Table 1. Barley Proteins Identified and Catalogued from the 2-DE. 

	Spot No.
	NCBI identifier 
	Protein name (organism)
	Hordeum vulgare r1 ID
	Hordeum vulgare Morex V3
	E.C
	InterPro
	Chromosome Location

	1
	gi|251832986
	Plastid glutamine synthetase 2 [T. Aestivum]
	HORVU2Hr1G111300
	HORVU.MOREX.r3.2HG0202350
	6.3.1.2
	IPR008146, IPR008147, IPR014746
	chr2H:722462607..722470196 reverse

	2
	gi|121340
	Glutamine synthetase leaf isozyme, Chloroplastic
	HORVU6Hr1G074030
	HORVU.MOREX.r3.6HG0613270
	6.3.1.2
	IPR008146, IPR008147, IPR014746
	chr6H:495214922..495218750 reverse

	3
	gi|108711272
	ATP synthase beta chain, putative [Oryza sativa Japonica Group]
	HORVU7Hr1G088200
	HORVU.MOREX.r3.UnG0798500
	3.6.3.14
	IPR000793, IPR020546, IPR027417, 
IPR020547, IPR001469, IPR000194, 
IPR024034
	chr7H:533883311..533885366 forward

	4
	gi|110915608
	ATP synthase beta subunit [Calotheca brizoides]
	HORVU6Hr1G049250
	HORVU.MOREX.r3.UnG0808370
	3.6.3.14
	IPR000793, IPR004100, IPR005722, IPR027417, IPR024034, IPR003593, 
IPR000194, 
	chr6H:299512162..299514069 reverse

	5
	RBL_AGRST
	Ribulose bisphosphate carboxylase large chain Agrostis stolonifera 
	HORVU7Hr1G088190
	HORVU.MOREX.r3.5HG0483130
	6.3.1.2
	IPR000685, IPR017443
	chr7H:533880816..533882550 reverse

	6
	gi|357158586
	Predicted: 20 kDa chaperonin, chloroplastic-like (B. distachyon)
	HORVU5Hr1G062310
	HORVU.MOREX.r3.5HG0480620
	
	IPR020818, IPR011032, IPR017416
	chr5H:485025059..485029334 reverse

	7
	gi|51090748
	Putative chaperonnin 21 precursor [Oryza sativa Japonica]
	HORVU7Hr1G033900
	HORVU.MOREX.r3.7HG0661950
	
	IPR020818, IPR011032, IPR017416
	chr7H:70159514..70163687 forward

	8
	gi|32765549
	Cytosolic heat shock protein 90 [H. vulgare]
	HORVU5Hr1G072420
	HORVU.MOREX.r3.5HG0490180
	
	IPR001404,  IPR020575,  IPR020568,  IPR013320, IPR003594
	chr5H:535441664..535446369 reverse

	9
	gi|326516152 
	Predicted protein (Hordeum vulgare)
	HORVU3Hr1G015680
	HORVU.MOREX.r3.3HG0232890
	1.1.1.54
	IPR011032, IPR020843,  IPR016040,  IPR013149, IPR002085
	chr3H:36873414..36875746 forward

	10
	gi|326497973
	Predicted protein (Hordeum vulgare)
	HORVU3Hr1G015640
	HORVU.MOREX.r3.3HG0232910
	1.1.1.54
	IPR011032, IPR020843,  IPR016040,  IPR013149, IPR002085
	chr3H:36886533..36888603 reverse

	11
	gi|17425184
	LMW- glutenin subunit group 3 type II
	HORVU1Hr1G001020
	HORVU.MOREX.r3.1HG0001110
	
	IPR001954,  IPR013771,  IPR016140, IPR001376
	chr1H:2524727..2525648 forward

	12
	gi|121451
	Glutenin, high molecular weight subunit PC237
	HORVU1Hr1G000990
	HORVU.MOREX.r3.1HG0001420
	
	IPR001954,  IPR013771,  IPR016140, IPR001376
	chr1H:2511291..2816446 reverse

	13
	gi|53854906
	LMW- glutenin
	HORVU1Hr1G001420
	HORVU.MOREX.r3.1HG0001420
	
	IPR001954,  IPR013771,  IPR016140, IPR001376
	chr1H:3252713..3253756 forward

	14
	BAS1_WHEAT
	2-cys peroxiredoxin BAS1 (Triticum aestivum)
	HORVU2Hr1G073760
	HORVU.MOREX.r3.2HG0167220
	1.11.1.15
	IPR019479, IPR012336, IPR013740
	chr2H:532288069..532292322 reverse

