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Fig. S1. Cis-acting elements in the promoter regions (1500 bp upstream of the start codon) of the HvSnRK genes.
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Fig. S2. Cis-acting elements in the promoter regions (1500 bp upstream of the start codon) of the HVLEA genes.
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Fig. S3. Heatmap showing HvSnRK proteins localization prediction in deferent organelle.
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Fig. S4. Heatmap showing HVLEA proteins localization prediction in deferent organelle.



