Figure S1 Protein-protein interaction network of survival related DEPMPs.
Figure S2 Regulatory network based on transcription factor.
(A) Differentially expressed transcription factors (TFs). (B) TF regulatory network. The triangles denote TFs, circles denote PMPs. Red and green represent upregulated and downregulated PMPs.
Figure S3 Relationships between the clinicopathological factors and the model.
Figure S4 mRNA expression between ccRCC tissues and normal tissues and mutation situation of survival related PMPs.
Fig S5 protein expression of nine PMPs in ccRCC from Ualcan database.
Fig S6 pan-cancer mRNA expression of nine PMPs from Ualcan database.
Fig S7 Survival analysis of nine PMPs in ccRCC from Ualcan database.
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