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Males

dendrite morphogenesis negative regulation of proteolysis endopeptidase inhibitor activity
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adaptive immune response regulation of inflammatory response TNFR2 non-canonical NF-kB pathway
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Extracellular matrix organization rRNA processing
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humoral immune response antigen binding Collagen biosynthesis and modifying enzymes
NES = 1.71, FDR-adjusted p = 0.00422 NES = 1.95, FDR-adjusted p = 0.00422 NES = 1.88, FDR-adjusted p = 0.00879
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monoatomic ion channel activity
NES = 1.54, FDR-adjusted p = 0.0335

metal ion transmembrane transporter activity
NES = 1.53, FDR-adjusted p = 0.0369
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Down-regulated genes, cKO vs. WT

Combined sexes Females
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Up-regulated genes, cKO vs. WT
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