Supplementary Figure 1. Relative dauer diapause of the worms losing each flp gene.
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Supplementary Figure 1. Relative dauer diapause of the worms losing each flp gene. 
The relative percentages of dauer formation in each knockout mutant, exposed to dauer-inducing pheromone, are compared to the wild-type strain. The deletion mutant nematodes were not outcrossed with the wild-type nematodes. Data are expressed as the mean ± SEM. *p < 0.05, **p < 0.01, ***p < 0.001. n.s., not significant. Multiple comparisons between groups were made using Dunnett’s test. Detailed parameters including numbers, trials, p-values, and values of mean ± SEM. are shown in Supplementary Table 3A.


Supplementary Figure 2. Secretion of DAF-7::mCherry in each flp-disrupted nematode.
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Supplementary Figure 2. Secretion of DAF-7::mCherry in each flp-disrupted nematode.
The secretion of DAF-7::mCherry into coelomocytes is indicated by arrowheads in the microscopic images. The fluorescence intensity of DAF-7::mCherry taken up by coelomocytes is presented in both the graph and the table. Data are expressed as the mean ± SEM. **p < 0.01, ***p < 0.001. Multiple comparisons between groups were made using Dunnett’s test. Detailed parameters including p-values and values of mean ± SEM. are also shown. The respective fluorescence intensity under background of the flp-9, flp-17, flp-22, flp-23, flp-24, flp-28, and flp-34 disruption is almost the same to that in the wild-type background (data not shown).


Supplementary Figure 3. flp-11 is not involved in the DAF-28 production and secretion.

(A) The DAF-28 production                 (B) The DAF-28 secretion 
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The GR1455(mgIs44) nematodes, expressing stably daf-28p::GFP and the tmIs4109 nematodes, expressing stably daf-28p::DAF-28::mCherry were crossed with flp-11(tm2706) nematodes, respectively. The fluorescent intensity of the GFP, representing DAF-28 production, and that of the mCherry, representing DAF-28 secretion, were compared. A comparison between groups was made using Student’s t-tests. Data are expressed as mean ± SEM. n.s., not significant. n = 5. 


Supplementary Figure 4. npr-22 is not involved in the DAF-28 secretion.
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The tmIs4109 nematodes, expressing stably daf-28p::DAF-28::mCherry were crossed with npr-22(tm8953) nematodes. The fluorescent intensity of the mCherry, representing DAF-28 secretion, was compared. A comparison between groups was made using Student’s t-tests. Data are expressed as mean ± SEM. n.s., not significant. n = 5.






Supplementary Table 1. The list of mutant nematodes used in this study.
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Supplementary Table 2. The sequences of PCR primers used in this study.
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Supplementary Table 2. The sequences of PCR primers used in this study.
The sequences of PCR primers used for detection of deletion/insertion and for construction of transgene are shown. The sequences consisting of small letters were utilized for an In-Fusion reaction.


Supplementary Table 3A. Dauer diapause of the nematodes losing each flp gene.
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Supplementary Table 3A. Dauer diapause of the worms losing each npr gene. 
The percentages of dauer formation in each deletion mutant in the presence of dauer-inducing pheromone, in comparison to the wild type, are presented. For every dauer formation assay, 3-4 autonomous plates were examined. Data are represented as the mean ± SEM.

Supplementary Table 3B. The flp-11 gene is involved in modulation of dauer diapause.
(Figure 1D)
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Supplementary Table 3B. The flp-11 gene is involved in modulation of dauer diapause.　
The relative percentages of dauer formation in each mutant nematode, when compared to wild-type, in the presence of dauer pheromone. Detailed parameters, including raw data, trials, p values, and mean ± SEM are shown.


Supplementary Table 3C. The npr-22 gene is involved in modulation of dauer diapause.
(Figure 1F)
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Supplementary Table 3C. The npr-22 gene is involved in modulation of dauer diapause.
The relative percentages of dauer formation in each mutant nematode, when compared to wild-type, in the presence of dauer pheromone. Detailed parameters, including raw data, trials, p values, and mean ± SEM are shown.


