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Fig. S1 Schematic diagram of the pmirGLO Dual-Luciferase miRNA Target Expression Vector. Rluc: sea kidney luciferase cDNA; Luc2: firefly luciferase cDNA; Ampr: gene coding for ampicillin resistance in E. coli; ori: E. coli replication initiation site; arrowheads in Rluc, Luc2, and Ampr are in the direction of transcription; Insert sequence to be tested: insertion of cDNA of the target sequence to be tested in the polyclonal site region.
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Fig. S2 CAD expression in human liver cancer tissues (UALCAN and GEPIA databases). (A) CAD protein expression levels in human liver cancer tissues compared to normal tissues, ***P<0.001 vs Normal. (B) CAD mRNA levels in liver cancer tissues versus normal tissues, *P<0.05 vs Normal. (C) Kaplan-Meier survival analysis of liver cancer patients stratified by high vs low CAD expression, ***P<0.001, log-rank test. (D) CAD expression across different tumor stages, ***P<0.001 vs Normal.  
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