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Supplementary Figures


[bookmark: OLE_LINK1]Supplementary Fig. S1. Functional distribution of core, dispensable, and singleton genes in COG categories. The dataset included Lacticaseibacillus sp. strain PRA205, L. zeae subsp. zeae DSM 20178T, L. zeae subp. silagei DSM 116376T, L. parahuelsenbergensis DSM 116105T, L. huelsenbergensis DSM 115425T, and L. styriensis DSM 116297T.
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Supplementary Fig. S2. Partial purification of PepX from the cytoplasmic extract of PRA205 by size-exclusion chromatography (Sephadex G-100). Protein content was monitored by determining the absorbance values at 280 nm, whereas PepX activity was calculated by using Gly-Pro-pNA as substrate and measuring the absorbance at 410 nm.
[image: Immagine che contiene linea, Diagramma, diagramma, schermata

Il contenuto generato dall'IA potrebbe non essere corretto.]



2

image1.jpeg
Nuclear structure

Chromatin structure and dynamics
RNA processing and modification
Transposase

Cytoskeleton

Extracellular structures B Core
Cell motility Il Dispensable
Intracellular trafficking M Singletons

Sec. metabolites biosynthesis
Cell cycle control
Lipid transport and metabolism-
Posttrans. Modification

Defense mechanisms

Energy production and conversion
Nucleotide transport and metabolism
Carbohydrate transport and metabolism
Signal transduction mechanisms
Replication

Function unknown

Inorganic ion transport and metabolism-
Cell wall/membrane/envelope biogenesis—
General function prediction only e ——
Transcription

Amino acid transport and metabolism
Translation

Carbohydrate transport and metabolism
Not annotated

o

50 100 150 200 250 300 350 400 450
Number of COGs




image2.jpeg
wu oLy/ 082V

20 30 40 50 60 70 80 920 100 110 120 130

10

mL




