[bookmark: OLE_LINK23][bookmark: OLE_LINK22][bookmark: _GoBack]Supplementary Table 1 Candidate mRNAs significantly associated with the OS of TCGA -STAD Project patients. Abbreviations: HR, hazard ratio; CI, confidence interval. 
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[bookmark: OLE_LINK450][bookmark: OLE_LINK449]Supplementary Table 2 Univariate and multivariate Cox proportional hazards regression analysis of five-mRNA signature and clinical risk factors in the GSE62254 dataset. Abbreviations: HR, hazard ratio; CI, confidence interval. 
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Gene name Cox P value HR 95 % C1 Z KM P value
SERPINE1 6.75E-04 2.505913 1.475563  4.255733 3.399699 2.25E-03
MATN?3 1.11E-04 2.207618 1477339  3.298889 3.864159 3.15E-03
COL10A1 7.19E-03 1.540491 1.124117 2.111092 2.687695 4.75E-03
IGFBP1 5.54E-03 1.602004 1.148256  2.235056 2.773613 6.28E-03
CST2 6.06E-03 1.633736 1.150612 2.319715 2.744308 0.012966
VCAN 9.33E-03 2.264110 1.222739  4.192388 2.599702 0.040644
PRKACG 2.31E-03 0.000115 3.39E-07 0.039324 -3.047677 5.09E-04
MTBP 7.72E-03 0.319138 0.137746  0.739397 -2.664253 4 .24E-03
ARHGEF38 7.55E-03 0.453886 0.254246  0.810291 -2.671387 5.10E-03
RADS54L 9.33E-03 0.404343 0.204296  0.800277 -2.599600 0.028527
HSD17B3 1.97E-03 0.134163 0.037596 0.478769 -3.094711 0.030801
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Univariate analysis

Multivariate analysis

Characteristic

HR (95%CI) P-Value HR (95%CI)  P-Value
Age (=65 vs. <65) 1.549(1.126—2.132) 0.007
Gender (male vs. female) 0.905(0.647—1.265) 0.559

TNM stage (ITI-1V vs. I-1I) 3.408(2.341-4.960) <0.001 3.432(2.354-5.003) <0.001

Tumor stage (T3-T4 vs. T1-T2)  2.396(1.741-3.297) <0.001
Lymph node metastasis (yes vs. no) 2.816(1.434—5.527) 0.003
Distant metastasis (yes vs. no)  3.840(2.482—5.942) <0.001

Risk score (high vs. low) 1.325(1.172—1.498) <0.001 1.371(1.194—1.575) <0.001