	15
	BAS1_WHEAT
	2-cys peroxiredoxin BAS1 (Triticum aestivum)
	HORVU2Hr1G073760
	HORVU.MOREX.r3.2HG0167220
	1.11.1.15
	IPR019479, IPR012336, IPR013740
	chr2H:532288069..532292322 reverse

	16
	BAS1_WHEAT
	2-cys peroxiredoxin BAS1 (Triticum aestivum)
	HORVU2Hr1G073760
	HORVU.MOREX.r3.2HG0167220
	1.11.1.15
	IPR019479, IPR012336, IPR013740
	chr2H:532288069..532292322 reverse

	17
	BAS1_WHEAT
	2-cys peroxiredoxin BAS1 (Triticum aestivum)
	HORVU2Hr1G073760
	HORVU.MOREX.r3.2HG0167220
	1.11.1.15
	IPR019479, IPR012336, IPR013740
	chr2H:532288069..532292322 reverse

	18
	BAS1_WHEAT
	2-cys peroxiredoxin BAS1 (Triticum aestivum)
	HORVU2Hr1G073760
	HORVU.MOREX.r3.2HG0167220
	1.11.1.15
	IPR019479, IPR012336, IPR013740
	chr2H:532288069..532292322 reverse

	19
	BAS1_WHEAT
	2-cys peroxiredoxin BAS1 (Triticum aestivum)
	HORVU2Hr1G073760
	HORVU.MOREX.r3.2HG0167220
	1.11.1.15
	IPR019479, IPR012336, IPR013740
	chr2H:532288069..532292322 reverse

	20
	BAS1_WHEAT
	2-cys peroxiredoxin BAS1 (Triticum aestivum)
	HORVU2Hr1G073760
	HORVU.MOREX.r3.2HG0167220
	1.11.1.15
	IPR019479, IPR012336, IPR013740
	chr2H:532288069..532292322 reverse

	21
	gi|110915608
	ATP synthase beta subunit [Calotheca brizoides]
	HORVU6Hr1G049250
	HORVU.MOREX.r3.UnG0808370
	3.6.3.14
	IPR000793, IPR004100, IPR005722, 
IPR027417, IPR024034, IPR003593, 
IPR000194, 
	chr6H:299512162..299514069 reverse
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	22
	RBL_AGRST
	Ribulose bisphosphate carboxylase large chain Agrostis stolonifera 
	HORVU7Hr1G088190
	HORVU.MOREX.r3.5HG0483130
	6.3.1.2
	IPR000685, IPR017443
	chr7H:533880816..533882550 reverse

	23
	CAA32900.1
	Chlorophyll a-b binding protein 1, chloroplastic
	HORVU5Hr1G124160
	HORVU5Hr1G124160
	
	
	

	24
	gi|326496957
	Thioredoxin peroxidase (Hordeum vulgare)
	HORVU2Hr1G026810
	HORVU.MOREX.r3.2HG0120840
	1.11.1.15
	IPR019479, IPR024706, IPR013740, 
IPR012336
	chr2H:86326177..86327145 reverse

	25
	CAA36498.1
	Elongation factor Tu, chloroplastic (Arabidopsis thaliana)
	HORVU6Hr1G053680
	HORVU.MOREX.r3.6HG0591100
	3.6.5.3
	IPR004541, IPR004160, IPR004161, IPR009001, IPR027417, IPR000795, 
IPR009000
	chr6H:336377046..336380003 reverse

	26
	XP_002518555.1
	Cysteine-rich receptor-like protein kinase 10 (Ricinus communis)
	HORVU2Hr1G044650
	HORVU.MOREX.r3.2HG0138840
	2.7.11.1
	IPR000719, IPR002290, IPR002902, IPR001245, IPR013320, IPR011009
	chr2H:232982051..232985925 reverse

	27
	gi|326493350
	Isocitrate dehydrogenase (Hordeum vulgare)
	HORVU3Hr1G059060
	HORVU.MOREX.r3.3HG0276570
	1.1.1.42
	IPR004790, IPR024084
	chr3H:446058317..446062780 reverse

