Extended Data

As data on antibiotic exposure were missing for nearly half of the cohort (15/31), this variable was
not included in the initial analyses. However, no obvious differences in endotype distribution related
to antibiotic exposure were observed (p > 0.05). We also conducted supplementary analyses to
specifically assess the impact of prenatal antibiotic therapy on the virome and bacterial composition.
No significant differences were found in microbial load (Figure below), diversity, or the abundance of
specific microorganisms using ANCOM-BC.

Mann-Whitney test U =12, p =045, n =15 Mann-Whitney test U =17, p =094, n = 15 Mann-Whitney test U =6, p =0.091, n =15
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