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Fig.S1. Disease activity index (DAI) score evaluation in DSS-induced colitis. 

 

 

Fig. S2. Box plots of α-diversity in colon microbiota at the genus level from DSS group and 

LRa05 group. 

 



Fig. S3. Differences in gut microbiota at specie level from DSS group and LRa05 group. 

 

Fig. S4. qPCR analysis of Tnfα, Ifnɔ and Il6 mRNA in mouse splenic cells from rom DSS 

group and LRa05 group. (n≥3 per group) *P < 0.05 (two-tailed Students’ t-test).  


