OsvWA36 modulates rice grain length via intrinsically disordered region-mediated phase separation to control cell wall remodeling
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Figure S1. Expression pattern of OsvWA36 in the RAP-DB database.

Spatiotemporal expression profile of OsvWA36 (Os11g0687100) in the Nipponbare variety, obtained from the RAP-DB database (https://rapdb.dna.affrc.go.jp/). The expression pattern is largely consistent with our qRT-PCR data from the Dingxiang B variety (See Fig. 1A), showing predominant expression in reproductive tissues.
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Figure S2. Subcellular localization of OsvWA36-GFP in Nicotiana benthamiana epidermal cells.

Confocal microscopy images of N. benthamiana leaf epidermal cells transiently expressing 35S::OsvWA36-GFP. Scale bar = 10 μm.
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Figure S3. Prediction of intrinsically disordered regions (IDRs) in the OsvWA36 protein.

A. Schematic diagram of the OsvWA36 protein domain architecture, showing the N-terminal von Willebrand factor type A (VWA) domain and the predicted C-terminal intrinsically disordered region (IDR). The asterisk in the figure indicates the truncation site in the OsvWA36ΔIDR mutants (CR-1 and CR-2).

B. Disorder probability plot of OsvWA36 generated by IUPred2A. Regions above the threshold (dashed line, probability > 0.5) are predicted to be disordered. The C-terminus exhibits high disorder propensity, which is essential for mediating liquid-liquid phase separation.
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Figure S4. Molecular characterization of osvwa36.

Schematic of the CRISPR-Cas9 target site (T1 and T2) within exon 2 of the OsvWA36 genomic locus. The resulting frameshift mutations in the vw-123 and vw-124 alleles are shown below.