Supplementary Table 3D. The npr-22 gene is located downstream of the flp-11 gene to regulate larval development. (Figure 1G)
The relative percentages of dauer formation in each mutant nematode, when compared to wild-type, in the presence of dauer pheromone. Detailed parameters, including raw data, trials, p values, and mean ± SEM are shown.

flp-11 over-expression vs npr-22 defect (Fig. 1G left)
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npr-22 defect and flp-11 defect showed no additive effect on dauer diapause (Fig. 1G right)
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Supplementary Table 3E. flp-11 vs daf-1. (Figure 3A)
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Supplementary Table 3F. flp-11 vs daf-2. (Figure 3B) 
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Supplementary Table 3G. flp-11 vs daf-3. (Figure 3C)
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Supplementary Table 3H. flp-11 vs daf-16. (Figure 3D)
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Supplementary Table 3I. The aptf-1 is not involved in larval development. (Figure 6B)
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Supplementary Table 4A. DAF-7 secretion. (Figure 2A)
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Supplementary Table 4B. DAF-7 production. (Figure 2B)
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Supplementary Table 4C. The fluorescence intensity of flp-11p::GFP in several neurons.
(Figure 4)
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Supplementary Table 4D. Effect of food and dauer pheromones on the secretion of FLP-11. (Figure 5)

Effect of food on FLP-11 secretion (Figure 5 A)
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Effect of pheromone on FLP-11 secretion (Figure 5 B)
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Supplementary Table 4E. (Figure 6A) 
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Supplementary Table 4F. Effect the npr-22 on DAF-7 production and secretion. (Figure 7B)

Effect on DAF-7 production. (Fig. 7. left) 
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Effect on DAF-7 secretion. (Fig. 7. right) 
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Supplementary Table 5. Expression of NPRs in ASI neurons and a machine-learning for pairing FLP-11/the NPRs.
[image: テーブル

AI 生成コンテンツは誤りを含む可能性があります。]

image6.png
Fluorescence Intensity

o fp-11(=)

25000

20000

15000

(a.u.)

10000

5000

0
Target gene WT flp-11(—)




image7.png




image8.png
Fluorescence Intensity (a.u.)

8000
7000
6000
5000
4000
3000
2000
1000

(p =.0..64)

WT npr-22 (—)

daf-28p::DAF-28::mCherry




image9.png
i e scrpion
N g [ockin_[lowsof fanction_[provided
VaST | fp2oBIhX [dceion[ioss of funcion__[provided
VG| 308X [deleion[ioss of funcion_[provided
PSSO |t (IO [aceion[ioss of funcion__[provided
VOO | A hI) [aceion[ioss of funcion__[provided
VaRi | BBV [aceion[ioss of funcion__[provided
RBIO00 | /7 B X [aceon[ioss of funcion_[provided
TS0 s x [deleion[ioss o funcion_[provided
w715 | Ao e 7Y [deleion[iss o funcion_[provided
RB198 | 10620V [deletion[ioss of funcion[provided
w206 | 1T 206X [deetion[fos of funcion_[provided
RBIRG [ 12 @09 [deeion[fovs o funcion_[provided
o g [deeion[fos o fancion_[provided
i | A g [deeion[fos o funcion_[provided
CE N WU AT [deeion[foss o fancion__[provided
wis29 | 1 (endszoi [deeion[ioss of funcion_[provided
RB2575 | 17 @BV [deleion[iss o funcion_[provided
VG016 | 15 0 X [deleion[ioss of funcion_[provided
RBI9G | 1902960 X [deeion[fos o funcion_[provided
B2 [ 009X [deeion[fos o fancion_[provided
RB9 | 2 @V [aceion[ioss of funcion__[provided
VG| fp22@aant [deeion[fos o funcion_[provided
s | 23 a3 i [deeion[foss o funcion_[provided
Ve | fp2egaio [deeion[ioss o funcion_[provided
Veiom | fp2s oo [deleion[ioss of funcion_[provided
VG0 | 26 05X [deleion[ioss of funcion_[provided
N R [deletion[foss o funcion_[provided
Va0 [ e EX [deeion[fovs o fancion_[provided
N [deeion[fovs o fancion_[provided
PSTEI0 | fp3tisont nock o lossof fanction _[providsd
S0NS | mis 058 (dafTp AT mChery) [ansgens[expression [produced
isA106 | mis 106 daf 29p 2daf 28 mCherry) [ransgens[expression [roduced
st lsdns35p i35 ) [ransgens[expression [produced
st S L Ip 1T -1 (2706, - i | [ransgene[expression [roduced
s WS Ty o 1T In49p ] [ransgene[expression [produced
DRIS | dar 1 (n0)sdpy T3 I3V musionlossof fanction_[providsd
CRaI9R | a3 el370); o 27 X muionossof fanction_provided
R | dp2 e muion—ossof functionprovided
DRZs | dari6im37); dpy )T muion—ossof fancion_[provided
FKIST | b2 (daf T g rob 6 ul 06 [ransgens[expression [provided
YN200 | ymbst0 U Lip ] [ensgene[expression [provided
RBSS | dar 22 he93 t fnscrion_loss of function_[providsd
T | a2 [deleion[fos o funcion_[provided
HBRSA6 | goels 02 ap-1p - CHRZ mate? a1 SUTR] [ransgens[expression [rovided
i3Sz | pra2 i [deeion [foss of funcion_[provided
[ WIS TOTapr-23p oapr 32 ipr 22 nA9S5] [ransgens[expression [produced
st T pr22p enpr 32 ] [ransgens[expression [produced
WEXIO | WExUp-1ip 1 T 49 ] [ransgene[expression [roduced