	28
	gi|326493798
	Glycine rich protein, RNA binding protein (Hordeum vulgare)
	HORVU5Hr1G002150
	HORVU.MOREX.r3.5HG0421460
	
	IPR000504, IPR012677
	chr5H:6152068..6153106 reverse

	29
	AAF98561.1
	UDP-glucose 6-dehydrogenase (Zea mays)
	HORVU5Hr1G096370
	HORVU.MOREX.r3.5HG0511770
	1.1.1.22
	IPR001732, IPR006115, IPR008927, IPR014027, IPR016040, IPR014026, IPR017476
	chr5H:601141343..601145787 reverse

	30
	CAE02614.1
	Protein RAFTIN 1B  (Triticum aestivum)
	HORVU7Hr1G048820
	HORVU.MOREX.r3.7HG0677930
	
	IPR004873
	chr7H:167861952..167864773 reverse

	31
	CAB40384.1
	Oxygen-evolving enhancer protein 3-1, chloroplastic
	HORVU0Hr1G003270
	HORVU.MOREX.r3.2HG0173200
	
	IPR023222,IPR008797
	chrUn:13485181..13486545 forward

	32
	AAC67246.1
	Beta-amylase
	HORVU4Hr1G089510
	HORVU.MOREX.r3.4HG0417260
	3.2.1.2
	IPR001554, IPR001371, IPR017853, IPR013781
	chr4H:642560529..642564723 reverse

	33
	CAA32900.1
	Chlorophyll a-b binding protein 1, chloroplastic
	HORVU5Hr1G124160
	HORVU5Hr1G124160
	
	IPR022796, IPR001344, IPR023329
	chr5H:665427412..665428656 forward

	34
	RBS3_WHEAT
	Ribulose-bisphosphate carboxylase small chain 
	HORVU5Hr1G038630
	HORVU.MOREX.r3.5HG0469020
	4.1.1.39
	IPR024680, IPR000894,  IPR024681
	chr5H:277205685..277206539 reverse

	35
	RBS3_WHEAT
	Ribulose-bisphosphate carboxylase small chain 
	HORVU0Hr1G024560
	HORVU.MOREX.r3.5HG0468970
	4.1.1.39
	IPR024680, IPR000894,  IPR024681
	chrUn:127763210..127837011 forward

	36
	RBS3_WHEAT
	Ribulose-bisphosphate carboxylase small chain 
	HORVU0Hr1G026090
	HORVU.MOREX.r3.1HG0037500
	4.1.1.39
	IPR024680, IPR000894,  IPR024681
	chrUn:137434093..137434496 forward

	37
	gi|326505132
	Predicted protein (Hordeum vulgare)
	HORVU7Hr1G001030
	HORVU.MOREX.r3.7HG0635350
	
	IPR002035
	chr7H:2241184..2347181 forward

	38
	KAE8821856
	70 kDa heat shock protein (Hordeum vulgare)
	HORVU5Hr1G032650
	HORVU.MOREX.r3.5HG0451540
	
	IPR012725, IPR029048, IPR013126, IPR029047
	chr5H:214877902..214888753 reverse

	39
	gi|326493798
	Glycine rich protein, RNA binding protein (Hordeum vulgare)
	HORVU5Hr1G002150
	HORVU.MOREX.r3.5HG0421460
	
	IPR000504, IPR012677
	chr5H:6152068..6153106 reverse

	40
	gi|326493798
	Glycine rich protein, RNA binding protein (Hordeum vulgare)
	HORVU5Hr1G002150
	HORVU.MOREX.r3.5HG0421460
	
	IPR000504, IPR012677
	chr5H:6152068..6153106 reverse

	41
	gi|326493636
	Enolase (Hordeum vulgare)
	HORVU5Hr1G002040
	HORVU.MOREX.r3.5HG0421370
	4.2.1.11
	IPR000941, IPR029065, IPR029017, IPR020810, IPR020811
	chr5H:5791249..5802408 reverse

	42
	GI:9955530
	Putative hydrolase (Arabidopsis thaliana)
	HORVU2Hr1G029840
	HORVU.MOREX.r3.2HG0123830
	3.1.1.3
	IPR029059, IPR029058, IPR000639, IPR000073
	chr2H:108258493..108263191 reverse

