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Supplementary figures

Figure S1. 
A) Normal distribution curves for NS17, GBM20, and GBM1 infiltration calculated from the means and standard deviation at Days 4 and 5 (Z-factor = 0.218240948 and 0.574686702, respectively).
B) Quantification of NS17 infiltration of the neural spheroid at Day 3, normalized to Day 0. Error bars represent mean ± SD. number of independent experiments (n) = 3. 
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Supplementary videos. Neural spheroids co-cultured with NS17, GBM20, and GBM1 cells imaged for 24h
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