image10.png
sequence 50 3'

primer name w RV
PBKO delefion  TGTTCAGTCCCTCGACTGCT TCACAAGTGTCCCACGTTCT
GCTCGGTTATACAGCTGATA CTCGTAGCCTAGCGAAACAT
-9 KO delefon  TGTCGCGTTGAGGCCGTTAC CTATTGGGAGATCGCAGGGC
p-11KO deleon  TCGCCTCAGGAGTTGTTCGA ACGCCCCCTCCTAATACATC
GGTCGTCCTCGGTCATTACT GCATTGGCACTTCTCCTTAT
p-17 KO delefion  GGAAAATTCACGAACTGGGA GTGCCGACTGAAAGAAGAGC
CAGGGGGTTGTGAATTTTTG TTTTGCAAGATGGTGAGTCG
p-21 KO deleton  TCTGATGCGTTTACAGTCGG TTTTCTTGTTCAACGGCCTC
TTAAGCGGAGCACACTTCCT GGCAATTGAAAATTGTTGCC
fp-22 KO delefion  GACGGTTTCCTTTTGAGCAG ATCCACTTGGGTTTCGTTTG
TTCCGGAAACCGCATATTAG TTACGCAATGCACACACTGA
p-23KO deletion  CTGGAGAAAAATGGGGGACT TATACCCGGCCTCGACACGA
TACAACATTCTCGAGGCCCT TAAGTCGATTCGGCAGCAAC
p-24 KO deleton  AGACCACGCCTACTACTTGG CCATGTTGCTTCCAGTGCCAC
CGATGTTCCGCTCTGAGCTTC TGGTCACAGTGCATTGCTCTC
p-26 KO deleton  AAAAGGATCCGAAAGGAGGA GCGTGTTACTGTACGCGAAA
TTGCTCCTCCTTCCACACTT GGAAAGGGGGAAGTTGACTC
p-28 KO delefion  CGCAACGGACTTCGACCTGCC ACCTCGATCACTGGATCCTGC
TCGGAAGTTGGCGTCAACGAC GGAAGCTTCGGTGGTTCTTCTC
p-34 KO deleion  CCGTAATCGTTCCGCATTAT GCCGAAATGGGACACTCTAA
CCAGGGAGTCTCTGTTCAGC CTGTAGCAATAGTTTCAGCTGTG
fp-11p :p-11 rescue  GAGAAATGAGGGAAATTGGGAAGGGAACAGTGAAC CGTTCCTCCGGTGCTCAATAATGTATTTTCTGCTG
da-22 inserion  AAGTTTGGTTGCCCAGTGAA CCTGGCTACGTAGTTCCCAA
ACTTTTCCGATTTTCCGGTT TCGTTGGAGTCGGTATGACA
apti1 deleton  TCATTTTCCCGCCCTATGTC AGTACTGCACTCATTGCCAC
CCCTATGTCCACCTCCTCCT GCACTCATTGCCACGTTTCC

npr-22p znpr-22

npr-22p znpr-22 zmrfp

rescue

rescue

CTCGACGAAAAGTGAGTAGATGATGCCCAG

actctagaggatecccCTCGACGAAAAGTGAGTAGAT

CTGCCAAGGGATTCAAGAAGAAGACTGATTGTG

tectttggecaatcccAGTACATGGTAGATCAATTTTCTT





image11.png
Target gene

Wild type
fip-1
fip-2
flp-3
fip-4
flp-5
flp-6
fip-7
flp-8
flp-9

flp-10
flp-11
fip-12
flp-13
flp-14
flp-15
flp-16
fip-17
flp-18
flp-19
flp-20
flp-21
fip-22
flp-23
flp-24
flp-25
flp-26
fip-27
flp-28
flp-33
flp-34

