Supplementary Table 1 Name, accession numbers of the four consensus sequences generated from our different positive samples and comparison with the HaJV sequences of reference
	Name
	Accession Number Genbank
	% coverage of the reference
	% identity
	Reference Accession Number Genbank

	Jingmenvirus sp. Cameroon Mosquitoes MaJV1 segment1
	PV953369
	93.6
	98.9
	OQ835732

	Jingmenvirus sp. Cameroon Mosquitoes MaJV2 segment2
	PV953370
	98.1
	97.8
	OQ835733

	Jingmenvirus sp. Cameroon Mosquitoes MaJV3 segment3
	PV953371
	96.7
	96.6
	OQ835734

	Jingmenvirus sp. Cameroon Mosquitoes MaJV4 segment4
	PV953372
	93.4
	96.4
	OQ835735





