>

Functional Enrichment from up-
regulated proteins in tumor vs

Functional Enrichment from down-
regulated proteins in tumor vs

O

normal tissus

normal tissus

GO:0009100~glycoprotein metabolic process - ]
G0:0019752~carboxylic acid metabolic process - ([ ] Category
. GO_BP
G0:0030199~collagen fibril arganization - .
GO_CC
GO:0005875~carbohydrate metabolic process - [ ] GO_MF
PATHWAY
G0:0042254~ribosome biogenesis - L]
GO:0019842~vitamin binding - . Genes number
e 10
G0:0098791~Golg| apparatus subcompartment - L) ®
G0:0070062~extracellular exosome - @ x
GO:0022626~cytosolic ribosome = . S\gniﬂcanoe
-log10(pad]
GO:0005783~endoplasmic reticulum = ( log P j))
4
R-HSA-72737~Cap-dependent Translation Initiation - .
3
hsa01100:Metabolic pathways -
2
R-HSA-446203~Asparagine N-linked glycosylation - ]
hsa00052:Galactose metabolism - -
5 10 15
Rich Factor
GO:0007155~cell adhesion - ®
Genes number
G0:0030036~actin cyloskeleton organization - [}
® i
GO:0030334~regulation of cell migration - ® s
G gulation of I diated transport - [ e
GO:1880748~cellular detoxification - . @ 1w
G0:0050839~cell adhesion molecule binding - ] @ s
G0:0003779~actin binding - .
Category
G0:0016209~antioxidant activity - .
GO_BP
GO:0004867~serine-type endopeptidase inhibitor activity - 60.0C
GO:0070062~extracellular exosome = GO_MF
G0:0005925~focal adhesion - [ ] PATHWAY
GO:0031012~extracellular matrix - ]
Significance
G0:0045121~membrane raft - (] (-log10(padj))
hsaD4820:Cyloskeleton in muscle cells - . 0
hsa04510:Focal adhesion - . 20
hsa04978:Cholesterol metabolism = .
10
hsa04610:Complement and coagulation cascades - -
hsa04512:ECM-receptor interaction - .
H 5 8
Rich Factor
50 -
45 1 CAV1
A
40 -
35 A
x~ 30 A AGT
3 A
[
c A2M
2 25 A A
=}
=
o
20 1 ITGA2B ACD36
ALDH18A1 A A
15 LRRK2 APOB A
|SG15A ACEA FLNCCD34A A AVWF
10 A A
A A A A A
PECAM1
A A A aaaaa , a4, APOAL
A A vim
5 A A,"
AHP
AA
0 - T T T |
0 10 30 40 50 60

Degree

SERPINSS

M3

ctPTM1

ONAMS




