Fig4 The pathway of Cell cycle was enriched for the CG group in GSEA analysis between
the EG group and the CG group and several key genes were examined by QPCR and
Western blot
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The original image for Fig. 4c is shown below:
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Fig5 The AKT phosphorylates targets in cytosol was enriched for the CG group in GSEA

analysis between the EG group and its key enriched genes were examined at their protein

levels
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p-Akt [w- e m— =] 60 kDa
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The original image for Fig. Sc is shown below:
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