Supplementary Table S4 Genes identified from three anthocyanin QTLs of winged bean.
	S. No.

	Gene ID

	Chromosome

	Genomic location

	Annotation

	Function

	Anthocyanin pathway
	Reference

	
	
	
	Start
	Stop
	
	
	
	

	qAnthol 1.1a

	1
	PT04_g20705
	Chr 04
	7307542
	7308432
	Uncharacterised protein LOC108328268
	-
	-
	

	2
	PT04_g20706
	Chr 04
	7310511
	7312217
	Uncharacterised protein LOC120577489
	-
	-
	

	3
	PT04_g20707
	Chr 04
	7312253
	7312720
	Uncharacterized protein LOC109838612
	-
	-
	

	4
	PT04_g20708
	Chr 04
	7324664
	7325216
	SUN domain-containing protein 5
	Maintain nuclear shape and integrity by interacting with KASH proteins
	-
	Graumann et al., 2014

	5
	PT04_g20709
	Chr 04
	7335650
	7341557
	Poly(rC)-binding protein 4
	Essential for post-transcriptional regulation, mRNA stabilization, translation control, seed germination, stress responses, and plant growth
	-
	Yanatori et al., 2020

	6
	PT04_g20710
	Chr 04
	7342718
	7344512
	Hypothetical protein KK1_001697
	
	-
	

	7
	PT04_g20711
	Chr 04
	7346585
	7350125
	Hypothetical protein QL285_047879
	
	-
	

	8
	PT04_g20712
	Chr 04
	7350193
	7359326
	Hypothetical protein Ahy_B04g073608 isoform D
	
	-
	

	9
	PT04_g20713
	Chr 04
	7367888
	7369502
	Ribonuclease H protein
	Ensure proper nucleic acid processing, replication, and RNA structure maintenance
	-
	Cerritelli & Crouch, 2009

	10
	PT04_g20714
	Chr 04
	7372694
	7386558
	Sister chromatid cohesion 1 protein 4 isoform B
	Chromosome arm cohesion, pairing, and recombination
	-
	Cai et al., 2003

	11
	PT04_g20715
	Chr 04
	7391098
	7391658
	Uncharacterised protein LOC100527525
	-
	-
	

	12
	PT04_g20716
	Chr 04
	7393165
	7397909
	Hypothetical protein Patl1_23961
	-
	-
	

	13
	PT04_g20717
	Chr 04
	7413785
	7420474
	Chromatin assembly factor 1 subunit A
	Chromatin assembly, homologous recombination, and ploidy regulation
	-
	Kirik et al., 2006

	14
	PT04_g20718
	Chr 04
	7422954
	7427508
	Putative metallophosphoesterase
	Phosphate homeostasis and root development
	-
	Mehra & Giri, 2020

	15
	PT04_g20719
	Chr 04
	7441711
	7448063
	AP2 ethylene-responsive transcription factor BBM2
	Anthocyanin synthesis and cell proliferation in Lycoris radiata tissues
	
Yes
	Wang et al., 2023

	16
	PT04_g20720
	Chr 04
	7460953
	7468624
	Phospholipase A (1) LCAT3
	Jasmonate synthesis and lipid metabolism
	-
	Richmond & Smith, 2011

	17
	PT04_g20721
	Chr 04
	7479663
	7485506
	Unknown
	
	-
	

	18
	PT04_g20722
	Chr 04
	7486219
	7490560
	Dehydrogenase/reductase SDR family member 7
	Fatty acid synthesis, and chlorophyll degradation
	-
	Zheng et al., 2022

	19
	PT04_g20723
	Chr 04
	7491469
	7492564
	Acyl carrier protein 2, mitochondrial-like
	Type II fatty acid synthesis and mitochondrial protection against drought stress
	-
	

	20
	PT04_g20724
	Chr 04
	7492607
	7493268
	-
	
	-
	

	qAnthol 5.1

	21
	PT07_g36943
	Chr 07
	37324786
	37327258
	Ethylene-responsive transcription factor WRI1
	Fatty acid biosynthesis and oil accumulation
	-
	Tang et al., 2019

	22
	PT07_g36944
	Chr 07
	37333599
	37336212
	Pectate lyase-like
	Fruit softening and defense mechanisms
	-
	Marín‐Rodríguez et al., 2002

	23
	PT07_g36945
	Chr 07
	37340954
	37341821
	
	
	-
	

	24
	PT07_g36946
	Chr 07
	37345052
	37347533
	Pectate lyase
	Fruit softening and defense mechanisms
	-
	Marín‐Rodríguez et al., 2002

	25
	PT07_g36947
	Chr 07
	37362699
	37371475
	Alpha-amylase 3
	Starch metabolism, stomatal opening, and redox regulation
	-
	Gurrieri et al., 2019

	26
	PT07_g36948
	Chr 07
	37379910
	37382208
	Mitochondrial outer membrane protein porin of 36 kDa
	Porins form channels in the mitochondrial membrane for metabolite transport
	-
	Hu et al., 2019

	27
	PT07_g36949
	Chr 07
	37386585
	37388765
	Hypothetical protein PHAVU_003G0695001g, partial
	
	-
	

	28
	PT07_g36950
	Chr 07
	37394063
	37398714
	Mediator of RNA polymerase II transcription subunit 10b-like isoform X1
	Acts as a coactivator, relaying signals from regulatory proteins to RNA polymerase II
	-
	Bäckström et al., 2007

	29
	PT07_g36951
	Chr 07
	37401358
	37404386
	Probable serine/threonine-protein kinase PIX7
	
	-
	Diédhiou et al., 2008

	30
	PT07_g36952
	Chr 07
	37420309
	37427129
	Hypothetical protein GmHk_18G051599
	
	-
	

	31
	PT07_g36953
	Chr 07
	37445908
	37452784
	Unnamed protein product
	
	-
	

	32
	PT07_g36954
	Chr 07
	37502069
	37503913
	Putative pentatricopeptide repeat-containing protein At5g40405
	RNA binding and modifications
	-
	Saha et al., 2007

	33
	PT07_g36955
	Chr 07
	37526302
	37526505
	
	
	
	

	qAnthol 1.1b

	34
	PT04_g20857
	Chr 04
	9066278
	9068072
	
	
	-
	

	35
	PT04_g20858
	Chr 04
	9068114
	9072693
	Hypothetical protein GLYMA_09G259200v4
	
	-
	

	36
	PT04_g20859
	Chr 04
	9074065
	9076369
	Uncharacterised protein LOC100306693
	
	-
	

	37
	PT04_g20860
	Chr 04
	9079967
	9092311
	Mediator of RNA polymerase II transcription subunit 12-like
	Gene activation, transcription factor interactions, and stress response regulation
	-
	Wu et al., 2024

	38
	PT04_g20861
	Chr 04
	9094589
	9097804
	Rop guanine nucleotide exchange factor 3 isoform X2
	Polarized pollen tube growth, root stem cell maintenance, and stomatal closure
	-
	Berken et al., 2005

	39
	PT04_g20862
	Chr 04
	9102825
	9104161
	Gibberellin 3-beta-dioxygenase 4
	Inhibit flavonoid biosynthesis
	Yes
	Sun et al., 2021
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