Supplement Table 1 . Quality statistics of Clean reads.
	Samples ID
	Clean reads
	Clean bases (Mb)
	Clean read Q20 (%)
	Clean read Q30 (%)
	GC content (%)

	A1
	31460216
	4719.03
	97.69
	92.89
	54.69

	A2
	31693458
	4754.02
	97.75
	93.02
	53.98

	A3
	31812378
	4771.86
	98.14
	94.14
	54.25

	B1
	31562028
	4734.3
	97.68
	92.81
	54.35

	B2
	31673652
	4751.05
	97.44
	92.14
	54.05

	B3
	32737776
	4910.67
	97.86
	93.26
	54.48

	C1
	32637290
	4895.59
	97.72
	92.89
	54.33

	C2
	32384244
	4857.64
	97.61
	92.56
	54.81

	C3
	33043758
	4956.56
	97.86
	93.15
	54.31












[image: V-J配对修剪好的图]
Supplementary Fig. 1. Circos plot of V-J gene combination frequency. a1-a3 Circos plot of V-J gene combination frequency in Group A. b1-b3 Circos plot of V-J gene combination frequency in Group B. c1-c3 Circos plot of V-J gene combination frequency in Group C.
[bookmark: _GoBack]Note: Each color block represents a gene, and the wider the color band, the higher the frequency. The connecting lines between color blocks represent a V-J gene combination mode.
[image: D50组图剪切好的]
Supplementary Fig. 2. D50 curve diagram of each sample. a1-a3 D50 curve diagram of samples in Group A. b1-b3 D50 curve diagram of samples in Group B. c1-c3 D50 curve diagram of samples in Group C.
Note: The X-axis represents the cumulative percentage of sample clone composition, the left Y-axis represents the frequency of a single type of clone, and the right Y-axis represents the cumulative percentage of clone frequency. Each point indicates the specific frequency of an individual clone, and the curve shows the cumulative distribution of all clones. The D50 refers to the position of the clone where the cumulative frequency reaches 50%.
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