Absolute

dauer fromation (%) dauer fromation (%)

483 £+ 12.2

52+ 27
856+ 038
944 + 31
513+ 78
516 + 86
881+ 46
728 + 129
152+ 6.9
757 + 6.7
589+ 87
209 + 129
525+ 40
279 + 123
674+ 51
38.7 + 126
520 + 123
175+ 106
525+ 84
360+ 638
558+ 25
320+ 86

50+ 21
183+ 96
234 + 115
66.7 + 57
192+ 741
390+ 46
671+ 118
330+ 47
110+ 8.9

Relative

1000 + 34
107+ 23
1771+ 1.0
1952 + 27
1061 £+ 6.6
106.8 £ 10.3
1821+ 55
150.6 £ 154
314 + 8.2
156.6 + 8.0
1218 £ 104
432 + 109
108.7 £+ 4.7
57.7 + 146
1394 + 6.1
80.1 + 15.1
107.5 £ 14.7
361+ 90
108.7 £ 10.0
744 + 82
11563 + 3.0
66.2 + 10.2
102+ 26
378 + 8.1
484 + 97
1380+ 6.9
397+ 6.0
808+ 54
138.8 £ 10.0
683+ 56
228+ 7.5

dauer
2,468
26
457
584
100
107
116
173
43
54
77
157
136
58
101
103
25
102
131
75
187
174
4
142
189
162
50
75
137
58
38

Number

non-dauer total (trials)
4832 (18)

2,364
563
77
35
96
103
108
64
244
241
54
472
122
153
49
162
164
440
116
132
148
373
77
504
517
81
180
117
102
120
528

589
534
619
196
210
224
237
287
295
131
629
258
211
150
265
189
542
247
207
335
547

81
646
706
243
230
192
440
178
566

(2)
(1)
(2)
(1)
(1)
(1)
(1)
(1)
(1)
(1)
(2)
(1)
(1)
(1)
(1)
(1)
(2)
(1)
(1)
(1)
(1)
(1)
(2)
(2)
(1)
(2)
(1)
(2)
(1)
(2)

p value

<.0001
<.0001
<.0001
1

1
<.0001
0.1170
<.0001
0.0003
0.6722
<.0001

0.9876
04771
0.6197
0.7127
<.0001

04374
0.9728
0.0238
<.0001
<.0001
<.0001
0.5475
<.0001
0.8291
0.0006
0.1698
<.0001




image12.png
A WODN -~

Background

Wild type
flp-11(tm2706)
flp-11(tm2706)

Wild type

Absolute Relative

Transgene )
dauer formation (%) dauer formation (%)  dauer
- 50.1 £+ 2.1 100.0 £ 4.1 285
- 196 + 1.7 39.1 £3.3 120
fip-11p ::flp-11 534 + 0.9 106.6 + 1.8 343
fip-11p ::flp-11 745 + 1.1 148.7 £ 2.1 501

Number

non-dauer total (trials)

287
475
303
173

572 (3)
595 (3)
646 (3)
674 (3)




image13.png
p value p value
1vs2 <0.001 2vs3 <0.001

1vs3 0.392 2vs4 <0.001
1vs4 <0.001 3vs4 <0.001




image14.png
Background

Wild type
fip-22 (tm13562)
fip-22 (tm13562)

Transgene

flp-22p ::fip-22

Absolute
dauer formation (%)
646 + 3.1
188 + 1.6
604 + 1.8

Relative
dauer formation (%)
100.0 £ 4.8
291+ 25
935+ 29

dauer
562
230
388

Number
non-dauer
326
971
261

total (trials)
888 (3)
1201 (3)
649 (3)




image15.png
p value
1vs2 <0.001

1vs3 0.469
1vs4 <0.001




image16.png
A ON -

Background

Wild type

Wild type
flp-22 (tm13562)
flp-22 (tm13562)

Transgene

fip-11p :fip-11

fip-11p :fp-11

Absolute Relative
dauer formation (%) dauer formation (%)