	43
	GI:27545490
	S-receptor kinase 13-18 (Arabidopsis lyrata)
	HORVU4Hr1G004890
	HORVU.MOREX.r3.4HG0335040
	2.7.11.1
	IPR001480, IPR003609, IPR001245, IPR013320, IPR024171, IPR011009, IPR000719
	chr4H:10704209..10708712 reverse
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	44
	AAF02858.1
	Proteasome subunit alpha type-5-A (Arabidopsis thaliana)
	HORVU4Hr1G040770
	HORVU.MOREX.r3.5HG0456950
	3.4.25.1
	IPR000426, IPR029055, IPR001353, IPR023332
	chr4H:315062727..315067562 reverse

	45
	AAC32060.1
	20S proteasome subunit PAE1 (Arabidopsis thaliana)
	HORVU5Hr1G038710
	HORVU.MOREX.r3.4HG0370860
	3.4.25.1
	IPR029055, IPR000426, IPR001353, IPR023332
	chr5H:278441769..278446391 reverse

	46
	GI:223452304
	Protein-serine/threonine kinase (Glycine max)
	HORVU7Hr1G043150
	HORVU.MOREX.r3.7HG0671890
	2.7.11.1
	IPR000719, IPR002290, IPR001245, IPR013320, IPR011009
	chr7H:128676716..128679099 reverse

	47
	CAA06996.1
	L-ascorbate peroxidase (Hordeum vulgare)
	HORVU4Hr1G057210
	HORVU.MOREX.r3.4HG0385790
	1.11.1.11
	IPR010255, IPR000823, IPR002207, IPR002016
	chr4H:480951275..480954017 reverse

	48
	ADK56176.1
	Glycosyltransferase 75 (Triticum aestivum)
	HORVU4Hr1G038960
	HORVU.MOREX.r3.4HG0369570
	5.4.99.30
	IPR004901, IPR029044
	chr4H:297691097..297693678 forward

	49
	CAA77237.1
	Reversibly glycosylated polypeptide (Triticum aestivum)
	HORVU3Hr1G073780
	HORVU.MOREX.r3.3HG0290880
	5.4.99.30
	IPR004901, IPR029044
	chr3H:555352768..555355130 reverse

	50
	GI:18412879
	Leucine-rich repeat family protein LRR (Arabidopsis thaliana)
	HORVU7Hr1G090240
	HORVU.MOREX.r3.7HG0720010
	
	IPR006553
	chr7H:548933249..548935805 reverse

	51
	AAO42684.1
	Alcohol dehydrogenase I (Oryza eichingeri)
	HORVU4Hr1G016810
	HORVU.MOREX.r3.4HG0345760
	1.1.1.1
	IPR011032, IPR016040, IPR013154, IPR013149, IPR002085
	chr4H:70912803..70929994 forward

	52
	ACO44685.1
	Fructose-bisphosphate aldolase (Hordeum vulgare)
	HORVU3Hr1G088540
	HORVU.MOREX.r3.3HG0304680
	4.1.2.13
	IPR029769, IPR013785, IPR000741
	chr3H:625238589..625240962 forward

	53
	CAA38036.1
	Heat shock protein 21, chloroplastic
	HORVU4Hr1G063350
	HORVU.MOREX.r3.4HG0392240
	
	IPR031107, IPR002068, 
IPR008978
	chr4H:530910254..530911640 forward

	54
	CAA38036.1
	Heat shock protein 21, chloroplastic
	HORVU4Hr1G063350
	HORVU.MOREX.r3.4HG0392240
	
	IPR031107, IPR002068, 
IPR008978
	chr4H:530910254..530911640 forward

	55
	CAA38036.1
	Heat shock protein 21, chloroplastic
	HORVU4Hr1G063350
	HORVU.MOREX.r3.4HG0392240
	
	IPR031107, IPR002068, 
IPR008978
	chr4H:530910254..530911640 forward

	56
	CAA38036.1
	Heat shock protein 21, chloroplastic
	HORVU4Hr1G063350
	HORVU.MOREX.r3.4HG0392240
	
	IPR031107, IPR002068, 
IPR008978
	chr4H:530910254..530911640 forward


