Supplemental Table 4. Haplotype diversity for MILuc1 from PCS (PCR-Cloning and Sanger sequencing) and MPS (Massive Parallel Sequencing) data.
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Note: Plain text, silent or intron mutation; Bold, nonsynonymous mutation; Red, nonsense/frameshift mutation; *, nonsense mutation (stop codon); Ligh grey, exon; dot, same as first sequence;—, deletion.