63.7 £ 5.6 100.0 £ 5.6
86.1 +4.2 1352 £+ 4.2
150 £1.9 23530
18.7 + 1.3 294 20

dauer
449
798
133
208

Number
non-dauer
251
107
710
865

total (trials)
700 (3)
905 (3)
843 (3)
1073 (3)




image17.png
p value p value
1vs2 <0.001 2vs3 <0.001

1vs3 <0.001 2vs4 <0.001
1vs4 <0.001 3vs4 0.661




image18.png
A WON -

Target gene

Wild type
fip-11(tm2706)
flp-22 (tm13562)
flp-11;npr-22

Absolute
dauer formation (%)
60.0 + 2.1
213 + 3.0
138 + 2.8
135 + 2.1

Relative
dauer formation (%)
1000 = 3.5
355+ 5.1
230+ 47
226 + 3.5

Number
dauer non-dauer total (trials)
462 306 768 (3)
175 603 778 (3)
116 658 774 (3)

78 460 538 (3)




image19.png
p value p value
1vs2 <0.001 2vs3 0.129

1vs3 <0.001 2vs4 0.111
1vs4 <0.001 3vs4 0.999




image20.png
A WON -

Absolute Relative Number

Targetgene dauer formation (%) dauer formation (%) dauer non-dauer total (trials)
Wild type 30.0 £ 3.8 100.0 £ 12.5 149 352 331 (3)
fip-11 (tm2706) 75+ 10 250+ 3.3 37 466 503 (3)
daf-1(m24) 996 £+ 0.2 3316+ 0.8 528 2 530 (3)

fp-11 (tm2706 );daf-1(m40) 99.6 + 0.2 3313+ 0.8 630 3 633 (3)




image21.png
p value p value
1vs2 <0.001 2vs3 <0.001

1vs3 <0.001 2vs4 <0.001
1vs4 <0.001 3vs4 1.000




image22.png
Absolute Relative Number

Target gene ) .
dauer formation (%) dauer formation (%) dauer non-dauer total (trials)
Wild type 26.7 £ 2.1 1000 £ 7.7 129 357 331 (3)
fip-11 (tm2706) 75+ 09 283 + 3.3 43 518 561 (3)
daf-2(e1370) 981+ 04 3679 + 14 598 11 609 (3)
fp-11 (tm2706 ):daf-2 (€1370) 775+ 0.8 2907 + 3.2 409 119 528 (3)




image23.png
p value p value
1vs2 <0.001 2vs3 <0.001

1vs3 <0.001 2vs4 <0.001
1vs4 <0.001 3vs4 <0.001




image24.png
A WON -

Absolute Relative Number

Background Transgene ) .
dauer formation (%) dauer formation (%)  dauer non-dauer ftotal (trials)
Wild type - 49.2 £+1.1 1000 £ 2.3 361 373 734 (3)
Wild type fip-11p :fip-11 766 £1.0 1556 £ 2.0 616 189 805 (3)
daf-3(e1376) - 149 £1.0 302 +21 92 513 605 (3)

daf-3(e1376) fip-11p :fip-11 145 £ 1.4 294 +29 107 632 739 (3)




image25.png
p value p value
1vs2 <0.001 2vs3 <0.001

1vs3 <0.001 2vs4 <0.001
1vs4 <0.001 3vs4 0.994




image26.png
A WODN -

Background

Wild type
Wild type
daf-16 (m27)
daf-16 (m27)

Transgene

flo-11p ::flp-11

flo-11p ::flp-11

Absolute
dauer formation (%)
522 + 15
758 £ 0.7
192+ 15
728 + 12

Relative

dauer formation (%)

1000+ 2.9
1453+ 1.3

368+ 29
1395+ 23

dauer

395
574
139
551

Number

359
185
588
208

non-dauer total (trials)

754 (3)
759 (3)
727 (3)
759 (3)




image27.png
p value p value
1vs2 <0.001 2vs3 <0.001

1vs3 <0.001 2vs4 0.393
1vs4 <0.001 3vs4 <0.001




image28.png
A WON -

Background

Wild type
Wild type
aptf-1 (tm3287)
aptf-1 (tm3287)

Transgene

fip-11p :Aip-11

fip-11p :Aip-11

dauer formation (%) dauer formation (%)

+ H
+ H

+

Number

non-dauer total (trials)

329 669 (3)
141 777 (3)
296 574 (3)

152 732 (3)




image29.png
p value p value
1vs2 <0.001 2vs3 <0.001

1vs3 0.768 2vs4 0.274
1vs4 <0.001 3vs4 <0.001




image30.png
A WON -

Background

Wild type
flp-11(tm2706)
flp-11(tm2706)

