
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Figure S1 Time bin analysis where DEGs were grouped based on their first appearance after nitrate treatment. 
(A) Heatmaps for genes of each time bin according to their variance stabilized expression values (scaled for each 
gene) obtained from RNA-seq. (B) Heatmaps for genes of each time bin according to their log2(TPM+1)-transformed 
expression values (scaled for each gene) during cambial growth and wood development in Tree1 of the AspWood database 
(Sundell et al., 2017). P/Ca, phloem/cambium; EX, expanding xylem; SCW, secondary cell wall formation; CD, cell 
death. Gene annotations are based on the closest Arabidopsis gene from TAIR. See Table S1E for details.

Sundell D, Street NR, Kumar M, Mellerowicz EJ, Kucukoglu M, Johnsson C, et al. AspWood: high-spatial-resolution 
transcriptome profiles reveal uncharacterized modularity of wood formation in Populus tremula. The Plant Cell. 
2017;29:1585-1604. 
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Figure S2 Correlation of clusters identified from our scRNA-seq experiment with reported spatial and 
cellular transcriptomes in Populus species. (A) Correlation dotplot of cells from our cell clusters with Tree1 
in the Aspwood database (Sundell et al., 2017). (B) Correlation dotplot of cells from our cell clusters with 
transcriptome profiles of laser capture microdissected (LCM) xylem rays, fibers, and vessels from P. 
trichocarpa, reported in Tung et al. (2023). Note that for the vessels, we show only replicate 2 that most likely is 
free from other cell types. (C) Correlation heatmap of our scRNA-seq clusters (below) to various cellular and 
spatial profiles available in the public domain. (i) Correlation to RNA-seq data from Aspwood sections from Tree 
1 where sections 1 and 2 consist of phloem, 3-7 vascular cambium, 8-11 expanding xylem and the rest lignified 
xylem. Vessel cell death is estimated to occur in section 18 and fiber cell death in section 24. Section 25 
comprises exclusively of the living rays. (ii) Correlation to RNA-seq data of three biological replicates of each of 
the xylem cell type (fiber, vessel and ray) captured by LCM and their respective means (Tung et al., 2023). (iii) 
Correlation to RNA-seq data of various xylem cells and tissues captured by LCM (Shi et al., 2017). (iv) 
Correlation to clusters obtained from spatial transcriptome profiles from shoot apex till the 7th internode of 
wood by Du et al. (2023). (v) Correlation to clusters obtained from single nuclei RNA-seq from vasculature of 
the shoot apex (Conde et al., 2022). Gene expression data utilized in the analysis are log2(TPM+1)-
transformed expression values.

1. Conde D, Triozzi PM, Pereira WJ, Schmidt HW, Balmant KM, Knaack SA, et al. Single-nuclei transcriptome 
analysis of the shoot apex vascular system differentiation in Populus. Development. 2021,149:dev200632.
2. Du J, Wang Y, Chen W, Xu M, Zhou R, Shou H, et al. High-resolution anatomical and spatial transcriptome 
analyses reveal two types of meristematic cell pools within the secondary vascular tissue of poplar stem. Mol 
Plant. 2023,16:809-828.
3. Shi R, Wang JP, Lin Y-C, Li Q, Sun Y-H, Chen H, et al. Tissue and cell-type co-expression networks of 
transcription factors and wood component genes in Populus trichocarpa. Planta. 2017;245:927-938.
4. Sundell D, Street NR, Kumar M, Mellerowicz EJ, Kucukoglu M, Johnsson C, et al. AspWood: high-spatial-
resolution transcriptome profiles reveal uncharacterized modularity of wood formation in Populus tremula. The 
Plant Cell. 2017;29:1585-1604.
5. Tung C-C, Kuo S-C, Yang C-L, Yu J-H, Huang C-E, Liou P-C, et al. Single-cell transcriptomics unveils xylem 
cell development and evolution. Genome Biol. 2013,24:3.



Figure S3 Pseudotime developmental trajectory of xylem vessels and fibers. (A-B) Monocle was used to 
identify modules of genes that co-vary across pseudotime during fiber (A) and vessel (B) cell differentiation. (C-D) 
Heatmap of pseudotime-dependent genes in each module during fiber (C) and vessel (D) differentiation. Example of 
genes in each module are shown. See Table S2G for full set of genes in each module. (E-F) Effect of nitrate 
treatment on the developmental trajectory. Density plot showing fiber (E) and vessel (F) developmental trajectories 
for control and nitrate-treated samples over pseudotime.

