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Supplementary Figure S1 Distribution of single nucleotide polymorphisms (SNPs) and nucleotide diversity across the rice Nipponbare genome in the rice association panel.
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Supplementary Figure S2 Histograms showing the data distribution of 12 traits of 259 rice lines.
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Supplementary Figure S3 Box-plots showing the phenotype data of 13 traits of three rice subgroup.
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Supplementary Figure S4 Manhattan plots and QQ plots resulting from the SNP-based GWAS for grain length. A: BLUP value; B: 2018; C: 2019.
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Supplementary Figure S5 Manhattan plots and QQ plots resulting from the SNP-based GWAS for grain width. A: BLUP value; B: 2018; C: 2019.
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Supplementary Figure S6 Manhattan plots and QQ plots resulting from the SNP-based GWAS for grain weight. A: BLUP value; B: 2018; C: 2019.
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Supplementary Figure S7 Manhattan plots and QQ plots resulting from the SNP-based GWAS for panicle length. A: BLUP value; B: 2018; C: 2019.
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Supplementary Figure S8 Manhattan plots and QQ plots resulting from the SNP-based GWAS for spikelet number. A: BLUP value; B: 2018; C: 2019.
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Supplementary Figure S9 Manhattan plots and QQ plots resulting from the SNP-based GWAS for grain number per spike. A: BLUP value; B: 2018; C: 2019.
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Supplementary Figure S10 Manhattan plots and QQ plots resulting from the SNP-based GWAS for percentage of fulled grains. A: BLUP value; B: 2018; C: 2019.
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Supplementary Figure S11 Manhattan plots and QQ plots resulting from the SNP-based GWAS for plant height. A: BLUP value; B: 2018; C: 2019.
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Supplementary Figure S12 Manhattan plots and QQ plots resulting from the SNP-based GWAS for flag-leaf length. A: BLUP value; B: 2018; C: 2019.
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Supplementary Figure S13 Manhattan plots and QQ plots resulting from the SNP-based GWAS for flag-leaf width. A: BLUP value; B: 2018; C: 2019.
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Supplementary Figure S14 Manhattan plots and QQ plots resulting from the SNP-based GWAS for flag-leaf angle. A: BLUP value; B: 2018; C: 2019.
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Supplementary Figure S15 Manhattan plots and QQ plots resulting from the SNP-based GWAS for heading date. A: BLUP value; B: 2018; C: 2019.
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[bookmark: _GoBack]Supplementary Figure S16 Manhattan plots and QQ plots resulting from the SNP-based GWAS for awn. A: 2018; B: 2019.
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