Wild type

Transgene

flp-11p ::fip-11
flp-11p ::fip-11

Fluorescence Intensity
(a.u.)
5883.5 + 185.5
10965.6 + 416.5
5865.9 + 519.8
2828.7 + 386.5




image31.png
p value p value
1vs2 <.0001 2vs3 <.0001

1vs3 1 2vs4 <.0001
1vs4 0.0003 3vs4 0.0003




image32.png
A WODN -~

Background

Wild type
flp-11(tm2706)
flp-11(tm2706)

Wild type

Transgene

fip-11p :Ap-11
fip-11p :Ap-11

Fluorescence Intensity

(a.u.)
126214 +
212004 +

961.8
934.9

11548.9 + 1099.0

6208.2 +

757.5




image33.png
p value p value
1vs2 <.0001 2vs3 <.0001

1vs3 0.8527 2vs4 <.0001
1vs4 0.0011 3vs4 0.0052




image34.png
25312.5
78335 + 683.8 248111

82915 + 4125 15009.2

* 19289.8 + 1305.8 20001.2 £+ 4704 0.630
14378.6 + 588.1 21562.8 £ 1995.3 0.020
145834 + 4154 21313.7 £ 2234 .8 0.038

RIS 247744 + 15424
URX
SAB




image35.png
1

food

presence

absence

Fluorescence Intensity
(a.u.)
6050.2 £ 102.0
12310.8 £ 192.2

p value

control
<.0001




image36.png
Fluorescence Intensity
pheromone
(a.u.)
absence 5880.1 + 120.8

presence 11636.6 £ 170.7

p value

control
<.0001




image37.png
neuruons Background
Wil
RIS lld type
aptf-1(tm3287)
Wil
URX lld type
aptf-1(tm3287)
Wil
SAB ild type

aptf-1(tm3287)

Fluorescence Intensity
(a.u.)
174870 + 4734
11973 + 208.8
18576.3 + 11423
194441 + 5543
13084.0 + 1087.3
130526 + 785.2




image38.png
p value
RIS <0.001
URX 0.521
SAB 0.982




image39.png
Background

Wild type
fip-22 (tm13562)
fip-22 (tm13562)

Fluorescence Intensity

Transgene
(a.u.)
- 6547.7 £ 141.7
- 111748 + 872.9
npr-22p ::npr-22 6734.7 + 788.3




image40.png
p value
1vs2 0.001

1vs3 0.273
2vs3 0.002




image41.png
Background

Wild type
fip-22 (tm13562)
fip-22 (tm13562)

Fluorescence Intensity

Transgene
(a.u.)
- 113154 + 1465.9
- 20293.7 + 1016.5
npr-22p ::npr-22 115971 + 581.2




image42.png
p value
1vs2 <0.001

1vs3 0.981
2vs3 <0.001




image43.png
o [ o | o
NPR20 [ o686 | = o656 | 0694 |
NPR12 | o089 | = o812 | 0823 |

o [ oms [ os
NPR28

~





image1.png
Relative larval diapause (%)

Relative larval diapause (%)

250

n.s.
150 n.s.
n.s. n.s.
n.s.
100
kokk
50 i
o i i
0
@'\ N 5 N o 9 ’\ "b tx
A\ ‘\\Q N\ ‘\\Q Y ‘\\Q ‘\\Q ‘\\Q\Q \Q \\Q f\\Q s\\Q f\\Q
250
200
n.s.
150

o

s
n.s.
n.s.
100 n.s. %
sk KX % 5k
5 ' %k ok
>x<>x<>x<

0 i ) '
b ;\ D Q Q) ’\ o_, tx 6 b ’\ ‘b o) X

\Q NN s\\Q’ s\\Q s\\Q s\\Q \Q \Q s\\Q s\\Q s\\Q s\\Q NN




image2.png




image3.png
Fluorescence Intensity

16000
14000
12000
10000

> 8000
~ 6000
4000
2000

0

)

flp-8(—)

flp-11(—)

fip-21(—)  fp-26(—)




image4.png
Fluorescence Intensity

Target gene (a.u) p value
Wild type 55964 + 157.3 control
fip-8 89124 + 276.5 <0.001
filp-11 109656 + 416.5 <0.001
flp-21 77421 £+ 3325 0.005

fp-26 13654.3

+

1353.6 <0.001




image5.png
7000
6000
5000

—

S 4000

3000
2000

Fluorescence Intensity

1000

0
Target gene

n.s.

(p=0.22)

WT

flp-11(—)




