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[image: ]
Supplementary Figure 1: Krona Chart.    Shows the percentage of the domain, phylum, class, order and genus lever diversity in each of the diseased and healthy K. alvarezii samples from 5 different sites. a. Mangadu, b. soliyakudi, c. Nambuthalai, d. Jegathapattinam and e. Odavimadam. The phylum Proteobacteria has the highest abundance in healthy (70-95%) and diseased (<70%) samples, followed by Firmicutes and Actinobacteria, and the genus Cobetia followed by Pseudoalteriomonas shows the highest abundance.
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