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Participants consented (n=121)

Excluded (n=30)

» - Collected at incorrect timepoint
- Already received second vaccination
- Lost to follow-up

Y

Patients included in serological analysis (n=91)

- Glioma cohort (n=22)
- Non-glioma solid tumour cohort (n=43)
- Healthy volunteer cohort (n=26)

Excluded (n=1)

- Nucleocapsid antibody levels
indicative of SARS-CoV-2 infection

Y
Patients selected for ELISPOT assay (n=27)

- Glioma cohort (n=12)
- Other solid cancer cohort (n=7)
- Healthy volunteer cohort (n=8)

Supplementary Figure 1. CONSORT diagram showing cohort selection.
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Supplementary Figure 2. Pearson correlation analysis for Cellabs SARS-CoV-2 ELISA vs (4) Abbott Alinity
SARS-COV-2 IgGlII and (B) Diesse SARS-CoV-2 neutralisation assay.