14 6 171

0

-0.5

0.5

1

ACL5
ARF6
ARR9
AUX2-11
BAM1
BHLH106
CEL3
CYP1;1
CYCD1;1
GATA15, 26
GASA14
IAA9,12,13, 16, 19
KNAT1
LBD4
LOB
LRR4
MEE47
SMR3, 9
SMXL8
WOX4a
WRKY21
XND1

CESA7
ESK1
F5H1
FLA6, 7, 17
GAUT12
IAA11
IRX1,7,9,10,12,14,15
LAC2,4,5,11,17
LBD15, LBD18
MAN5-2, 6
MC13, 14
MEE23, 32
MYB42, 52, 85, 103
NAC073
NF-YA1
PASPA1
PARVUS
PIN3
WAL
WOX13
WRKa, bY70
XCP2
C4H1
CAD1
CCoAOMT1, 2
CCR2
COMT2
CSE1
GT43A
HCT1
PAL2, 4

M
od

ul
e 

1
M

od
ul

e 
2

14 6 17

M
od

ul
e 

3

 ARF6, 9, 19
AUXILIN-LIKE4,7
BHLH112
BIG2
CEP1
LHW
PILS2
SMXL8
WAVE2
WEE1

14 6 17

M
od

ul
e 

5

AUX2-11
BAM1
BZIP60
CESA2
COBL7
ERF4, 9
EXLA2
EXPA1
FLA18, 21
GA2OX1
GALT3
GAUT4
GT72B1
JAZ1, 6, 7
LBD1, 41
NAC036, 061
PME1
PMEI-PME45
PARVUS
PRN2
WRKY11, 33, 40, 48
XTH15
XTR6

M
od

ul
e 

6

ABIL1
ABS5
AREB3
BAG7
bZIP58
CDC48B
IAA31
LBD21
MEE66
MYB4, 46, 50, 83
NAC007
NF-YA1
WEB family
XND1

M
od

ul
e 

4

CLE12
COB, COBL4
ESK1
EXLA2
EXPA13
FLA11, 12, 18
GASA8
IRX12, 14
LAC17
PXY
C3H3
GT43B
XCP1
XTH10,16,28,32 M

od
ul

e 
7

AIL5
AIR12
AUX1
CESA1
CYCD6;1
DWF1
EXPA4, A6
FLA1, 10
GALT6
GASA4
LBD4
PIN1, 6, 7
PME3
SMR6
WAT1
XTH5, 9, 16

14 1 10 4 15

Clusters

A
ve

ra
ge

 E
xp

re
ss

io
n

Modules
1
2
3

4
5
6

7
8
9

0.0

0.3

0.6

0.9

(A) (B)

14 6 17

Clusters

A
ve

ra
ge

 E
xp

re
ss

io
n

0.0

0.5

1.0

1 4
2 5
3 6

7

Modules

-1

-1.5

-0.5

0

0.5

1

1.514 1 10 4 15

M
od

ul
e 

2

EXPA4, A6
GASA4
HB6
IAA7, 13, 16
KNAT1
LBD21, 4
MYB4, 61, 73
NAC2
WOX4

M
o

d
u

le
 3

CEL3
CESA1, A2
COB
CYCD3;1
FLA10
GASA14
PAE6, 10, 11
PIN1, 6
PME3, 44
PXY
XTH5,9,16,28,33

M
o

d
u

le
 1

BLH7
C3H14
CLC1
CYCP3;2
CYCP4;1
FAX4
FRA1
HCT
IAA29
KNAT7
KRP6
LACS8
MYB52, 83
NF-YA1
SND1
WOX13a
WUS

ABR1
AF1
ARR9
AUX1
AUX2-11
BAM1
ERF1, 4
EXLA2
EXPA15
FAD8
FDH
GA2OX1
GT72B1
IAA16
LBD41
WRKY7,11, 22
WRKY30, 33
WRKY40, 41,48
XCP2b

M
o

d
u

le
 5

ACA10
AUD1
BXL2
CESA2, A7, A8
ESK1
FLA7, 11, 12, 17
GAUT4, 12
IRX1,6,9,10,12,14
LAC2, 5, 17
PAE3
C3H3
GT43A, 43B
XTH30
XTR6M

o
d

u
le

 4
M

o
d

u
le

 6

C4H1
CAD1
CCOAMT1, 2
CCR2
COMT2
CSE1
PAL2, 3, 4
CEP1
ERF-1
F5H1
FLA18
GT72B1
HCT1
KNAT3
LAC2, 4
MEE32
MYB43, 52, 61, 69, 85,103
NAC073, 075
PIN3
VND1
WRKY6, 21
XCP2a

14 1 10 4 15

CESA2
COBL1, 7
EXLA2
EXPA1, A6
FLA21
LAC14
NAC090
PILS3
PME1, 34
SWEET17
XTH15, 28
XTR6

M
o

d
u

le
 7

M
o

d
u

le
 8

ACL5
BAM1
BHLH106
AUX2-11
IAA9, 12, 19
LBD4
GASA14
NAC2
PIN1, 7
WAT1
WRKY14

M
o

d
u

le
 9

FLA12
IRX6
MYB52

14 1 10 4 15

(F)

0 2.5 5.0 7.5
Pseudotime

D
en

si
ty

0

20

40

0

0.3

0.1

0.2

0.5

1.5

0

1.0

Cluster 14

Cluster 6

Cluster 17

Control
Nitrate-treated

(E)

D
en

si
ty

Pseudotime
0 5 10 15

Cluster 14

Cluster 1

Cluster 10

Cluster 4

Cluster 15

0

5.0

10.0
0

0.2

0.1

0

0.4

0.2

0

0.2

0.1

0

1.0
1.5

0.5

(C) (D)


	Figure S1
	Figure S2
	Figure S3

